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0.2MS, 1% sucrose

Day 7 & day 10

Root Quantification: FIJI (ImageJ)Treatments:
ABA, CK, IAA, C
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P Primary root length -
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R Branching zone -
LRL Average lateral root length -
LR.No Lateral root numbers -
TLRL Total lateral root length LR.L*LR.No
TRL Total root length TLRL+P
LRD_P Root density in P LR.No/P
LRD_R Root density in R LR.No/R
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Supplemental Figure 2 



Mean(P) vs. Treat

ABA C CK IAA

M
ea
n(
P)

5

10

15

20

25

30

35

40

45
Mean(R) vs. Treat

ABA C CK IAA

M
ea
n(
R
)

-5

0

5

10

15

20

25

30
Mean(P2) vs. Treat

ABA C CK IAA

M
ea
n(
P2
)

0

5

10

15

20

25

Mean(LRL) vs. Treat

ABA C CK IAA

M
ea
n(
LR
L)

-0.5

0.0

0.5

1.0

1.5

2.0

2.5

3.0

3.5

4.0
Mean(LR.no) vs. Treat

ABA C CK IAA

M
ea
n(
LR
.n
o)

-5

0

5

10

15

20

25
Mean(TLRL) vs. Treat

ABA C CK IAA

M
ea
n(
TL
R
L)

-5

0

5

10

15

20

25

30

Mean(LRD_P) vs. Treat

ABA C CK IAA

M
ea
n(
LR
D
_P
)

-0.25

0.00

0.25

0.50

0.75

1.00

1.25
Mean(LRD_R) vs. Treat

ABA C CK IAA

M
ea
n(
LR
D
_R
)

-0.5

0.0

0.5

1.0

1.5

2.0

2.5

3.0
Mean(LRR) vs. Treat

ABA C CK IAA

M
ea
n(
LR
R
)

0.0

0.5

1.0

1.5

Mean(TRL) vs. Treat

ABA C CK IAA

M
ea
n(
TR
L)

10

20

30

40

50

60

70

[m
m
]

[m
m
]

[m
m
]

Supplemental Figure 3 



-80	

20	

120	

220	

320	

420	

520	

AT1G04240	AT1G10470	AT1G23080	AT1G70560	AT1G70940	AT1G73590	AT2G01830	AT2G25180	AT2G36270	AT2G40220	AT3G16857	AT3G16857	AT5G57050	

SHY2	 ARR4	 PIN7	 TAA1	 PIN3	 PIN1	 AHK4	 ARR12	 ABI5	 ABI4	 ARR1	 ARR1	 ABI2	

Col-0	

Fei		

Bur-0	

C24-0		

Sha-1	

Bay-0		

Bl-1		

M
ea

n 
ex

pr
es

sio
n 

[ti
m

e 
po

in
t: 

0h
]

Supplemental Figure 4 



352

49

15

10

9

6

Ch.3, 6127399
AT3G17860
AT3G17880
AT3G17890
AT3G17900
AT3G17910
AT3G17920

Ch.3, 18730847
AT3G50450
AT3G50460
AT3G50470
AT3G50480
AT3G50490
Ch.5, 25847727
AT5G64667
AT5G64670
AT5G64680
AT5G64685

Supplemental Figure 5 



Mean number of simulated overlapping genes

D
en

si
ty

B

0 2 4 6 8 10 12

0.
0

0.
1

0.
2

0.
3

0.
4

A

Supplemental Figure 6 



Mean

0.2 0.5 1 0.2 0.5 1 0.2 0.5 1 0.2 0.5 1
Ler-1 Bch-1 Col-0 Fei-0

0

5

10

15

20

25

30

35

40

P 
[m

m
]

Mean

0.2 0.5 1 0.2 0.5 1 0.2 0.5 1 0.2 0.5 1
Ler-1 Bch-1 Col-0 Fei-0

-2.5

0.0

2.5

5.0

7.5

10.0

12.5

TL
RL

 [m
m

]

Mean

0.2 0.5 1 0.2 0.5 1 0.2 0.5 1 0.2 0.5 1
Ler-1 Bch-1 Col-0 Fei-0

0

10

20

30

40

50

TR
L [

m
m

]

B. 

C.

A.

Supplemental Figure 7



Ler-1 Col-0

Fei-0 Bch-1 Ler-1 Col-0

Fei-0 Bch-1

Rep. 1 Rep. 2A. 

1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2 1 2

Bc
h-

1

Le
r-1

Fe
i-0

C
ol

-0

Bc
h-

1

Le
r-1

Fe
i-0

C
ol

-0

Bc
h-

1

Le
r-1

Fe
i-0

C
ol

-0

Bc
h-

1

Le
r-1

Fe
i-0

C
ol

-0

Bc
h-

1

Le
r-1

Fe
i-0

C
ol

-0

Bc
h-

1

Le
r-1

Fe
i-0

C
ol

-0

Bc
h-

1

Le
r-1

Fe
i-0

C
ol

-0

IA
A,

 1
00

 n
M

IA
A,

 5
00

 n
M

C
K,

 5
00

 n
M

C
K,

 1
 μ

M

AB
A,

 2
0 

nM

AB
A,

 1
 μ

M C

P

10

15

20

25

30

35

40

45

50B.

