Association between one-carbon metabolism indices and DNA methylation status in
maternal and cord blood
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Supplemental Table 1: Metabolite concentrations at each sampling point.

Baseline 40 weeks Cord blood
Metabolite Range Mean + SD N Range Mean + SD N Range Mean = SD N
5meTHF 7.29-47.21 25.06+£12.83 24 10.91-49.59 30.86 +10.57 24 16.83-69.48 39.144£11.98 24
Betaine 12.06-33.26 20.99+5.80 24 6.34-16.24 11.18 +2.53 22 15.26-37.06 22.7145.35 22
Choline 3.85-9.46 6.31+1.54 24 6.34-11.79 8.44 £1.35 22 17.49-69.83 32.58+14.10 22
DMG .95-5.17 2.05+1.16 24 .88-2.39 1.57 .40 22 1.49-20.50 3.11+4.13 22
Homocysteine 3.19-9.50 5.55+1.72 24 3.10-8.82 491+1.74 22 2.65-6.55 4.30+1.22 22
Methionine 16.30-40.21 22.5816.39 24 15.80-37.52 24.47 +£5.66 22 31.03-55.76 41.066.16 22
RBCFolate 210.3-1860.0 1146+480.07 24 1336-5095 2216 +877.56 23 755-2765 1852+609.45 23
SAH 2.85-9.79 5.98+2.06 24 1.48-14.37 8.58 £3.26 24 11.25-53.32 24.55£10.93 22
SAM 32.100-147.50 66.26+28.73 24 38.62-152.30 82.76 £28.56 24 106.2-286.8 187.3+51.60 22
SAM/SAH 5.984-47.21 25.0613.65 24 3.10-27.86 11.06 £5.40 24 3.69-17.08 8.77+3.64 22
SerumFolate 15.70-122.50 59.47+32.25 24 24.20-110.40 71.10 £23.60 24 36-139.30 86.54+26.33 23
TMOA .53-94.84 5.61+£19.45 24 .51-33.66 3.04 £6.88 22 .64-31.10 3.1346.65 22
Vitamin B12 156.3-792.9 435.3+144.34 24 119.5-594.6 313.8 £132.97 24 154.6-1682 689.2+320.96 23




Supplemental Table 2: Correlated CpG sites between maternal methylation at delivery and
cord blood methylation.

CpG Site Gene Chromosome | Tvalue | R2 P-val FDR

cg16970850 PINX1 8 1341 0.93 9.35E-10 4.24E-04
cg13453244 8 10.75 0.90 | 1.92E-08 2.90E-03
cg20425384 12 10.87 0.91 1.65E-08 2.90E-03
cg19252607 BRD1 22 10.40 0.93 | 2.98E-08 3.38E-03
cg02909570 16 10.16 0.89 4.04E-08 3.56E-03
€g19322825 7 10.04 0.88 4.71E-08 3.56E-03
cgl10410513 ARHGEF10 8 9.64 0.88 8.08E-08 5.24E-03
cg09333221 7 9.44 0.89 1.06E-07 6.04E-03
cg01733928 14 9.29 0.88 1.30€E-07 6.04E-03
€g22561794 BTNL8 5 9.28 0.88 1.33E-07 6.04E-03
cgl14240634 FBRSL1 12 9.17 0.89 1.53E-07 6.33E-03
€g24014990 VASH1 14 9.02 0.88 1.90€E-07 6.81E-03
cg27454698 12 9.00 0.89 | 1.95E-07 6.81E-03
cg02074316 15 8.64 0.85 3.28E-07 9.91E-03
cg05638648 COL18A1 21 9.50 0.90 | 3.26E-07 9.91E-03
cg02715072 TNXB 6 8.52 0.86 3.94E-07 1.12E-02
cg16283179 C19orf29 19 8.06 0.84 | 7.88E-07 2.09E-02
cgl7766828 C10orf122 10 -8.03 0.85 8.28E-07 2.09E-02
cg01012936 NUAK2 1 7.89 0.86 | 1.03E-06 2.33E-02
cg19953917 SCHIP1 3 7.92 0.84 9.77E-07 2.33E-02
cg02143936 MICAL2 11 7.62 0.85 1.56E-06 3.09E-02
cgl13796831 BAT2L2 1 -7.64 0.81 1.52E-06 3.09E-02
cgl19415746 NRAP 10 7.67 0.81 1.45E-06 3.09E-02
cg20896439 GALNTL1 14 7.51 0.85 1.85E-06 3.50E-02
cg05368730 12 7.45 0.84 2.03E-06 3.55E-02
ch.22.439136F | C220rf30 22 7.47 0.84 | 1.98E-06 3.55E-02
cg00956252 CLECI6A 16 7.34 0.89 2.44E-06 4.09E-02
cg01248855 Cl7o0rf42 17 7.24 0.81 2.90E-06 4.69E-02




