The assembly order of flagellar rod subunits in Bacillus subtilis
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Table S1. Plasmids

Plasmid Genotype

pAH25 amyE::spec erm amp )
pAMBI1 amyE::Pfiarche cat amp

pAMB3 amyE::Prarcne-flgC cat amp

pAMB4 amyE: :Pracne-fliE cat amp

pDG364 amyE::cat amp ?2)
pEV1 amyE: :Parcne-flgB spec amp

pEV2 SUMO-flgB amp

pEV3 SUMO-flgC amp

pEV4 SUMO-fIhO amp

pEV5 SUMO-fIhP amp

pKRHI12 SUMO-fliE amp

pTB146 6His-SUMO amp 3)




Tabls S2. Primers

4800

Primer | Sequence

3041 AGGAGGGATCCCGTTTACAAGATCAATTCAATGACG

3042 CTGCTGAATTCAGCTCTTGTCGTATCCATATTTGCT

3150 AGGAGGCTCTTCAGGTAGCTTATTTTCTGGAACGATAC

3151 CTCCTCTCGAGTCACCTGCTTAGCTCTTGTC

3152 AGGAGGCTCTTCAGGTACAGCTTTTCATAGCTTAAATGTTTC
3153 CTCCTCTCGAGCTCATTTAACGAACTAATAGAG

3154 AGGAGGCTCTTCAGGTTTAAAAGGATTATATACAGCAACA
3155 CTCCTCTCGAGGAATTGCTGTCTGACAAGCTC

3156 AGGAGGTCGACTCAGGTCAATGCTAACGGC

3157 CTCCTGGATCCCTGCTCGAATATGTGCTTGAA

4198 AGGAGGCTCTTCCGGTATGAATGTGATTAATGCAATTTCT
4199 AGGAGCTCGAGCCCCGGTCATTCCACTCTT

4773 CCTCCTGGGATCCGGCTATTGTTTACTTGATTTGTTGC

4775 CCTCCTGGATCCCCACTCTTTCTCTAAATCGTCAGAC

4797 AGGAGGCAATTGAGGTACTTATATCAAGGTACTAA

4798 CCTCCTGGATCCTAGGCTAGCATCGAATTCTCACCCTCAATATCCTTGTCGAG
4799 AGGAGGGAATTCGAACGGTAAATTTAATTCGCTGAA

AGGAGGGAATTCGGGAATGCTGATGAAGGCGTTAG
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Figure S1: Genetic alignment of B. subtilis rod proteins. Sequences of B. subtilis FlgB, FigC, F1hO,
FIhP, FIgE, and FliE (Bsu) were aligned with homologous rod and hook proteins from Salmonella
enterica serovar Typhimurium (Sen) and Borrelia burgdorferi (Bbu).



Figure S2
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Figure S2: The fliE mutant reduces flagellar type III secretion. Western blot analyses of the
hook protein FIgE in TCA precipitated supernatants. Precipitated pellets were resuspended to 100
OD units based on the OD,, of the culture at time of supernatant isolation. Samples were loaded
with equal volumes (top panel) or standardized to a total protein concentration of 35 mg/ml and
equally loaded (bottom panel). Samples were generated as described in Materials and Methods
using the following strains: DK4537 (A7), DK4540 (A7 AflgB), DK4541 (A7 AflgC), DK4542 (A7
AflhO), DK4543 (A7 AfIhP), DK4544 (A7 AflgE), DK4538 (A7 AfliF), and DK4539 (A7 AfliE).
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