Raw file Scan Method Score m/z . .
Figure 2 — Supplement File 1
VOT16-1571 1044 FTMS; HCD 38.75 32491  peptides detected through mass spectrometry
Strain: GRO.DD

3 T Plasmid: [UAG-GFP]
A Spectrum 1
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 1


Raw file Scan Method Score m/z . .
/ Figure 2 — Supplement File 1
VOT16-1571 1049 FTMS; HCD 37.34 342.67  peptides detected through mass spectrometry
Strain: GRO.DD
= 1 Plasmid: [UAG-GFP]
A Spectrum 2
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 2


Raw file Scan Method Score m/z

VOT16-1571 1057  FTMS; HCD 77.66 374.68 Figure 2 — Supplement File 1
w Peptides detected through mass spectrometry
1 Strain: GRO.DD
] Plasmid: [UAG-GFP]
] Spectrum 3
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 3


Raw file

VOT16-1571

100

50

Scan Method Score m/z . i
_ Figure 2 — Supplement File 1
1057 FTMS; HCD 70.94 374.68 Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 4
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 4


Raw file Scan Method Score m/z . )
_ Figure 2 — Supplement File 1
VOT16-1571 1147 FTMS; HCD 32.05 3>3.93 Peptides detected through mass spectrometry
i Strain: GRO.DD
S _ Plasmid: [UAG-GFP]
| Spectrum 5
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 5


Raw file Scan Method Score m/z . i
VOT16-1571 1160 FTMS; HCD 62.8 383.44 Figure 2 - Supplement File 1
h ’ ’ ' Peptides detected through mass spectrometry
1 Strain: GRO.DD
=] Plasmid: [UAG-GFP]
A Spectrum 6
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 6


Raw file Scan Method Score m/z
VOT16-1571 1161 FTMS; HCD 15122 s10.01 Figure 2—Supplement File 1

«~ Peptides detected through mass spectrometry

4 Strain: GRO.DD

i Plasmid: [UAG-GFP]

Spectrum 7
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 7


[¥o1]

Raw file Scan Method Score m/z Figure 2_ Supplement File 1
VOT16-1571 1161 FTMS; HCD 141.1 510.91 Peptides detected through mass spectrometry
Strain: GRO.DD
g Plasmid: [UAG-GFP]
8 | Spectrum 8
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 8


Raw file Scan Method Score m/z

[¥o1]

VOT16-1571 1286  FTMS; HCD 47.3 353.18 Figure 2 — Supplement File 1
o Peptides detected through mass spectrometry
i Strain: GRO.DD
| Plasmid: [UAG-GFP]
| Spectrum 9
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 9


Raw file Scan Method Score m/z . .
Figure 2 — Supplement File 1
VOT16-1571 1286 FTMS; HCD 47.3 353.18  peptides detected through mass spectrometry
Strain: GRO.DD
o Plasmid: [UAG-GFP]
o
< 7 Spectrum 10
8 _ bs
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 10


Raw file Scan Method Score m/z

VOT16-1571 1298 FTMS; HCD 80.24  383.44  rigure2- Supplement File 1

[¥o1]

- Peptides detected through mass spectrometry
T Strain: GRO.DD

i Plasmid: [UAG-GFP]

Spectrum 11
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 11


Raw file Scan Method Score m/z
VOT16-1571 1299  FTMS; HCD 67.21 447.55 Figure 2 — Supplement File 1

«~ Peptides detected through mass spectrometry
T Strain: GRO.DD

i Plasmid: [UAG-GFP]

Spectrum 12
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 12


Raw file Scan Method Score m/z . .
VOT16-1571 1309 FTMS; HCD 41.4 470.91 F'gufe 2 - Supplement File 1
Peptides detected through mass spectrometry
1 Strain: GRO.DD
. Plasmid: [UAG-GFP]
2 - Spectrum 13
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 13


Raw file Scan Method Score m/z

Figure 2 — Supplement File 1

VOT16-1571 1309 FTMS; HCD 414 47091 Peptides detected through mass spectrometry
1 Strain: GRO.DD
=] Plasmid: [UAG-GFP]
A Spectrum 14
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 14


