
Supplementary data S1. Frankia OTUs composition of soils based on nifH metabarcoding 
approach. In red : most represented OTU of Frankia in plant trapped nodules 
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Supplementary data S3. Accumulation curves o f  fungal ( left) and ECM (right) species 
richness measured o n  t r a p p i n g  plantlets ( colored curves) on soils of Ag (red), Ai 
(blue) and Av (green) hosts, and compared t o  soil community (in grey), with extrapolation 
calculated from H i l l  numbers o f  richness (q=0). Each graph illustrates for a trapping 
host-species, the difference between the accumulation curves on its own soil or on other 
soils.



Supplementary data S2. ITS1 sequences assignment to ECM families.

Supplementary data S4. Outputs of Anova and Permanova tests on all fungal and ectomycorrhizal 
diversity and community structures.




