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Fig. S1 ARID5B expression in the reported ALL microarray cohort studies. Leukemia types are
as indicated as well as normal (N) B cells. Data generated from human oncogenomics server
(https://hgserverl.amc.nl/cgi-bin/r2/main.cqi) with GEO database (GSE7440, GSE11877,
GSE10609, GSE26713 and GSE28491). The default one way Analysis of Variance (ANOVA) in
the server was used for statistical analysis.
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Fig. S2 Correlation of ARID5B expression with PHF2 in the cohort of (A) B-ALL and (B) T-ALL
patients. Data generated from human oncogenomics server (https://hgserverl.amc.nl/cqi-
bin/r2/main.cqi) with GEO database (GSE11877 and GSE26713). The default Pearson correlation in the
server was used to calculate the statistics.
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Fig. S3 Association of ARID5B low expression with (A)
overall survival and (B) relapse free survival in B-ALL
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Fig. S4 Association of ARID5B'*YPHF2'°% expression with (A)
overall survival and (B) relapse free survival in B-ALL
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Fig S5 Ikaros binds to the promoter of ARID5B in primary B-ALL from different
patients identified by ChIP-seq.



Tumor ALL (Bg - leﬂ)hy - 207
MASS0 - u1
WIF1205035_s_af) vs ARDSS (212614_a)
vansiorm_2iog R=0.252 6 4% Explained p*2 3¢-04
2 12
.
1 L L (]
"
b . -
10 . L . . — . : . . . o v, 10
] O .
. ' . . . . . eanperatts .
& PR
] . Al ,' o 'n % . ._ . wiv..g = B “a PR SR S 2N LRSI s = 0§
N . . . . . R R . . . .. b4
X " e » % "= LR aatssssesssssnnssrnssseset o g . e . we 7] 8
f . . e v e i . .. By W oy W " o . . i 124 s %
s o
R o A i T T B T . B 5
NTEY Seaneer® . b R . . . . o . . 13
.0’;. . . E i .
6 e . . 2 _ . 8
.
5 s
s .
]

ber-atd 6 22)
compeail_ateer
odeptn N1 W
gender
L
Wlamiy12 )
winculy |
Base_tyge
B Tumor ALL (T) - Meijerink - 124
MASS5.0 - u133p2
IKZF1 (205039_s_at) vs ARIDSB (1558001_s_at)
transform_2log R=0.2255.1% Explained p=0.01
100 v 7
95 @ .16
i - ..l
L] L] see®
Sor " o
"= B "y e " .o.‘°:.. e 45
Ll ] el = L™ POl
B AT = a w¥ L eee ¥ e LA | N
& est -. Ll .'....ooool“ - o
Ll’tl ” " u .nn“". «
Y ...,.oooololooo“: - L] L] 5 414 o
s - 2 " ."'o"" . a " a L =
“ 80F eeeser 5
o eoe -
o " o..'nno“"... - . ® - . .. e . 13 5
2 75 ooo“.” - " - - . 8
i " .
o~ e o . " a o
[ . ] 5 Bl 12
70F » ™ ™ [ 1] L -
° .
ashes » = . - . 3 . i
o
o .
60% 40

Samples ordered by IKZF1

cell_type RERRERRRRRR RN NRR RN RR RN RN RRRRRRRRRRRRREY lll:“l:llllllllllllllllllllllllll RRRRGRRRRRRRRRRRRRRRENEND
cytogonetics | BECCCHE NEENEEE CERECR CRERC 0 DEEERERAD mEmNCR L B NN ey R e on

Fig. S6 Correlation of ARID5B expression with lkaros in the cohort of (A) B-ALL and (B) T-ALL
patients. Data generated from human oncogenomics server with GEO database (GSE11877 and
GSE26713). Pearson correlation is used to calculate the statistics.
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