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Supplemental Table 1. Saccharomyces cerevisiae strains used in this study.

Name Parental | Nuclear genotype Mitochondrial References
strain genotype

W303 Mat a ura3-1 trp1A 2 leu2-3,112 his3-11,15 ade2-1 wt; intron containing
canl-100

MOYO081 mbalA W303 Mat a ura3-1 trplA 2 leu2-3,112 his3-11,15 ade2-1 wt; intron containing | Ott et al.
canl-100 mbal::HIS3 2006

MOYS849 mrx15A W303 Mat a ura3-1 trplA 2 leu2-3,112 his3-11,15 ade2-1 wt; intron containing | This study
canl-100 mrx15::kanMX4

MOY791 mrx15AmbaiA W303 Mat a ura3-1 trp1A 2 leu2-3,112 his3-11,15 ade2-1 wt; intron containing | This study
can1-100 mbal::HIS3 mrx15::kanMX4

MOY1556 mdm38A W303 Mat a ura3-1 trp1A 2 leu2-3,112 his3-11,15 ade2-1 wt; intron containing | This study
canl-100 mdm38::URA3

MOY1557 mdm38Amrx15A | W303 Mat a ura3-1 trp1A 2 leu2-3,112 his3-11,15 ade2-1 wt; intron containing | This study
canl-100 mdm38::URA3 mrx15::kanMX4

MOY1306 nuclA Mrx15- W303 Mat a ura3-1 trp1A 2 leu2-3,112 his3-11,15 ade2-1 wt; intron containing | This study

PA/His canl-100 MRX15PAHis::HIS3 nucl::URA3

MOY 1497 Mrx15Y°AC W303 Mat a ura3-1 trp1A 2 leu2-3,112 his3-11,15 ade2-1 wt; intron containing | This study
canl-100 mrx15-C130-PA::HIS3

MOY 1498 Mrx15Y°AC W303 Mat a ura3-1 trp1A 2 leu2-3,112 his3-11,15 ade2-1 wt; intron containing | This study

mbaiA can1-100 mrx15-C130-PA::HIS3 mbal:URA3

MOY014 Oxal'**'AC CWo04 Mat o ura3-1 trp1-1 leu2-3, 12 his3-11,15 ade2-1 canl- | wt; intron containing | Szyrach et
100 oxal-K332* al. 2003

MOY1359 Oxal**'AC CWO04 | Mataura3-1trpl-1 leu2-3, 12 his3-11,15 ade2-1 canl- | wt; intron containing | This study

mrx15A 100 oxal-K332* mrx15::kanMX4

MOY1299 nuclA Mrx15-Flag | W303 Mat a ura3-1 trp1A 2 leu2-3,112 his3-11,15 ade2-1 wt; intron containing | This study

canl-100 MRX15FLAG::HIS3 nucl::URA3
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Supplemental Figure 1: Multiple sequence alignment of Mrx15 homologs found by BLAST search. Representative candidates were aligned by the MAFFT algorithm and are displayed according to the Clustal color convention.



