Figure S1

A

Human B-Globin gene

ZFN, TALEN, CRISPR/Cas9,
CRISPR/Cas9 ssODNs

\'Z v
D ‘mmmfimm{  Exon1 [meiil  EXon2 [ee— Exon 3 3

Promoter IVS1-110
1,5|30 l.SI-‘»O 1.5150 l,SlGO l.SI'/‘O l,SISO
AAGCTCCAACTCCTAACGCCACGC TGCCAGAASAGCC}\AGGACAGSTACG GCTGTCATCACTTAGA
o —

S N
ZFN Left arm binding site ' ZFN Right arm Binding site
ZFN SPACER



Figure S2
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Figure S5
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Figure S6
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