Raw file Scan Method Score m/z
VOT16-1571 1389  FTMS; HCD 40.88 368.18 Figure 2 — Supplement File 1
Peptides detected through mass spectrometry

- Strain: GRO.DD
S | Plasmid: [UAG-GFP]
- Spectrum 15
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 15


Raw file Scan Method Score m/z  Figure 2 — Supplement File 1
VOT16-1571 1569 FTMS; HCD 90.76 435.46 Peptides detected through mass spectrometry
Strain: GRO.DD
4 Plasmid: [UAG-GFP] T
= Spectrum 16
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 16


Raw file Scan Method Score m/z i .
Figure 2 — Supplement File 1
VoT16-1571 1608 FTMS; HCD 43.3 470.89 Peptides detected through mass spectrometry
Strain: GRO.DD -
o | Plasmid: [UAG-GFP] _a
e 4 Spectrum 17 i
) L
o R -
] y2 =
249.1267 ;
i : | b bs L
b 2 346Y1379$ bs Ya bs bs 79]b6696 928,4285 1065.487
| 24113 380.192] | 83.238 517.2518 654.3107 ' r
e - T LI III LII T III IIII LI} T I T T II T I 1I ‘I LI II II T ‘I II|I I‘ T ! II I LI R B | ! T .!4 II.ZII Z:I T III LI} II LI R B | I LI ! LI} III.I II T II I LI R B | ! LI LI} I II LI B | T II T II il LI} LI I B I I B | I III T LI I B | LI I T II LI II LI} I: II I LI} LI II I: T ! II I II LI} LI II LI I T LI I B | I_
100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400
ya | v ‘ y2
- L E H H H H H H P \ M -
b2 bs b4 bs bs b7 bs

[¥o1]


Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 17


Raw file Scan Method Score m/z Figure 2 — Supplement File 1
VOT16-1571 1608 FTMS; HCD 33.87 470.89 Peptides detected through mass spectrometry
Strain: GRO.DD
o Plasmid: [UAG-GFP]
S Spectrum 18
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 18


Raw file Scan Method Score m/z

Figure 2 — Supplement File 1

VOI] 6-1542 1710 FTMS; HCD 5715 368.18 Peptides detected through mass spectrometry
A Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 19
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 19


Raw file Scan Method Score m/z

[¥o1]

VOT16-1542 1711 FTMS; HCD 47.3 49057  Figure 2 — Supplement File 1
w Peptides detected through mass spectrometry
- Strain: GRO.DD
i Plasmid: [UAG-GFP]
i Spectrum 20
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 20


Raw file Scan Method Score m/z Fi 9_s | t Elle 1
) ) igure 2 — Supplement File
VOT16-1542 1726 FTMS; HCD 14.01 485.24 Peptides detected through mass spectrometry
Strain: GRO.DD
=] Plasmid: [UAG-GFP]
© Spectrum 21
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 21


Raw file Scan Method Score m/z Fi 9_g | File 1
igure 2 — Supplement File
VOT16-1542 1751 FTMS; HCD 4 .67 .
Ow 6-15 > > HC > 360.6 Peptides detected through mass spectrometry

T Strain: GRO.DD

| Plasmid: [UAG-GFP]

Spectrum 22
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 22


Raw file Scan Method Score m/z . .
VOT16-1542 1766 FTMS; HCD 46.41 383.44 F'g“!e 2 - Supplement File 1
Peptides detected through mass spectrometry
1 Strain: GRO.DD
. Plasmid: [UAG-GFP]
2 - Spectrum 23
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 23


Raw file Scan Method Score m/z . .
VOT16-1571 1770 FTMS; HCD 72.36 638.53 Figure 2 - Supplement File 1
oTie- ’ ’ ' Peptides detected through mass spectrometry
1 Strain: GRO.DD
=] Plasmid: [UAG-GFP]
A Spectrum 24
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 24


