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Figure S1. Pipeline for data flow, Related to Figure 1.

Browser initial page load

Client sends AJAX requests for list of workspaces and list of datasets Server responds with JSON data

Client sends AJAX requests for first data set & model data in first workspace Server responds with JSON data

Client populates user interface, visualizes received data set, constructs map view and populates model control panel

User change selection of data sets and models from interface

Client sends AJAX requests for data of selected data sets and models Server responds with JSON data

Client visualizes received data sets, constructs map view and populates model control panel

User changes simulation parameters and requests to run simulation

Client sends AJAX requests to run 
simulation with updated parameters

Server runs simulation and responds 
with simulation result in JSON

Client visualizes received simulation results for comparative visualization with data sets

 

 


