Supplementary Table 1

Gene p value! Fold Change? GO term
Bad 1,9E-02 -1,1 Regulation of B Cell differentiation
CD24a 5,0E-03 1,2 Regulation of B Cell differentiation
Cyld 1,2E-02 1,1 Regulation of B Cell differentiation
Flt3 4,6E-03 -1,2 Regulation of B Cell differentiation
Tkzf3 2,0E-02 1,1 Regulation of B Cell differentiation
12rg 1,0E-02 -1,1 Regulation of B Cell differentiation
Nckapll 4,5E-04 1,1 Regulation of B Cell differentiation
Ptprc 1,4E-02 1,1 Regulation of B Cell differentiation
Zfp3612 2,4E-02 -1,4 Regulation of B Cell differentiation
Thkzf1 6,9E-03 1,1 Cell cycle
B Cell differentiation
Ptpn6 1,7E-02 1,1 Cell cycle
B Cell differentiation
Actr2 3,8E-02 1,1 Cell cycle
Ahctfl 3,0E-02 1,1 Cell cycle
Anapcll 6,5E-02 -1,1 Cell cycle
Apex2 4,2E-02 1,1 Cell cycle
Appll 6,2E-02 1,0 Cell cycle
Arl8a 6,2E-02 -1,1 Cell cycle
Aurka 1,5E-02 -1,1 Cell cycle
Aurkb 3,7E-02 -1,1 Cell cycle
Azi2 7,9E-03 -1,1 Cell cycle
Becnl 6,4E-02 1,1 Cell cycle
Blcap 3,0E-02 1,1 Cell cycle
Breal 7,1E-02 -1,1 Cell cycle
Cablesl 3,5E-02 -1,1 Cell cycle
Ccnb2 5,1E-02 -1,2 Cell cycle
Ccne2 2,5E-02 -1,1 Cell cycle
Cenf 1,8E-02 -1,1 Cell cycle
Cenk 2,1E-02 -1,2 Cell cycle
Cdcl4a 3,0E-02 1,1 Cell cycle
Cdc25b 1,9E-02 -1,3 Cell cycle
Cdc73 2,0E-02 1,1 Cell cycle
Cdca8 4,0E-02 -1,1 Cell cycle
Cdko6 2,2E-03 1,4 Cell cycle
Cdknla 4,3E-02 -1,1 Cell cycle
Cdkn2b 8,0E-03 -1,2 Cell cycle
Cdtl 4,9E-02 -1,2 Cell cycle
Cenpe 5,4E-02 -1,2 Cell cycle
Chekl 9,5E-03 -1,1 Cell cycle
Chif8 4,5E-02 -1,1 Cell cycle
Cibl 4,3E-02 -1,1 Cell cycle

Cltc 7,3E-03 1,1 Cell cycle
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GO = Gene ontology

Ip value from a comparative marker selection

2Fold change based on non-transformed values



