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Running title: Ophirina, the sister taxon to jakobids
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Figure S1. Partial map of the mitochondrial genome in which two genes overlapped.

Figure S2. Possible Shine—Dalgarno translation initiation motifs (5-AAG-3").

Supplementary video 1. Two Ophirina amphinema cells of suspension type. Note

characteristic beating motion of posterior flagellum along feeding groove.

Supplementary video 2. Swimming type cell of Ophirina amphinema, showing jittery

movement.



