Table S7. The detailed eQTL and SMR results of LD SNPs R220.8 with the 16 top SNPs including both APOE and non-APOE loci

#sentinelSNP: top SNPs of each locus from Table 2
#Gene: cis-eQTL genes with the test SNP
#Probe_bp: gene location

#testSNP: the test SNP that is in LD with the sentinel SNP

#R2: LD R-square
#testSNP_bp: the test SNP location

#A1: allelel
#A2: allele2

#Freq: frequency of allelel

#p_GWAS: p-value from the meta-analysis of GWAS
#p_eQTL: the cis-eQTL p-value between the test SNP and the gene in the corresponding tissue
#p_SMR: the SMR p-value between the test SNP and the gene in the corresponding tissue
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Chr Gene

19 CTB-171A8.1
19 PPP1R37

19 GIPR

19 ZNF229

19 ZNF180

19 BCAM

19 CTB-129P6.11
19 CLASRP

19 SYMPK

19 AC084219.3
19 ZNF226

19 ZNF227

19 ZNF285B

19 AC006132.1
19 AC084219.4
19 ZNF225

19 ZNF226

19 ZNF227

19 ZNF235

19 CTC-512J12.7
19 ZNF112

19 TOMM40
19 ZNF296

19 ZNF284

Probe_bp
45178765
45622796
46179242
44937225
44992215
45318499
45455282
45558256
46342608
44601274
44675880
44726560
44974651
46145425
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44626710
44675880
44726560
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R2 testSNP_bp A1l A2 Freq p_GWAS
1.0000 45411941 C T 0.22 9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22 9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22 9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22 9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22 9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22 9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22 9.09E-30
1.0000 45411941 C T 0.22 9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22 9.09E-30
1.0000 45411941 C T 0.22  9.09E-30
1.0000 45411941 C T 0.22  9.09E-30

p_eQTL
1.96E-02
2.14E-02
4.89E-02
3.82E-02
2.55E-02
4.94E-02
3.43E-02
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4.21E-02
2.62E-02
3.49E-03
2.01E-02
3.90E-02
2.02E-02
4.48E-04
1.57E-02
6.97E-04
2.66E-02
3.43E-02
7.76E-03
1.91E-02
2.19E-02
3.88E-02

p_SMR
2.25E-02
2.44E-02
5.27E-02
4.18E-02
2.87E-02
5.32E-02
3.78E-02
1.82E-02
1.59E-02
4.58E-02
2.95E-02
4.82E-03
2.31E-02
4.26E-02
2.32E-02
8.47E-04
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1.22E-03
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rs4326839
rs4326839
rs4326839
rs4326839
rs4526799
rs4526799
rs4526799
rs4526799

0.8610
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
1.0000
1.0000
1.0000
1.0000

57269264 A
57273194 T
57273194 T
57273194 T
57273194 T
57273194 T
57273289 A
57273289 A
57273289 A
57273289 A
57273289 A
57276375 C
57276375 C
57276375 C
57276375 C
57276375 C
57277302 G
57277302 G
57277302 G
57277302 G
57277302 G
57278076 A
57278076 A
57278076 A
57278076 A
57278076 A
57279372 T
57279372 T
57279372 T
57279372 T
57279372 T
57280374 G
57280374 G
57280374 G
57280374 G
57280374 G
57280586 T
57280586 T
57280586 T
57280586 T
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0.36
0.36
0.36
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0.36
0.36
0.36
0.36
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0.36
0.36
0.36
0.36
0.36
0.36
0.36
0.36
0.36
0.34
0.34
0.34
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1.43E-02
3.73E-03
3.73E-03
3.73E-03
3.73E-03
3.73E-03
3.59E-03
3.59E-03
3.59E-03
3.59E-03
3.59E-03
2.92E-03
2.92E-03
2.92E-03
2.92E-03
2.92E-03
3.59E-03
3.59E-03
3.59E-03
3.59E-03
3.59E-03
3.63E-03
3.63E-03
3.63E-03
3.63E-03
3.63E-03
3.63E-03
3.63E-03
3.63E-03
3.63E-03
3.63E-03
3.58E-03
3.58E-03
3.58E-03
3.58E-03
3.58E-03
7.26E-06
7.26E-06
7.26E-06
7.26E-06

