
Dataset S1 | Candidate lyciumin precursor peptides from plant genomes (core peptide motif: QP(X)5W). BURP domains 
are underlined, lyciumin core peptides are highlighted in red, lyciumin genotypes with detected chemotypes are 
highlighted in bold. 
  
>AHYPO_007393 Org_Ahypochondriacus peptide: AHYPO_007393-RA (1 of 19) PF03181 - BURP domain (BURP) 
(PAC:32833029) (Amaranthus hypochondriacus) 
MAMDLRLQFPALFLLTFLALHASSCKQEDYWKMKLPKVPMPEAIKQSLLHSGGENKLKDDSALKQPYTVGSWKYDVDTNKVKDDSVVKQPYTVGSWKYDADKNKVPDESAL
KQPYTVFSWKYDAGENKVKDESALKQPYTVFSWKYDAGENKVKDESALKQPYTVFSWKYDAGENKVKDESALKQPYTVFSWKYDAGENKVKDESALKQPYTVFSWKYDAGE
NKVKDESALKQPYTVFSWKYDAGENKVKDESALKQPYTVFSWKYDAGENKVKDESALKQPYTVFSWKYDAGENKVKDESALKQPYTVFSWKYDAGENKVKDESALKQPYTV
FSWKYDAGENKVKDESALKQPYTVFSWKYDAGENKVKDESALKQPYTVGSWKYDAGENKVKDESALKQPYTVGSWKYNENDESKQASPHHLHHHKLMHDNVNSKDQEDLTD
GSVFFVEKSLHIGSKLKHDFQKTPKTSFLSKQEAQSIPFSMEKIGDILNLTCAQSMEDIVDFVVGELGTNEVEIKMMNNNIEVPNGIQDYVLSKVEKLVVPGNTAVACHRM
SYPYIVYYCHHQQDIGQYNVTLVSPSTGAAFQTTAVCHYDTYAWQPDVVALKYLGIRPGDAPVCHFSAINDMFWNRKNNDFKSLDMVQ 
 
>XP_021740703.1 BURP domain-containing protein 9-like (Chenopodium quinoa) 
MAMHFGLPRLLLHAIFLLVFLAFHASSCEQEDYWQMKLPKVPMPQAIKDNLFHPKDKMSMMTPSIETKDKAAHGNDADKAKKANTNQPFTVVGWKYNADGAKERVGMSQPY
TVMAWKYNVDDAKERVGIDQPYTVWGWNYNTDSANKEKVKEAYKPLSIETNTKKTGIDQPYTVWGWNYNTNSANKEKVKEAEKPLSIETNTKKTGVDQPYTVWGWNYNTNN
ANKEKVKEAEKPLSIETNTKKTGIDQPYTVWGWNYNTDSANKEKVKEANKPLSIETDTKKTGIDQPYTVWGWNYNTDSANKEKVKEAEKSLSIETNTKKTGIDQPYTVWGW
NYNTNSGNKEKVKEADKVFTMDTSTKKAGTKQPYTVMGWKYNADNGKREKVGHEVSVGSVFFIEKSLRLGDKLKHDFQKTPSVPFLPKHIAKSIPFSEDKFTEILNLFSIK
PGSVEATGIKGTLDVCLHRPKVEKENRTCAQSMEDVVDFVVRELGSNDVELRMMKNDIEVPKGIQDYVITKVKKLVVPGNTAAACHRMSYPYVVYYCHHQQDIGHYDVTLV
SPTTGNAIQTTAVCHYDTYAWKPNVPALQYLGIRPGDAPVCHFSAINDMFWSLKANSKSLDMVV 
 
