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Fig.	S1.	Linkage	(r2)	vs.	physical	distance	(bp)	between	markers.	Data	are	taken	from	chromosome	1.	A)	All	P.hallii	individuals.	
B)	P.hallii	var.	hallii	individuals	only	(N=78).	C)	P.hallii	var.	filipes	individuals	only	(N=11).	Note,	distances	on	the	x-axes	are	the	
same	between	plots	but	linkage	on	the	y-axes	differ	between	plots.	
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Fig.	S2.	STRUCTURE	plots.	
PO

I	
PI
S	

PA
J	

N
O
H	

JW
E	

HU
E	

GN
H	

BE
E	

AT
A	

ST
W
	

SP
J	

SM
F	

PF
L	

LM
A	

HA
L	

CB
S	

AR
B	

AB
I	

W
BW

	
M
KF
	

ES
E	

GR
A	

SL
S	

SP
E	

LO
S	

GM
O
	

TN
K	

SV
N
	

SP
R	

SN
O
	

SE
V	

RA
N
	

PR
T	

PI
N
	

PD
S	

PD
L	

PD
K	

PD
F	

PD
B	

PC
R	

N
M
X	

LM
E	

LB
Y	

KN
T	

HW
Y	

GE
O
	

EL
G	

CR
C	

CN
F	

CL
D	

CL
A	

CK
R	

CH
A	

CC
O
	

CC
L	

CC
G	

BU
S	

BM
E	

AR
T	

AR
R	

AL
I	

SM
T6
	

SE
M
	

SA
N
	

KI
C	

JH
C	

HA
M
	

CO
M
	

CN
F	

M
AP

	
DO

F	
AT

O
	

TL
A	

SA
P	

DR
B	

CD
M
	

N
DD

	
M
EZ
	

ZA
F	

ZA
P	

N
DP

	
M
CM

	
LA
R	

GN
F	

FI
L5
	

EP
S	

CA
M
	

AW
R	

AR
A	

ST
W
	

SP
J	

SM
F	

PF
L	

LM
A	

HA
L	

CB
S	

AR
B	

AB
I	

W
BW

	
M
KF
	

ES
E	

GR
A	

SL
S	

SP
E	

LO
S	

GM
O
	

TN
K	

SV
N
	

SP
R	

SN
O
	

SE
V	

RA
N
	

PR
T	

PI
N
	

PD
S	

PD
L	

PD
K	

PD
F	

PD
B	

PC
R	

N
M
X	

LM
E	

LB
Y	

KN
T	

HW
Y	

GE
O
	

EL
G	

CR
C	

CN
F	

CL
D	

CL
A	

CK
R	

CH
A	

CC
O
	

CC
L	

CC
G	

BU
S	

BM
E	

AR
T	

AR
R	

AL
I	

PO
I	

PI
S	

PA
J	

N
O
H	

JW
E	

HU
E	

GN
H	

BE
E	

AT
A	

SM
T6
	

SE
M
	

SA
N
	

KI
C	

JH
C	

HA
M
	

CO
M
	

CN
F	

M
AP

	
DO

F	
AT

O
	

TL
A	

SA
P	

DR
B	

CD
M
	

N
DD

	
M
EZ
	

ZA
F	

ZA
P	

N
DP

	
M
CM

	
LA
R	

GN
F	

FI
L5
	

EP
S	

CA
M
	

AW
R	

AR
A	

ST
W
	

SP
J	

SM
F	

PF
L	

LM
A	

HA
L	

CB
S	

AR
B	

AB
I	

W
BW

	
M
KF
	

ES
E	

GR
A	

SL
S	

SP
E	

LO
S	

GM
O
	

TN
K	

SV
N
	

SP
R	

SN
O
	

SE
V	

RA
N
	

PR
T	

PI
N
	

PD
S	

PD
L	

PD
K	

PD
F	

PD
B	

PC
R	

N
M
X	

LM
E	

LB
Y	

KN
T	

HW
Y	

GE
O
	

EL
G	

CR
C	

CN
F	

CL
D	

CL
A	

CK
R	

CH
A	

CC
O
	

CC
L	

CC
G	

BU
S	

BM
E	

AR
T	

AR
R	

AL
I	

PO
I	

PI
S	

PA
J	

N
O
H	

JW
E	

HU
E	

GN
H	

BE
E	

AT
A	

SM
T6
	

SE
M
	

SA
N
	

KI
C	

JH
C	

HA
M
	

CO
M
	

CN
F	

M
AP

	
DO

F	
AT

O
	

TL
A	

SA
P	

DR
B	

CD
M
	

N
DD

	
M
EZ
	

ZA
F	

ZA
P	

N
DP

	
M
CM

	
LA
R	

GN
F	

FI
L5
	

EP
S	

CA
M
	

AW
R	

AR
A	



Precipita)on	 var	 Comp.1	 Comp.2	 Comp.3	
annual	mean	precip.	 bio12_22	 -0.423	 		 		
precip.	webest	month	 bio13_22	 -0.315	 -0.446	 0.431	