2.59E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02
2.13E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02
2.13E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02
2.13E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02
2.13E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02
2.13E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02
2.13E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02
2.13E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02

2.44E-01
1.63E-01
1.66E-01
1.78E-01
1.66E-01
1.55E-01
1.61E-01
1.64E-01
1.76E-01
1.63E-01
1.52E-01
1.58E-01
1.61E-01
1.73E-01
1.60E-01
1.49E-01
1.61E-01
1.64E-01
1.76E-01
1.63E-01
1.52E-01
1.61E-01
1.64E-01
1.77E-01
1.64E-01
1.53E-01
1.61E-01
1.64E-01
1.77E-01
1.64E-01
1.53E-01
1.61E-01
1.64E-01
1.76E-01
1.63E-01
1.52E-01
6.27E-02
6.59E-02
8.00E-02
6.53E-02
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Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum

12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12

RDH16
RPS26
cs

MIP
PTGES3
RDH16
RPS26
cs

MiP
PTGES3
RDH16
RPS26
cs

MiP
PTGES3
RDH16
RPS26
ESYT1
cs

MiP
RDH16
MBD6
KIF5A
B4GALNT1
RPS26
ESYT1
cs

MIP
RDH16
MBD6
KIF5A
B4GALNT1
RPS26
ESYT1
cs

MiP
RDH16
MBD6
KIF5A
B4GALNT1

57349188
56436876
56679829
56853054
57069643
57349188
56436876
56679829
56853054
57069643
57349188
56436876
56679829
56853054
57069643
57349188
56436876
56530147
56679829
56853054
57349188
57919188
57962098
58023536
56436876
56530147
56679829
56853054
57349188
57919188
57962098
58023536
56436876
56530147
56679829
56853054
57349188
57919188
57962098
58023536

rs4526799
rs28876529
rs28876529
rs28876529
rs28876529
rs28876529
rs11172037
rs11172037
rs11172037
rs11172037
rs11172037
rs12321987
rs12321987
rs12321987
rs12321987
rs12321987
rs11172043
rs11172043
rs11172043
rs11172043
rs11172043
rs11172043
rs11172043
rs11172043
rs12426816
rs12426816
rs12426816
rs12426816
rs12426816
rs12426816
rs12426816
rs12426816
rs11172047
rs11172047
rs11172047
rs11172047
rs11172047
rs11172047
rs11172047
rs11172047

1.0000
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9956
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869

57280586 T
57285301 T
57285301 T
57285301 T
57285301 T
57285301 T
57285427 T
57285427 T
57285427 T
57285427 T
57285427 T
57288449 G
57288449 G
57288449 G
57288449 G
57288449 G
57293182 G
57293182 G
57293182 G
57293182 G
57293182 G
57293182 G
57293182 G
57293182 G
57294074 A
57294074 A
57294074 A
57294074 A
57294074 A
57294074 A
57294074 A
57294074 A
57298080 T
57298080 T
57298080 T
57298080 T
57298080 T
57298080 T
57298080 T
57298080 T
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0.34
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0.36
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0.36
0.36
0.36
0.36
0.36
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0.35
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0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35

7.26E-06
2.25E-03
2.25E-03
2.25E-03
2.25E-03
2.25E-03
2.25E-03
2.25E-03
2.25E-03
2.25E-03
2.25E-03
4.47E-03
4.47E-03
4.47E-03
4.47E-03
4.47E-03
4.58E-03
4.58E-03
4.58E-03
4.58E-03
4.58E-03
4.58E-03
4.58E-03
4.58E-03
4.50E-03
4.50E-03
4.50E-03
4.50E-03
4.50E-03
4.50E-03
4.50E-03
4.50E-03
6.51E-03
6.51E-03
6.51E-03
6.51E-03
6.51E-03
6.51E-03
6.51E-03
6.51E-03