>AUR62036450 Org_Cquinoaearly-release peptide: AUR62036450-RA BURP3: BURP domain-containing protein 3 
(PAC:36312315) (Chenopodium quinoa) 
MNQPFTVFGWKYDANNEKEKVGIDQPYTVYGWKYNADDAKERVGIDQPYTVDGWKYNADSAKEADSAKEKVNIDQPYTVYGWKYNVDDAKERVGIDQPYTVYGWKYNADDA
KERVGIDQPYTVYGWKYNADSAKEADSAKEKVNIDQPYTVYGWKYNADDAKERVGIDQPYTVYGWKYNADDAKERVGIDQPYTVYGWKYNVDSAKEADSAKEKVNIDQPYT
VYGWKYNQENGNKEKVHEVSFGSVFFVEKSLRLGEKLKHDFQKTPSVPFLPKHIAQSIPFSGDKFTEILDLFSIKPGSIEVTGIKGTLDICLHRPKVEKENRSNDVELRMM
RSDIEVPKGIQDYVLTKVKKLVVPGNTAAACHRMSYPYVVYYCHHQQDIGHYDVTLVSPTSGNTIQTTAVCHYDTYAWKPNVPALQYLGIRPGDAPVCHFSAINDMFWSLK
ANSKSLDMVV 
 
>Glyma.08G036700 Org_Gmax peptide: Glyma.08G036700.1.p (1 of 11) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE PROTEIN 
RD22 (PAC:30538805) (Glycine max) 
MILLRHETYANPNTPIPSALRDLVKPGPEGVEIDNLPMQIVDTQYPKTFFYEEDLHPEKTMNVQFSKSPFTQPFTVFAWLKGLEIKDIEKGHTFADICMMREHVEGERNWE
RTFKYFQVPFVDKQEQYTVEGVQNLGGKAVMCHRLNFRTAVFYCHVVHGTTAFIVPMVAGDGTKTRTLSCGQDTAYQTDVVV 
 
>Glyma.13G283900 Org_Gmax peptide: Glyma.13G283900.1.p (1 of 11) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE PROTEIN 
RD22 (PAC:30503009) (Glycine max) 
MTSSSQEFGSQIFSYPSLIARMELRCLLFSISVLFALGLARESHAQSSIPDEDFWHAVWPNTSIPSALRELLKHGREGVEIDNLPMQIDDTQYPKTFFYEQDLHPGKTMNV
QFSKSPFTQPFTILTWLKGLKIKDIDKEGYTFDELCIKTKPNGAEHKFCAKSLETLIGFAISKLGKNIQVLSSSFVNKQELYKVEGVQNLGDKAVMCHRLNFRTVAFYCHE
VRGTTAFMVPLVAGDGTKTQALAVCHSDTSGMNRHILHQTMGVDPGTNTVCHFLGSKAILWVPNLAMDTAYQTNIVV 
 
>Glyma.12G217300 Org_Gmax peptide: Glyma.12G217300.1.p (1 of 11) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE PROTEIN 
RD22 (PAC:30548760) (Glycine max) 
MALRCLVMSLSVLFTLGLARESHARDEDFWHAVWPNTPIPSSLRDLLKPGPASVEIDDHPMQIEETQYPKTFFYKEDLHPGKTMKVQFSKPPFQQPWGVGTWLKEIKDTTK
EGYSFEELCIKKEAIEGEEKFCAKSLGTVIGFAISKLGKNIQVLSSSFVNKQDQYTVEGVQNLGDKAVMCHRLNFRTAVFYCHEVRETTAFMVPLVAGDGTKTQALAICHS
NTSGMNHQMLHQLMGVDPGTNPVCHFLGSKAILWVPNLSVDTAYQTNIVA 
 
>Glyma.12G217400 Org_Gmax peptide: Glyma.12G217400.1.p (1 of 11) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE PROTEIN 
RD22 (PAC:30547846) (Glycine max) 
MEFRCSVISFTILFSLALAGESHVHASLPEEDYWEAVWPNTPIPTALRELLKPLPAGVEIDELPKQIDDTQYPKTFFYKEDLHPGKTMKVQFTKRPYAQPYGVYTWLTDIK
DTSKEGYSFEEICIKKEAFEGEEKFCAKSLGTVIGFAISKLGKNIQVLSSSFVNKQEQYTVEGVQNLGDKAVMCHGLNFRTAVFYCHKVRETTAFMVPLVAGDGTKTQALA
VCHSDTSGMNHHMLHELMGVDPGTNPVCHFLGSKAILWVPNLSMDTAYQTNVVV 
 