Raw file Scan Method Score m/z . .
VOT16-1571 1777 FTMS; HCD 97.77 618.3 Flgure 2- suPpIement File 1
h ’ ’ ' Peptides detected through mass spectrometry
Strain: GRO.DD
4 4 -
g | AN Plasmid: [UAG-GFP]
- b2+ Spectrum 25
| 675.8136
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 25
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Raw file Scan Method Score m/z Figure 2 — Supplement File 1
VOT16-1542 1785  FTMS: HCD 159.12 580.2gPeptides detected through mass spectrometry
Strain: GRO.DD
i Plasmid: [UAG-GFP]
Y4
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 26


Raw file Scan Method Score m/z Figure 2 — Supplement File 1
VOT16-1542 1785  FTMS; HCD 159.12 580.28 Peptides detected through mass spectrometry
Strain: GRO.DD
] ya Plasmid: [UAG-GFP]
‘8 | 502.2806 y7 Spectrum 27
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| b112* : 1122.509  1237.536 ‘
i 667.7979 L ! ! yi1 yi2 :
! ! ! Se1a 94sy4iss y1o 1359624 1496.682 |
b | o | T 1222565 | ‘ !
1 ‘ ys [ | | I L I ) I
. ‘ ba ez o745 1 P 1 ‘ ‘
o ! bs sfasis B FrT s : 14 | | |
i ! 380.1928 I bSE\t, 5 i e | ! !
U e e el bl bohad el
. Y1 : I : : 405‘2279 I : :: : :: 791-3‘5‘4‘6‘ : . 7:7 o 7: :y9 : : : :
i ‘75”? ! S H Lo o i e 11085.506 | | | |
» il el o e
T I bZ[ e RURSY B fJ--«-Jrlﬁ«b]gz*';i»q ‘|>‘ ..... p|~77 | : - Y13
I I | I e ] 1A Ll | 928.4285 I !
o 1 A | ..HHl 3"3]339 I II '“I.‘ . HI'.]' i h'.'“ [I I II !J \ 7i|3 182 i ' . o . . s Ik §
200 400 600 800 1000 1200 1400 1600
| yi3 | yiz | yn y1o yo ys y7 Y6 ys ya y3 | yi
- E H H H H H H G D P M|V R -
b2 bs ba bs be b7 | bs?* | bo bio | b112* | bi22*

14

[gol]


Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 27


Raw file Scan Method Score m/z . .
Figure 2 — Supplement File 1
VOT16-1571 1786 FTMS; HCD 99.04 805.01  peptides detected through mass spectrometry
Strain: GRO.DD
s Plasmid: [UAG-GFP] ]8?617576
< 7 Spectrum 28 '
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 28


0008

Raw file Scan Method Score m/z Figure 2_ Supplement File 1
VOT16-1571 1832 FTMS; HCD 31.41 582.97  Peptides detected through mass spectrometry
Strain: GRO.DD
o ] Plasmid: [UAG-GFP]
S Spectrum 29
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 29


Raw file Scan Method Score m/z Figure 2 — Supplement File 1
VOT16-1571 1843 FTMS; HCD 146.78 1138.48 Peptides detected through mass spectrometry

Strain: GRO.DD B
4 Plasmid: [UAG-GFP] L
o Spectrum 30 °'* L
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 30


Raw file Scan Method Score m/z Figure 2 — Supplement File 1
VOT16-1571 1843 FTMS; HCD 146.78  1138.48 Peptides detected through mass spectrometry
Strain: GRO.DD
o Plasmid: [UAG-GFR], ,
e _ Spectruim 31 1679.717
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 31


Raw file Scan Method Score m/z ; .
Figure 2 — Supplement File 1
VOT16-1542 1846 FTMS; HCD 15.94 503.58  peptides detected through mass spectrometry
Strain: GRO.DD
o | Plasmid: [UAG-GFP]
o
A Spectrum 32
o
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 32