2.13E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02
2.13E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02
2.13E-02
2.88E-02
3.16E-02
4.42E-02
3.11E-02
2.13E-02
1.41E-02
1.32E-02
3.73E-02
4.41E-02
1.61E-02
4.99E-02
4.21E-02
4.63E-02
1.41E-02
1.32E-02
3.73E-02
4.41E-02
1.61E-02
4.99E-02
4.21E-02
4.63E-02
1.41E-02
1.32E-02
3.73E-02
4.41E-02
1.61E-02
4.99E-02
4.21E-02
4.63E-02

5.34E-02
1.46E-01
1.49E-01
1.61E-01
1.48E-01
1.37E-01
1.46E-01
1.49E-01
1.61E-01
1.48E-01
1.37E-01
1.82E-01
1.85E-01
1.97E-01
1.84E-01
1.74E-01
1.64E-01
1.62E-01
1.89E-01
1.95E-01
1.66E-01
2.00E-01
1.93E-01
1.97E-01
1.63E-01
1.62E-01
1.89E-01
1.95E-01
1.66E-01
2.00E-01
1.93E-01
1.97E-01
1.78E-01
1.77E-01
2.02E-01
2.08E-01
1.81E-01
2.13E-01
2.07E-01
2.10E-01
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Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum

12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12

RPS26
ESYT1
cs

MIP
RDH16
MBD6
KIF5A
B4GALNT1
RPS26
ESYT1
cs

MiP
RDH16
MBD6
KIF5A
B4GALNT1
CDK2
RPS26
ESYT1
cs
RDH16
MBD6
CDK2
RPS26
ESYT1
cs
RDH16
MBD6
ESYT1
MiP
RDH16
KIF5A
CDK2
RPS26
ESYT1
cs
RDH16
MBD6
ESYT1
MIP

56436876
56530147
56679829
56853054
57349188
57919188
57962098
58023536
56436876
56530147
56679829
56853054
57349188
57919188
57962098
58023536
56363560
56436876
56530147
56679829
57349188
57919188
56363560
56436876
56530147
56679829
57349188
57919188
56530147
56853054
57349188
57962098
56363560
56436876
56530147
56679829
57349188
57919188
56530147
56853054

rs2371631
rs2371631
rs2371631
rs2371631
rs2371631
rs2371631
rs2371631
rs2371631
rs12305763
rs12305763
rs12305763
rs12305763
rs12305763
rs12305763
rs12305763
rs12305763
rs11172049
rs11172049
rs11172049
rs11172049
rs11172049
rs11172049
rs1874888
rs1874888
rs1874888
rs1874888
rs1874888
rs1874888
rs10506349
rs10506349
rs10506349
rs10506349
rs10876951
rs10876951
rs10876951
rs10876951
rs10876951
rs10876951
rs10747774
rs10747774

0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9869
0.9128
0.9128
0.9128
0.9128
0.9128
0.9128
0.9085
0.9085
0.9085
0.9085
0.9085
0.9085
0.9128
0.9128
0.9128
0.9128
0.9085
0.9085
0.9085
0.9085
0.9085
0.9085
0.9128
0.9128

57298614 T
57298614 T
57298614 T
57298614 T
57298614 T
57298614 T
57298614 T
57298614 T
57299263 G
57299263 G
57299263 G
57299263 G
57299263 G
57299263 G
57299263 G
57299263 G
57304203 T
57304203 T
57304203 T
57304203 T
57304203 T
57304203 T
57305138 A
57305138 A
57305138 A
57305138 A
57305138 A
57305138 A
57306412 T
57306412 T
57306412 T
57306412 T
57306430 T
57306430 T
57306430 T
57306430 T
57306430 T
57306430 T
57307079 T
57307079 T
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0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.37
0.37
0.37
0.37
0.35
0.35
0.35
0.35
0.35
0.35
0.36
0.36