>Medtr1g008460 Org_Mtruncatula peptide: Medtr1g008460.1 (1 of 22) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:31095704) (Medicago truncatula) 
MEFPYLSIFISLNLALVATHAALPPELYWKSKLPTTQIPKAITDILHPRKGGTSMDVGKARRMQPLLFIYWPYDASVTQLHDYQNLDLFFFEKDLHNGTKLNMQFTKTGAT
FLPREVANSIPFSSNKVENILNYFSIKQGSAESENLKQAIGYCETPTIEGEEKSCVTSLESMVDFTTSKLGNNVEAVSTEANKESDKQQYIIAKGVKKLSENKIVVCHLLS
YPYAVFYCHKLRATKVYYLPMEGIDGTKVKTAAICHNDTSQWSPKHLAFHVLKVQPGTVPVCHFLQHGHVIWFSK 
 
>Medtr2g081590 Org_Mtruncatula peptide: Medtr2g081590.1 (1 of 22) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:31067976) (Medicago truncatula) 
MGFQHLLIFISVLSLALAGGSHASVPEEEYWEAVWPNTPIPTSLLELLKPGPKGVEIDDLPTEIDDTQFPTNFFYEHELYPGKTMNMQFSKRPLAQPYGVYFWMHDIKDLQ
KEGYTIDEMCVKNKPKKVEEKFCAKSLGTLIGFAISKLGKNIQSLSSSFIDKHEQYKIESVQNLGDKAVMCHRLNFQKVVFYCHEVHGTTAFKVPLVANDGTKTHAIATCH
ADISGMNQHMLHQIMKGDPGSNHVCHFLGNKAILWVPNLGLDNAYGANAAL 
 
>Medtr2g081610 Org_Mtruncatula peptide: Medtr2g081610.1 (1 of 22) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:31064010) (Medicago truncatula) 
MELKHILIFISVLSLALAGGSHASLPEEEYWEAVWPNTPIPSSLRELLKPGPEGVEIDDLPMEVDDTQYPKTFFYEHELYPGKTMKVQFSKRPFAQPYGVYTWMREIKDIE
KEGYTFNEVCVKKAAAEGEQKFCAKSLGTLIGFSISKLGKNIQALSSSFIDKHEQYKIESVQNLGEKAVMCHRLNFQKVVFYCHEIHGTTAFMVPLVANDGRKTQALAVCH
TDTSGMNHEMLQQIMKADPGSKPVCHFLGNKAILWVPNLGLDNAYGANAAV 
 
>Medtr8g044290 Org_Mtruncatula peptide: Medtr8g044290.1 (1 of 22) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:31069385) (Medicago truncatula) 
MSVVYGYRIQNKNKEYNKLALVGINASQSEESYWKSIWPNTPLPKALSDLLLPESGTNVPIRGEESKQYWTFFFEHDLYPGNKINLGICEWRNEKNNSDDNTKEKTRQSFG
ARIWPKQSSDAFKSGDEKERQPLTTRMWNEKERQPLITRMWGEKKRQPLTTSMWGEKERQPLTTRMWGEKERQPLTTSMWNEKEKQPLTTRMWGEKERQPITTHMWDEKER
QGLDNYCRSPSAIGEDKYCALSLESMVDFAISKLGTNIKVISSSFAKNKDQYVVDEVKKIGDKVVMCHRLNFKNVVFYCHQVNATTTYMVPLVALDGTKAKALTVCHHDTR



GHNTDIMSNLDISTLKQGQYCKYTTPIFFFSFFFSACALSNLLPSSSLPPSSPTVVLATFLPNRHPHNHHGHQQRPPPTPSSSSLLFAFPPSLYYPIDVLTSVLTISIIVN
IDHHRPRTHQPVQI 
 
