S2 Parameter sets

Here we list sample parameter sets for each tissue with their score and minimal oscillators. The score
was given according to the scoring function in Supplement S3. ”Minimal oscillator” refers to the finding,
that the listed loops can synergistically generate oscillations, if they are not clamped. Minimal means that
at least these loops need to be active. The models shown here are taken from the top scoring fits of each

tissue.

adrenal gland

score: 0.091

oscillator: Bmall / Rev-erb-a + Repressilator

dell del2 del3 del4 del5 dlI d2 d3 d4 db
5.06 0.49 288 555 5.28 030 048 0.26 0.56 0.33

arl ard cr2 cr3 crd  crd  gr2  gr3 grd grb b_RevErb ba2 b_Per2 ba3
1.29 9.02 169 7.16 299 1.87 4.50 0.38 0.98 0.40 3.65 0.37 1.15 2.36

b_Cryl  bad b_Dbp bab fa2 f RevErbA fa3 d.Per2 fa4d d.Cryl
1.17 11.34 6.56 0.19 4291 4.65 6.06 5.08 1.00 4.29




kidney

score: 0.090

oscillator 1: Bmall/Reverba + Per2 + Per2/Dbp + Repressilator
oscillator 2: Bmall/Reverba + Per2/Dbp + Cryl + Repressilator
oscillator 3: Bmall/Reverba + Per2/Dbp + Cryl/Dbp + Repressilator

dell del2 del3 deld del5 dlI d2 d3 d4 db
5.65 0.88 5.34 481 450 050 0.73 0.41 0.27 043

arl ard cr2 cr3 crd  crd  gr2 gr3 grd grb b_RevErb ba2 b_Per2 ba3
1.51 299 1.92 482 195 0.71 4.04 0.23 0.19 0.42 2.69 0.34 1.50 9.62

b_Cryl ba4d b_Dbp bab fa2 f_RevErbA fa3 d_Per2 fa4d d_Cryl
1.23 0.82 3.50 0.04 12.02 2.09 4.22 5.87 1.55 4.25

liver

score: 0.014
oscillator 1: Bmall/Reverba 4+ Per2/Dbp + Repressilator
oscillator 2: Bmall/Reverba + Cryl + Repressilator

dell del2 del3 del4d del5 dlI d2 d3 d4 db
5.83 0.74 274 335 529 0.29 0.77 0.42 0.23 0.42

arl ard cr2 cr3 crd  crd  gr2 gr3d grd gr5 b_RevErb ba2 b_Per2 ba3

1.83 440 0.84 1482 1216 3.16 8.03 0.87 183 0.67 4.06 0.12 1.81 3.45

b_Cryl bad b_Dbp bab fa2 f RevErbA fa3 d.Per2 fad d.Cryl
1.66 0.52 4.40 0.90 12.68 2.61 1.74 4.03 4.15 5.59




SCN

score: 3.49

oscillator: Per2/Dbp + Cryl 4+ Cryl/Dbp

dell del2 del3 deld delb dl

d2

d3 d4 db

544 387 425 583 3.72 039 049 045 0.10 0.32

arl ard cr2 crd3  crd  crd gr2  gr3 grd

erd

b_RevErb ba2

b_Per2 ba3

5.86 14.88 0.38 5.63 5.80 6.39 10.22 0.06 0.07

0.23

1.45 0.22

10.96 8.04

b_-Cryl bad b._Dbp bab5 fa2 fRevErbA

fa3

d_Per2 fa4d d_Cryl

743 723 20.87 7.75 6.83 1.96

11.00

29.07 5.36

20.75

heart

score: 0.19

oscillator: Bmall /Reverba

dell del2 del3 del4d delb dl

d2

d3

d4 db

5.62 1.47 387 237 446 036 046 0.95 0.22 0.92

arl ard  cr2  crd crd  crd  gr2  gr3 grd

gr5 b_RevErb ba2 b _Per2 ba3

3.52 2043 997 5.68 11.03 256 4.09 0.11 0.18

0.05 5.71 1.00 4.39 7.50
b_.Cryl  bad b_Dbp bab fa2 f_RevErbA fad d_Per2 fad d_Cryl
3.69 12.35 10.62 0.07 21.22 2.85 15.87 16.60 4.75 5.31