Raw file Scan Method Score m/z . .
VOT16-1542 1856 FTMS; HCD 41.08 479.9 Flgure 2 — Supplement File 1
Peptides detected through mass spectrometry
| Strain: GRO.DD
o Y1 Plasmid: [UAG-GFP]
2 - Heoree Spectrum 33
o
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 33


Raw file Scan Method Score m/z Figure 2 — Supplement File 1
VOT16-1571 1857 FTMS; HCD 79.84 513.5  Peptides detected through mass spectrometry
Strain: GRO.DD

o 2 Plasmid: [UAG-GFP]
e 50,2806 Spectrum 34
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 34


Raw file Scan Method Score m/z Figure 5 _ Supplement File 1
VOT16-1571 1888  FTMS; HCD 18.58 494.97  peptides detected through mass spectrometry
Strain: GRO.DD
o ] y4 Plasmid: [UAG-GFP]
S 3022808 Spectrum 35
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 35


[¥o1]

Raw file Scan Method Score m/z Figu'_'e 2 — Supplement File 1
VOT16-1542 1911 FTMS: HCD 91.31 528.24 Pept_ldes detected through mass spectrometry
Strain: GRO.DD
| Plasmid: [UAG-GFP]
trum bio
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 36


Raw file Scan Method Score m/z

Figure 2 — Supplement File 1

VOT16-1571 1955 FTMS; HCD 32.8 633.78 Peptides detected through mass spectrometry
Strain: GRO.DD

T Plasmid: [UAG-GFP]
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 37


Raw file Scan Method Score m/z

Figure 2 — Supplement File 1

VOT16-1571 1968 FTMS; HCD 65.42 806.69  Ppeptides detected through mass spectrometry
Strain: GRO.DD -
o Plasmid: [UAG-GFP] b1e
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 38


Raw file Scan Method Score m/z
VOT16-1571 2125  FTMS; HCD 93.24 481.49 Figure 2 — Supplement File 1
Peptides detected through mass spectrometry
i ya Strain: GRO.DD
8 | 1502.2806 Plasmid: [UAG-GFP]
Spectrum 39
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 39


Raw file Scan Method Score m/z Fi o_g | t File 1
) igure 2 — suppiemen e
VOT16-1542 2156 FTMS; HCD 73.14 605.76 Peptides detected through mass spectrometry

1 Strain: GRO.DD
=] Plasmid: [UAG-GFP]
A Spectrum 40
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 40


Raw file Scan Method Score m/z

Figure 2 — Supplement File 1

VOT16-1542 2210 FTMS; HCD 63.3 612.51 .
Peptides detected through mass spectrometry
i Strain: GRO.DD |
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 41


Raw file Scan Method Score m/z Figure 2 — Supplement File 1
VOT16-1542 2228  FTMS; HCD 95.82 481.74 Peptides detected through mass spectrometry
Strain: GRO.DD
7 Plasmid: [UAG-GFP] L
S 502»,/24806 Spectrum 42
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 42


Raw file Scan Method Score m/z
VOT16-1542 2228 FTMS; HCD 95.82  481.74  Figure 2—Supplement File 1
Peptides detected through mass spectrometry

i ya Strain: GRO.DD

‘8 | 502.2806 Plasmid: [UAG-GFP]
Spectrum 43
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 43


Raw file Scan Method Score m/z

VOT16-1571 3171 FTMS; HCD 12032 674.28 Figure 2—Supplement File 1
Peptides detected through mass spectrometry
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8 | Plasmid: [UAG-GFP]
Spectrum 44
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 44


Raw file Scan Method Score m/z

VOT16-1542 3264 FTMS; HCD 9.57 658.54 Figure 2—Supplement File 1
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 45
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Figure 2 — Supplement File 1
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VOT16-1542 3771 FTMS; HCD 15.27 >19.74  peptides detected through mass spectrometry
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 46


Raw file Scan Method Score m/z . .
VOT16-1542 3956  FTMS; HCD 47.04 673.64 Figure 2 — Supplement File 1
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Figure 2 – Supplement File 1
Peptides detected through mass spectrometry
Strain: GRO.DD
Plasmid: [UAG-GFP]
Spectrum 47