>Medtr8g045880 Org_Mtruncatula peptide: Medtr8g045880.1 (1 of 22) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:31070668) (Medicago truncatula) 
MEFTLLFVLALFFLTIVGINGSKSGEDYWKSVWPNTPMPEVLSDLLLPESGTSVPIKGQDEKQYWTVFFEHDLYPGKKMSLGVHKHSDVQPSQSKGHLQVKKANQFFGTRK
WLEKTSAKARQPFGINIWWEQKESVKPKQPFGTHILIDKPTEEEMAKPNDHFGILVWTGKASQSFRTHISIDNVAKKETEKISQTSVAHKLDEKETHILHSYCGNPSAIGE
EKHCAYSLESMMDFAISKLGKNIKVMSSSFSQSQDQYMVEEVRKIGDNAVMCHRMNLKKVGFYCHQINATTTYMVPLVASDGTKSKALTICHHDTRGMDPNMLYEVLQVKP
GTVPVCHFIGNKAIAWVPNDVVSESDDHSCVI 
 
>Medtr8g045890 Org_Mtruncatula peptide: Medtr8g045890.1 (1 of 22) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:31070954) (Medicago truncatula) 
MELTHLSVLAIFFLALVGINGSKSGEEYWKSVWPNTLMPKSLSDLLLSESGTSVPIQGKEEKQYWTVFFEHDLYPGKKMSLGIQKHSDIQPSQSHTQVSVKKASQSFGTRK
WLRKTTEKVNQPFGVLTWVDKATKTQTKNRNQPFETRTLIDKSNQPFGFFSWTEKETEADSKKANPAFEAHTLIDKTNQPFGFFSWTEKEIEAETKNTNQHFETPTWNDKT
SQPFGFFSWTEKATESEGEIEKANEPFETRTWNDKTNQPFGFFSWTEKEIEADTKNTNQHFETPAWNDKTSQPFGFFSWTEKATEAEGEIEKANEPFETRTWNDKTSQPLP
AHKWTDKAIAKETEKTSQHQHFVTHTSDENEAHILEDYCGRPSAIGEDKHCAPSLESMMDFAISKLGKNIKVMSSSFSKNHDQYVVEEVNKIGDNAVMCHRLNFKKVLFYC
HQVNATTTYMVPLVASDGTKSKALTICHHDTRGMDPNVLYDVLKVKPGTVPVCHFIGNKAVAWVPNDDVTDSNGHPSVF 
 
>Medtr8g046000 Org_Mtruncatula peptide: Medtr8g046000.1 (1 of 52) PF03181 - BURP domain (BURP) (PAC:31075065) 
(Medicago truncatula) 
MGSTYLSVLTLFSLALAGIVASHSDIEGKLLFLENDLYPGKKMSGLQKLSNIQPFRTIGWLPIEKATQQSGNVVEKESYSLDEICGGPPAIGEDKFCATSSESMKEFAISK
LGAKIKSYSGYFAKNQDQYVVEEVRKIADKGVMCHRMNFEKVVFYCHQVNASTTYMVPLLASDGSKVNALAACHHDTRGMNPNLLDEVLKVKPGTIPVCHFVGNKAVAWLP
IPVASESDDRPCAI 
 
>Medtr8g445140 Org_Mtruncatula peptide: Medtr8g445140.1 (1 of 22) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:31069650) (Medicago truncatula) 
MNISKLILVGINASQSGEDYWKTIWPNTPMPKALSDLLQPESTSNLPIRGEENKQYWTIFFEHDLYPGNKISLGFNKSNDKSQPLGAVKWDKNEIQPFGSLTWLKKTSEER
NQPFGVAAWWLQKTSEERNQPFGFRAWRWNEKPSQPFEAHTWGGKERQSFDNYCIRPSAIGEEKYCALSLKSMMNFAISKLGTNIKVISSSFAQNQDQYKVDEVKKIGDKA
VMCHRLNFKDMVFYCHQVNATTVYMVLLVASDGTKAKALTICHHDTRGMNPDVLYELLKVKPGTIPICHFVGNKAIAWVPDSS 
 