6.32E-03
6.32E-03
6.32E-03
6.32E-03
6.32E-03
6.32E-03
6.32E-03
6.32E-03
6.82E-03
6.82E-03
6.82E-03
6.82E-03
6.82E-03
6.82E-03
6.82E-03
6.82E-03
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.10E-02
1.10E-02
1.10E-02
1.10E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.15E-02
1.16E-02
1.16E-02

1.41E-02
1.32E-02
3.73E-02
4.41E-02
1.61E-02
4.99E-02
4.21E-02
4.63E-02
1.41E-02
1.32E-02
3.73E-02
4.41E-02
1.61E-02
4.99E-02
4.21E-02
4.63E-02
2.44E-02
2.25E-02
1.25E-02
4.62E-02
1.36E-02
3.36E-02
2.44E-02
2.25E-02
1.25E-02
4.62E-02
1.36E-02
3.36E-02
3.72E-02
4.85E-02
3.11E-02
4.41E-02
2.44E-02
2.25E-02
1.25E-02
4.62E-02
1.36E-02
3.36E-02
3.72E-02
4.85E-02

1.75E-01
1.73E-01
1.99E-01
2.05E-01
1.77E-01
2.10E-01
2.04E-01
2.07E-01
1.79E-01
1.78E-01
2.04E-01
2.10E-01
1.82E-01
2.14E-01
2.08E-01
2.11E-01
1.92E-01
1.90E-01
1.77E-01
2.12E-01
1.79E-01
2.01E-01
1.92E-01
1.90E-01
1.77E-01
2.12E-01
1.79E-01
2.01E-01
1.95E-01
2.05E-01
1.89E-01
2.01E-01
1.92E-01
1.90E-01
1.77E-01
2.12E-01
1.79E-01
2.01E-01
2.00E-01
2.10E-01
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Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cerebellum
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex
Brain_Cortex

12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12

RDH16

KIF5A

CDK2

RPS26

ESYT1

cs

RDH16

MBD6

ESYT1

MIP

RDH16

KIF5A

CDK2

RPS26

ESYT1

RDH16

KIF5A

MiP

RDH16

KIF5A

RDH16

PMEL
RP11-977G19.11
TMEM194A
PMEL

RPL41
RP11-977G19.11
TMEM194A
PMEL

RPL41
RP11-977G19.11
TMEM194A
PMEL

RPS26

RPL41
RP11-977G19.11
TIMELESS
TMEM194A
WIBG

PMEL

57349188
57962098
56363560
56436876
56530147
56679829
57349188
57919188
56530147
56853054
57349188
57962098
56363560
56436876
56530147
57349188
57962098
56853054
57349188
57962098
57349188
56357495
56701259
57465636
56357495
56511048
56701259
57465636
56357495
56511048
56701259
57465636
56357495
56436876
56511048
56701259
56827045
57465636
56310770
56357495

rs10747774
rs10747774
rs10783812
rs10783812
rs10783812
rs10783812
rs10783812
rs10783812
rs11172056
rs11172056
rs11172056
rs11172056
rs7302420
rs7302420
rs7302420
rs7302420
rs7302420
rs12228618
rs12228618
rs12228618
rs9739473
rs9919772
rs9919772
rs9919772
rs4495925
rs4495925
rs4495925
rs4495925
rs4471472
rs4471472
rs4471472
rs4471472
rs4633499
rs4633499
rs4633499
rs4633499
rs4633499
rs4633499
rs12300079
rs12300079

0.9128
0.9128
0.9085
0.9085
0.9085
0.9085
0.9085
0.9085
0.9089
0.9089
0.9089
0.9089
0.9085
0.9085
0.9085
0.9085
0.9085
0.9128
0.9128
0.9128
0.9012
0.8450
0.8450
0.8450
0.8650
0.8650
0.8650
0.8650
0.8650
0.8650
0.8650
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