[m
m
]

Supplemental Figure 8



0%	

10%	

20%	

30%	

40%	

50%	

60%	

70%	

80%	

90%	

100%	

16
1_
Ge
rm
	10
	

16
2_
Ge
rm
	16
	

16
3_
Ge
rm
	22
	

16
7_
Ch
lor
os
is	1
0	

17
0_
An
tho
cya
nin
	10
	

17
2_
An
tho
cya
nin
	22
	

17
3_
Le
af	
ser
r	1
0	

17
8_
Le
af	
rol
l	2
2	

17
9_
Ro
seA

e	E
rec
t	2
2	

77
_L
ES
	

78
_Y
EL
	

79
_L
Y	

8_
Se
ed
	Do
rm
an
cy	

9_
Em
co
5	

13
_N
oc
o2
	

18
_P
31
	

80
_L
N1
0	

18
2_
Hy
po
co
tyl
	le
ng
th	

27
2_
Se
ed
lin
g	G
row

th	

6_
FT
16
	

20
_K
39
	

22
_M
n5
5	

81
_L
N1
6	
1_
LD
	

29
_S
e8
2	

61
_L
C	D
ura
Ro
n	G
H	

27
9_
DS
DS
50
	

2_
LD
V	

59
_F
T	G
H	

62
_L
FS
	GH

	

34
_<
i>a
vrR
pt2
</i
>	

47
_0
W	
GH
	FT
	

48
_0
W	
GH
	LN
	

75
_F
W	

43
_F
LC
	

27
8_
Ge
rm
	in
	da
rk	

82
_L
N2
2	

40
_2
W	

39
_0
W	

60
_F
T	D
ura
Ro
n	G
H	

7_
FT
22
	

5_
FT
10
	

23
_F
e5
6	

76
_D
W	

28
_A
s7
5	

27
7_
Se
co
nd
ary
	Do
rm
an
cy	

33
_<
i>a
vrR
pm
1<
/i>
	

41
_4
W	

46
_8
W	
GH
	LN
	

64
_R
P	G
H	

24
_C
o5
9	

42
_8
W	

35
_<
i>a
vrB
</i
>	

16
9_
Ch
lor
os
is	2
2	

19
_S
34
	

10
_E
mw

a1
	

28
0_
Se
ed
	ba
nk
	13
3-9
1	

12
_H
iks
1	

70
_B
s	C
FU
2	

45
_8
W	
GH
	FT
	

17
6_
Le
af	
rol
l	1
0	

17
4_
Le
af	
ser
r	1
6	

17
5_
Le
af	
ser
r	2
2	

11
_E
mo
y*
	

67
_A
s	

27
4_
A_
er	
Ve
rn	
Gr
ow
th	
3_
SD
	

32
_<
i>a
vrP
ph
B<
/i>
	

4_
SD
V	

25
_N
i60
	

16
8_
Ch
lor
os
is	1
6	

58
_F
T	D
iam

ete
r	F
iel
d	

27
3_
Ve
rn	
Gr
ow
th	

18
3_
Tri
ch
om
e	a
vg
	C	

18
5_
Ap
hid
	nu
mb
er	

44
_F
RI	

17
1_
An
tho
cya
nin
	16
	

57
_F
T	F
iel
d	

16
_N
a2
3	

31
_C
d1
14
	

27
_Z
n6
6	

66
_A
t1	
CF
U2
	

26
_C
u6
5	

63
_M
T	G
H	

65
_A
t1	

71
_A
t2	

18
4_
Tri
ch
om
e	a
vg
	JA
	

15
8_
Sil
iqu
e	1
6	

16
6_
Wi
dth
	22
	

15
9_
Sil
iqu
e	2
2	

28
1_
Sto
rag
e	7
	da
ys	

16
5_
Wi
dth
	16
	

30
_M
o9
8	

16
4_
Wi
dth
	10
	

17
7_
Le
af	
rol
l	1
6	

28
3_
Sto
rag
e	5
6	d
ay
s	

18
6_
Ba
cte
ria
l	R
ter
	

28
2_
Sto
rag
e	2
8	d
ay
s	

21
_C
a4
3	

73
_A
s2
	

74
_A
s2
	CF
U2
	

17
_M
g2
5	

72
_A
t2	
CF
U2
	

68
_A
s	C
FU
2	

14
_L
i7	

15
_B
11
	

69
_B
s	

Pe
rc
en

&l
e	
of
	C
ol
-0
	in
	th

e	
tr
ai
t	d

is
tr
ib
u&

on
	

Trait	

Supplemental Figure 9 



Supplemental Figure 10 

gwas mutant gwas mutant
C CK

P2

8

10

12

14

16

18

20

22

24
P2

gwas mutant gwas mutant
C CK

P2
/P

0.30

0.35

0.40

0.45

0.50

P2/P

gwas mutant gwas mutant
C CK

P

30

35

40

45

50
P

***



Supplemental Figure 11 

0.
0

0.
1

0.
2

0.
3

0.
4

0.
5

ABA bona fide genes all genes GWAS hits

S
N

P
s/

ex
on

 b
p

P< 10-15 n.s.