>PGSC0003DMG400047074 Org_Stuberosum peptide: PGSC0003DMP400069178 BURP domain-containing protein 
(PAC:37467747) (Solanum tuberosum) 
MELHHQYYFFTFFSVIFVVSHAANLSPEVYWRVKLPNTPMPTPIKDALHISDGIRLPLRTSFTKYANHGEWVDGIRLPFENELHKVRQPWGVDSWYQAAPENELHKVRQPY
GVGVWYNDAAKKDLNDNHPVTPYFFETDLHQGKKMNLQSLKNYNPAPILPRKVVDSIAFSSDKIEEILNHFSVDKDSERAKDIKKTIKTCEEPAGNGEVKHCATSLESMID
FTLSHLGTNNIIAMSTEVEKETPEVQAYTIEKVEEKANGKGVVCHKVAYPYAVHFCHDVGSTRTFMVSMVGADGTKVNAVSVCHEDTASMNPKALPFQLLNVKPGDKPICH
FTLDDQIALFPSQNAVLQVAEN 
 
>Prupe.1G465600 Org_Ppersica peptide: Prupe.1G465600.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32119163) (Prunus persica) 
MGFHLPLIFAILSLAAVALANHAAQPAAQLYWNSVLPNTQMPRTISELLHPDSTNEEKSTNIMNAVGNGKPTDHNGKPKMKALFSGYTIQVQYAGVPNSDNQLQYYKNMTI
FFLGKDMRLGATMNFQFTRNSNTATFLPRESAQSIPFSSNKLSEIFNHFSVKPTSVEAKTIKKTIEECEAPGIKGEERYCATSLESMVDFSTSKLRTRNVQAISTEVLEKG
ATMSMHKYTTMPGLKKLAGDKVVVCHKENYPYAVFFCHAIKQTAAYVLSLKGDDGVKVKAVTICHLDTSEWNPKHLAFQILKVKPGTIPICHFLSTDAIAWVPNHKSA 
 
>Prupe.1G475100 Org_Ppersica peptide: Prupe.1G475100.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32116793) (Prunus persica) 
MGFHLPLIFALLSLAAVALAIHAAQPAPQLYWNSVLPNTQMPRSISELLHPDSKNEEKSTNDVGKPETFPLGNKRYYSQKRYGRGNKSYRSQKRYGRGNKSYSVQKNYGRG
ASPSDNQLLHYKDLAIFFLEKDMSPGTTMKFQFPRNSNTATFLPRESAQSIPFSSNKLPEIFNHFSVKPTSEEAKTIKQTIEECEAPGLKGEEIYCATSLESMVDFSTSKL
GTRNVEAISTEVLEKGGTMSIQNYTTMPGLKKLAGDKVVVCHKQNYPYAVFFCHAIKHTAAYALSLKGDDGEKVKAVTICHLDTSEWDPEHMSFQIVNVKPGTIPICHFIS
TDAIAWVPNHKSA 
 
>Prupe.1G475200 Org_Ppersica peptide: Prupe.1G475200.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32117006) (Prunus persica) 
MGFHLPLIFALLSLAAVALANHAAQPAAQLYWNSVLPNTQMPRTISELLHLEKSTNIMNAVGNGKPTDHKGKPEINALFSGYTIQVQYAGVPNSDNQLQYYKNITIFFLGK
DMRLGATMNFQFPRNSNTATFLPRESAQSIPFSSNKLSEIFKHFSVKPTSVEAKTIKKTIEECEAPGIKGGERYCATSLESMVDFSTSKLRTRNVQAISTEVLEKGTAMSM
HKYTTMPGLKKLAGDKVVVCHKENYPYAVFFCHAIKQTAAYVLSLKGDDGVKVKAVTICHLDTSEWNPKHLAFQILKVKPGTIPICHFLSTDAIA 
 