skeletal muscle

score: 1.1

oscillator 1: Bmall/Reverba + Per2

oscillator 2: Bmall/Reverba + Per2 + Per2/Dbp
oscillator 3: Bmall/Reverba + Per2 + Cryl
oscillator 4: Bmall/Reverba + Per2/Dbp + Cryl

dell del2 del3 del4 del5 dlI d2 d3 d4 db
4.08 458 598 4.76 337 0.72 094 035 0.37 0.16

arl ard cr2 cr3 cd  crd  gr2 gr3 grd grb b_RevErb ba2 b_Per2  ba3

52.54 1849 12,63 1.15 6.96 0.19 532 094 289 11.30 13.03 4.74 1.00 14.65

b_Cryl bad b.Dbp bad fa2 fRevErbA fa3 d_Per2 fad d_Cryl
3.60 9.70 1195 0.18 6.88 4.22 30.74 2144 32.56 13.75

brown adipose

score: 0.276

oscillator: Bmall/Reverba

dell del2 del3 del4d del5 dlI d2 d3 d4 db
5.60 0.52 292 427 477 0.23 0.84 0.71 0.28 0.32

arl ard  cr2 cr3 crd  crb gr2  gr3 grd gr5 b_RevErb ba2 b_Per2 ba3

248 87.53 3.71 279 0.19 1.67 9.08 0.15 296 0.44 10.62 0.88 1.04 6.23

b_Cryl bad4d b_Dbp bab fa2 f RevErbA fa3 d_Per2 fad d.Cryl
1.38 7.26 2254 0.14 22.34 3.75 1043 4.13 10.39 4.25




white adipose

score: 0.171
oscillatorl: Bmall/Reverba + Per2/Dbp + Repressilator
oscillator2: Bmall/Reverba + Cryl + Repressilator

dell del2 del3 deld delb dl

d2

d3 d4 db

5.88 2.05 555 3.36 4.67 085 0.82 0.39 041 0.29

arl ard cr2 cr3 crd  crd  gr2 gr3 grd

grb b_RevErb ba2 b_Per2 ba3

296 7.38 1.70 4.73 1488 0.25 3.07 0.24 0.31

1.89 3.46 0.45 2.10 6.46

b_.Cryl bad b.Dbp bab fa2 fRevErbA

fa3 d._Per2 fa4d d.Cryl

1.04 5.69 8.07 0.06 3.43 1.51

6.83 6.44 3.31 2.79

lung

score: (.34

oscillator: Bmall/Reverba

dell del2 del3 deld delb dl

d2

d3 d4 d5

5.50 0.59 3.01 288 532 0.18 0.78 0.45 0.23 0.34

arl ard  cr2 crd crd  crb  gr2  gr3 grd  gr5 b_RevErb ba2 b_Per2 ba3
1.11 29.82 1.60 10.51 9.90 9.73 7.46 0.24 0.22 0.40 721 0.54 1.84 7.92
b_Cryl bad b_Dbp bab fa2 fRevErbA fa3 d.Per2 fad d.Cryl
2.02 949 12,53 0.59 11.62 3.01 4.32 717 1.23 6.63




cerebellum

score: 0.545
oscillator: Bmall/Reverba + Cryl

dell del2 del3 deld delb

d2

d3 d4 db

5.34 0.78 228 493 4.65 0.21 0.51 045 0.30 0.49

arl ard cr2  cr3 crd crd gr2  gr3d grd grb5 b_RevErb ba2 b_Per2  ba3
718 2826 2394 243 497 16.79 11.16 0.09 0.53 0.69 15.27 8.15 1.02 11.15
b_Cryl  ba4d b_Dbp bab fa2 fRevErbA fa3 d.Per2 fad d.Cryl
1.72 11.22 1275 8.61 16.32 268 491 2498 0.83 9.36




