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Figure S1. Phylogenetic relationships between six fungal species (Cordyceps and related species, and a closely related medicinal 

fungus) based on their nrDNA-ITS sequences. Numbers at the nodes are the bootstrap values from 1000 replicates. The nrDNA-

ITS sequence of Nectria cinnabarina (AB237663) was used as an outgroup. 
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Figure S2. Comparison of nrDNA-ITS sequences and positions of species-specific primers for the development of SCAR markers. Sequences were 

aligned using the ClustalW alignment tool of the BioEdit program (version 7.2.6). The arrow boxes indicate primer sequences and their polarities. The 

primer names are given in the boxes. Dots (.) and dashes (-) indicate identical nucleotides and gaps, respectively, when compared with C. militaris 

KACC 43316, to maximize sequence alignment presentation. 
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Figure S3. Establishment of the real-time PCR assay for distinguishing Cordyceps and the related species, and the results from real-time PCR assays 

of commercial products. (A) C. militaris, (B) C. pruinosa, (C) I. cicadae, (D) I. tenuipes, and (E) O. sinensis. Right panels: Real-time PCR data for 

five serial dilutions of the control genomic DNA template (15 ng, 1.5 ng, 150 pg, 15 pg, and 1.5 pg) and commercial products. Left panels: 

Quantification data for five serial dilutions of the control genomic DNA and commercial product templates. 
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Figure S4. Confirmation of primer specificity by the alignment of specie-specific SCAR primer regions used for both conventional and real-time PCR 

assay. (A) Primer CM F3, (B) Primer CM R3, (C) Primer CP F1, (D) Primer CP R1, (E) Primer IC F3, (F) Primer IC R3, (G) Primer IT F4, (H) Primer 

IT R3, (I) Primer OS F1, and (J) Primer OS R2. The boxes indicate primer sequences. Dots (.) and dashes (-) indicate identical nucleotides and gaps, 

respectively, when compared with corresponding primer region, to maximize sequence alignment presentation. 