>Prupe.1G475300 Org_Ppersica peptide: Prupe.1G475300.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32119871) (Prunus persica) 
MGFHPPLIFAILSLAAVAQANNAAQPAPQLYWNSVLPNTQMPRSISELLHPDSTNEEKSTNDVGKPETFPLGNQNYSSQKNYGTGNKRYCSQKRYGRGKKRYCDQKKYGRG
ASPSDNQLLHYKDLAIFFLEKDMRPGTTMKFQFSRNSNTATFLPRESAQSIPFSSNKLPEIFNHFSVKPTSEEAKTIKQTIEECEAPGLKGEEIYCATSLESMVDFSTSKL
GTRNVEAISTEVLEKGATMSMHNYTTMPGLKKLASDKVVVCHKQNYPYAVFFCHAIKHTAAYVLFLKGDDGEKVKAVTICHLDTSEWNPEHMSFQIVNVKPGTIPICHFIS
TDAIAWVPNHKSA 
 
>Prupe.1G475500 Org_Ppersica peptide: Prupe.1G475500.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32114486) (Prunus persica) 
MLQLAAVALANHAAQPAPQLYWNSVLPNTQMPRAISELLHPGQPENTVLPQLARRPFSYKSDDRPTDNQLHYKNVAIFFLEKDMRPGTTMSFQFPRNSNTATFLPPERAQS
IPFSSNKLPEIFNHFSVKPTSVEAKTIKQTIEECEAPGIKGEEIYCATSLESMVDFSTSNFRTRNVQAISTEVLEKGATMSMHKHTTMPGLKKLAGDKVVVCHKQNYPYAV
FYCHVIKPTAAYVLSLKGDDGVKIKAVAICHLDTSEWNPKHLAFQILKVKPGTIPICHFLPTDHSVWVPNHKSA 
 
>Prupe.1G475800 Org_Ppersica peptide: Prupe.1G475800.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32111329) (Prunus persica) 
MGFHLPLIFALLSLAAVALANHAAQPAPQLYWSSVLPNTQMPRSISELLHPDSTNEEKSTNDVGKPETFPLGNQHYSSQKHYGGIPETSPLGNKHYSSQKHYGRGKPETFP
LGNQHYSSQRHYGRGKPETFPLGNKHYSSQKHYGRGKPETFPLGNQHYSSQKKYGRGASPSDNQQLHYKDLAIFFLEKDMRPGTTMKFQFPINSNTATFLPRESAQSIPFS
SNKLPEIFNHFSVKPTSEEAKTIKQTIEECEAPDLKGEEIYCATSLESMVDFSTSKLGTRNVEAISTEVLEKGATMSIQNYTTMPGLKKLAGDKVVVCHKQNYPYAVFFCH
AIKHTAAYALSLKGDDGEKVKAVTICHLDTSEWDPEHMSFQIVNVKPGTIPICHFISTDAIAWVPNHKSA* 



 
>Prupe.1G476200 Org_Ppersica peptide: Prupe.1G476200.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32114748) (Prunus persica) 
MGFHLPLIFAILSLAAVALANNAAQPAPQLYWNSVLPNTQMPRSISELLHPDSTNEEKSKPEIFPLQGNRVYTQSHYKKRPPPPSDEGKPETFPLGNSHYTQTRYKKRPPP
PSDEGKPENFPLGNSHYTQTRYKKRPPPPSDEGKPENFPLANSFYTQTRYKKRPPPPSDEGKPENFPLANSFYTQSHYKKRPPPPSDEGKPENFPLARSPPSDSQLKHYKD
LAIFFFEKDMRPGTTMKFQFPRNSNTATFLPRESAQSIPFSSKKLPEIFNHFSVKPTSEEAKTIKQTIEECEAPGLKGEEKYCATSLESMVDFSTSKLGTRNVEAISTEVL
EEGATKYMHNYTTMPGLKKLEGDKVVVCHKENYPYAVFLCHAIKQTEAYVLSLKADDGMKVKAVTICHLDTSEWDPEHLSFQILNVKPGTTPICHFLTTDAIAWVPKHKSA 
 
