
Description of Additional Supplementary Files

File Name: Supplementary Data 1
Description: Proteins with significantly altered phosphorylation between NIH3T3 cells 
incubated with Kit–Fc (N=3) and IgG-Fc (N=3) identified by mass spectrometry. 427 out of 
2887 proteins with phosphorylation sites showed significant change. For each protein the 
UNIPROT accession number, protein description and systematic gene name, fold change 
in phospho-peptide abundance, and P-value (t-test) is shown. 

File Name: Supplementary Data 2
Description: Ingenuity pathway analysis (IPA) of proteins with significantly altered 
phosphorylation from Supplementary Table 1.  Pathways significantly enriched (P<0.05) 
are shown, as is the P-value for enrichment (as –log10(P)), and the molecules 
associated with the pathway. For IPA analysis the default settings were used. 




