BP_FAT GO Term Genes (n) P-value Benjamini

1,50E-03 1,30E-01

cell surface receptor linked signal transduction 35

regulation of cell proliferation 25 4,50E-06 3,40E-03
cell adhesion 17 4,20E-03 2,50E-01
biological adhesion 17 4,20E-03 2,40E-01
positive regulation of cell proliferation 15 1,80E-04 3,90E-02
behavior 14 1,90E-03 1,50E-01
response to organic substance 13 9,70E-02 8,30E-01
blood vessel development 12 7,90E-05 3,00E-02
vasculature development 12 9,80E-05 3,00E-02
positive regulation of signal transduction 12 4,00E-04 6,60E-02
positive regulation of cell communication 12 9,80E-04 1,10€-01
negative regulation of cell proliferation 12 2,10E-03 1,50E-01
regulation of phosphorylation 12 1,30E-02 4,70E-01
cell motion 12 1,50E-02 5,00E-01
regulation of phosphate metabolic process 12 1,80E-02 5,10E-01
regulation of phosphorus metabolic process 12 1,80E-02 5,10E-01
vesicle-mediated transport 12 5,10E-02 7,20E-01
regulation of cell adhesion 11 2,50E-06 3,90E-03
blood vessel morphogenesis 1 1,10E-04 2,70E-02
cell morphogenesis 10 1,60E-02 5,00E-01
cellular component morphogenesis 10 3,00E-02 6,10E-01
neuron differentiation 10 5,10E-02 7,20E-01
locomotory behavior 9 1,10E-02 4,20E-01
skeletal system development 9 2,40E-02 5,70E-01
chordate embryonic development 9 2,90E-02 6,20E-01
embryonic development ending in birth or egg hatching 9 3,00E-02 6,10E-01
cell projection organization 9 4,90E-02 7,20E-01
Whnt receptor signaling pathway 8 6,40E-04 8,60E-02
angiogenesis 8 1,20E-03 1,20E-01
taxis 8 1,90E-03 1,60E-01
chemotaxis 8 1,90E-03 1,60E-01
regulation of cell migration 8 2,60E-03 1,70€-01
regulation of locomotion 8 5,20E-03 2,70E-01
regulation of cell motion 8 5,30E-03 2,70E-01
cell migration 8 3,20E-02 6,10E-01
cell motility 8 5,20E-02 7,20E-01
localization of cell 8 5,20E-02 7,20E-01
negative regulation of molecular function 8 7,40E-02 8,00E-01
enzyme linked receptor protein signaling pathway 8 8,20E-02 8,20E-01

Sup. Table 1



