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Table 1 List of partial VGLL4 MS candidates  

 

Table 2 List of all used shRNA sequences  

 

Table 3 List of the primers used for ChIP-PCR 

 



Supplemental Figures  

 

Supplemental Figure 1. Default repression of adipogenesis by TEADs in 3T3-L1 cells. 

(A and B) Oil Red O staining of lentiviral-mediated knock-down of TEAD1, 2, 3, 4 3T3-

L1 stable cells after adipogenic cocktails induced for 7 days (A), and quantified by 

measurement of the absorbance at 510 nm (B). Data were shown as mean ± SD (n=3). 

*, p<0.05 by Student’s t test. 

(C) qRT-PCR analysis of adipocytes markers expression in TEADs knock-down 3T3-L1 

cells after adipogenic cocktails induced for 7 days. 

(D and E) Overexpression or knock-down of TEAD4 effect on C/EBPα-Luc (C), and 

CIDEA-luc (D) activity in 293T cells. Data were shown as mean ± SD (n=3). **, p＜0.01 

by Student’s t test. *, p＜0.05 by Student’s t test. 

 



  

Supplemental Figure 2. TEAD4 modulates adipogenesis-related pathways. 

(A) Immunoblot analysis of TEAD4, VGLL4 and YAP in lentiviral-mediated expression of 

shluc/shTEAD4/shVGLL4/shYAP 3T3-L1 stable cell lines after adipogenic cocktails 

induced for 7 days. GAPDH was used as an internal control. Positions of protein 

molecular mass marker are indicated on the right. 

 



 
 

Supplemental Figure 3. CtBP2 binds to both TEAD4 and VGLL4. 

(A) Co-IP assay detected no interaction between YAP and CtBP2. The indicated 

plasmids were transfected into 293T cells and analyzed by Co-IP. 

(B) GST pull-down assay to detect the interaction between TEAD4 and CtBP2, using 

YAP as a positive control. 

(C and D) Co-IP assay to map the interaction between CtBP2 and VGLL4 (C), and TEAD4 

(D), respectively. The plasmids of CtBP2 full-length (FL), CtBP2 N-terminal, CtBP2 C-

terminal, VGLL4 and TEAD4 were transfected into 293T cells and analyzed by Co-IP. The 

arrowhead indicates the IgG heavy chain and the asterisk denotes the nonspecific 

band. 



 

Supplemental Figure 4. VGLL4 mediates the interaction between TEAD4 and CtBP2. 

(A) Co-IP assay to detect exogenous VGLL4 effect on the interaction between TEAD4 

full-length, TEAD4 N-terminal or TEAD4 C-terminal and CtBP2. The indicated plasmids 

were transfected into 293T cells and analyzed by Co-IP. The arrowhead indicates the 

IgG heavy chain. 

(B) Sequence alignment of TEADs YAP interactions. 

(C) Co-IP assay to detect TEAD4Y429 site function on its interaction with YAP or VGLL4, 

respectively. The indicated plasmids were transfected into 293T cells and analyzed by 

Co-IP. The arrowheads indicates the IgG heavy chains. 

(D) Co-IP assay to detect TEAD4Y429 site function on its interaction with TAZ. The 

indicated plasmids were transfected into 293T cells and analyzed by Co-IP.   



 
 

Supplemental Figure 5. TEAD4 directly regulates adipogenesis and targets PPARγ, 

PLIN1, KLF8 and Adipoq. 

(A and B) Oil Red O staining of lentiviral-mediated overexpression of pLEX, TEAD4, 

VGLL4 and CtBP2 3T3-L1 stable cell lines after adipogenic cocktails induced for 7 days 



(A) and quantified by measurement of the absorbance at 510 nm (B). 

(C) Immunoblot analysis of TEAD4, VGLL4, CtBP2, PPARγ, C/EBPα and FABP4 

expression in the above cell samples. GAPDH was used as an internal control. Positions 

of protein molecular mass marker are indicated on the right. 

(D) Co-IP assay to verify TEAD4 antibody immunoprecipitation efficiency in 3T3-L1 cells. 

TEAD4 or IgG antibodies were incubated with cell lysates stable-expressing TEAD4 and 

analyzed by Co-IP. The arrowheads indicate the IgG heavy chains. 

(E) Positive binding peaks of TEAD4 in PPARγ, PLIN1, KLF8 and Adipoq promoter 

regions. 

 

  



 

Supplemental Figure 6. Ectopic expression of CtBP2 in the depletion of TEAD4 

inhibits adipogenesis. 

(A and B) Oil Red O staining of lentiviral-mediated overexpression of CtBP2 in TEAD4-

depletion 3T3-L1 stable cell lines after adipogenic cocktails induced for 7 days (A) and 

quantified by measurement of the absorbance at 510 nm (B). **, p＜0.01 by Student’s 

t test.  

(C) Immunoblot analysis of TEAD4, VGLL4, CtBP2, PPARγ, C/EBPα and FABP4 

expression in the above cell samples. GAPDH was used as an internal control. Positions 

of protein molecular mass marker are indicated on the right. 

 