precip.	driest	month	 bio14_22	 -0.39	 0.269	 		
precip.	seasonality	 bio15_22	 0.3	 -0.511	 0.163	
precip.	webest	quarter	 bio16_22	 -0.325	 -0.473	 0.195	
precip.	driest	quarter	 bio17_22	 -0.401	 0.236	 		
precip.	warmest	quarter	 bio18_22	 -0.26	 -0.408	 -0.846	
precip.	precip.	coldest	quarter	 bio19_22	 -0.382	 0.146	 0.161	

Temperature	 var	 Comp.1	 Comp.2	 Comp.3	
temp.	warmest	quarter	 bio10_22	 -0.282	 -0.395	
temp.	coldest	quarter	 bio11_22	 -0.388	 -0.106	
annual	mean	temp.	 bio1_22	 -0.382	 -0.113	
mean	daily	range	 bio2_22	 0.32	 0.105	 -0.575	
isothermality	 bio3_22	 0.484	 -0.539	
seasonality	 bio4_22	 0.276	 -0.406	
max.	temp.	warmest	month	 bio5_22	 -0.152	 -0.45	 -0.436	
min.	temp.	coldest	month	 bio6_22	 -0.392	
annual	range	 bio7_22	 0.345	 -0.256	 -0.215	
temp.	webest	quarter	 bio8_22	 -0.243	 -0.278	 -0.311	
temp.	driest	quarter	 bio9_22	 -0.299	 0.255	 -0.135	

A	

B	

Fig	S3.	Analysis	of	climate	variafon	via	principal	components.	A)	PCA	of	precipitafon	related	Bioclim	variables.	B)	PCA	of	temperature	
related	Bioclim	variables.	Plots	and	tables	show	the	loadings	of	each	variable	onto	the	first	2-3	components.	Loadings	less	than	abs(0.1)	in	
the	tables	are	not	shown.	Points	in	the	plots	represent	component	values	for	P.hallii	sampling	sites.	The	variables	chosen	for	associafon	
analysis	are	in	bold.			



Fig.	S4.	Heatmap	of	19	Bioclim	variables	by	collecfon	site.	
Variables	have	been	converted	to	z-scores.	Variables	used	for	
associafon	analysis	are	marked	with	an	asterisk.	Columns	
represent	collected	individuals,	grouped	by	major	STRUCTURE	
group	membership,	colored	as	in	Fig.	1.		
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Fig.	S5.	P.hallii	range	maps	with	values	for	each	of	5	climate	variables	used	in	associafon	analyses.	Individual	collecfon	sites	are	shown	in	
black.	Grey	plots	above	and	right	of	the	maps	indicate	average	climate	values	by	longitude	and	laftude	across	the	study	area,	respecfvely.		



Fig.	S6.		Manhaban	plots	of	SNP	associafon	with	climate	variables	for	P.hallii	.	Lek:	Q-Q	plots	show	expected	and	observed	p-value	
percenfles.	Right:	Associafon	p-values	for	SNPs	across	the	genome.	Significantly	associated	snps	are	shown	in	red.		
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Fig.	S6.		Manhaban	plots	of	SNP	associafon	with	climate	variables	within	P.hallii	var.	hallii.	Lek:	Q-Q	plots	show	expected	and	observed	p-
value	percenfles.	Right:	Associafon	p-values	for	SNPs	across	the	genome.	Significantly	associated	snps	are	shown	in	red.		
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