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Supplemental Table 2: Correlated CpG sites between maternal methylation at delivery and 
cord blood methylation. 
 
CpG	Site	 Gene	 Chromosome	 T	value	 R2	 P-val	 FDR	
cg16970850	 PINX1	 8	 13.41	 0.93	 9.35E-10	 4.24E-04	
cg13453244	 		 8	 10.75	 0.90	 1.92E-08	 2.90E-03	
cg20425384	 		 12	 10.87	 0.91	 1.65E-08	 2.90E-03	
cg19252607	 BRD1	 22	 10.40	 0.93	 2.98E-08	 3.38E-03	
cg02909570	 		 16	 10.16	 0.89	 4.04E-08	 3.56E-03	
cg19322825	 		 7	 10.04	 0.88	 4.71E-08	 3.56E-03	
cg10410513	 ARHGEF10	 8	 9.64	 0.88	 8.08E-08	 5.24E-03	
cg09333221	 		 7	 9.44	 0.89	 1.06E-07	 6.04E-03	
cg01733928	 		 14	 9.29	 0.88	 1.30E-07	 6.04E-03	
cg22561794	 BTNL8	 5	 9.28	 0.88	 1.33E-07	 6.04E-03	
cg14240634	 FBRSL1	 12	 9.17	 0.89	 1.53E-07	 6.33E-03	
cg24014990	 VASH1	 14	 9.02	 0.88	 1.90E-07	 6.81E-03	
cg27454698	 		 12	 9.00	 0.89	 1.95E-07	 6.81E-03	
cg02074316	 		 15	 8.64	 0.85	 3.28E-07	 9.91E-03	
cg05638648	 COL18A1	 21	 9.50	 0.90	 3.26E-07	 9.91E-03	
cg02715072	 TNXB	 6	 8.52	 0.86	 3.94E-07	 1.12E-02	
cg16283179	 C19orf29	 19	 8.06	 0.84	 7.88E-07	 2.09E-02	
cg17766828	 C10orf122	 10	 -8.03	 0.85	 8.28E-07	 2.09E-02	
cg01012936	 NUAK2	 1	 7.89	 0.86	 1.03E-06	 2.33E-02	
cg19953917	 SCHIP1	 3	 7.92	 0.84	 9.77E-07	 2.33E-02	
cg02143936	 MICAL2	 11	 7.62	 0.85	 1.56E-06	 3.09E-02	
cg13796831	 BAT2L2	 1	 -7.64	 0.81	 1.52E-06	 3.09E-02	
cg19415746	 NRAP	 10	 7.67	 0.81	 1.45E-06	 3.09E-02	
cg20896439	 GALNTL1	 14	 7.51	 0.85	 1.85E-06	 3.50E-02	
cg05368730	 		 12	 7.45	 0.84	 2.03E-06	 3.55E-02	
ch.22.439136F	 C22orf30	 22	 7.47	 0.84	 1.98E-06	 3.55E-02	
cg00956252	 CLEC16A	 16	 7.34	 0.89	 2.44E-06	 4.09E-02	
cg01248855	 C17orf42	 17	 7.24	 0.81	 2.90E-06	 4.69E-02	

 
 
	