>Prupe.1G476500 Org_Ppersica peptide: Prupe.1G476500.1.p (1 of 29) PF03181 - BURP domain (BURP) (PAC:32113076) 
(Prunus persica) 
MVKPVAIRASSNFLLFVYKMVKPVAKLISVLMGFHLPLIFAILSLAVVALANHAAQPAPQLYWNSVLPNTQMPRSISELLHPDSTNEENIVNAVGNGKRKPEIFPLRNINY
VQSHYGVLNRNYVQSHYKKRPPPPENIPFANRKKYALGSPPSDNQLLHYKELAIFFFEKDMRPGATMKFQFPRNSNTATFLPRESAQSIPFSSNKLPEIFNHFSVKPTSVE
AKTIKQTIEECEAPGTKGEEKYCATSLESMVDFSTSKLGTRNVEAVSTEVLEKGATMSMHNYTTMPGLKKLAGDKVVVCHKENYPYAVFFCHAIKQTAAYVLSLKGDDGEK
VKAVTICHLDTSEWNPEHLSFQILNVKPGTVPICHFISTDAIAWVPKHKFA 
 
>Prupe.1G477000 Org_Ppersica peptide: Prupe.1G477000.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32119651) (Prunus persica) 
MGFHLPLIFAILSLAAVGNHAAQPAPQLYWNSVLPNTQMPRSISVLLHPDSTNEEKSTYMNAVGNGKGKPEIFPLGIRRYVQKRYGGGIRRYNQERYGKGPPPSDNQLLHY
KDLAIFFFEKDMRPGATMKFQFPRNSNTATFLPRESAQSIPFSSNKLSEIFNHFSVKPTSVEAKTIKQTIQECEAPGLKGEEKYCATSLESMVDFSTSKLGTRNVEAISTE
VLERGATMSMHNYTTMPGLKKLAGDKVVVCHKENYPYAVFFCHAIKQTAAYVLSLKGDDGEKVKAVTICHLDTSEWNPEHLSFQILNVKPGTIPICHFISTDGIVWVPKHK
SA 
 
>Prupe.1G477200 Org_Ppersica peptide: Prupe.1G477200.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32117679) (Prunus persica) 
MGFHLPLIFAILSLAAVALANNAAQPAPQLYWNSVLPNTQMPRSISELLHPDSTNEEKSKPEIFPLQGNRVYTQSHYKKRPPPPSDEGKPENFPLQGNRVYTQSHYKKRPP
PPSDEGKPENFPLANSFYTQTHYKKRPPPPSDEGKPENFPLANSFYTQSHYKKRPPPPSDEGKPENFPLGNSHYTQSHYKKRPPPPSDEGKPENIPLARSGYQRKNYGASP
PPSDSQLKHYKDLAIFFFEKDMRPGTTMKFQFPRNSNTATFLPRESAQSIPFSSKKLPEIFNHFSVKPTSEEAKTIKQTIEECEAPGLKGEEKYCATSLESMVDFSTSKLG
TRNVEAISTQVLEEGATKYMHNYTTIPGLKKLVGDKVVVCHKENYPYAVFLCHAIKQTEAYVLSLKADDGMKVKAVTICHLDTSEWDPEHLSFQILNVKPGTTPICHFLST
DAIAWVPKHKSA 
 
>Prupe.1G477400 Org_Ppersica peptide: Prupe.1G477400.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32114016) (Prunus persica) 
MGFHLPLIFAILSLAAVALANNAAQPAPQLYWNSVLPNTQMPRSISELLHPDSTNEEKSKPEIFPLQGNRVYTQSHYKKRPPPPSDEGKPENFPLANSFYTQTHYKKRPPP
PSDEGKPENFPLGNSHYSQTGYAKGPPPPPKIFPFSGYSRKRYGGSPPPPSPFVQKDYGQNDKHYVQKNYGKVPPPPDNQLLHYKDLAIFFFEKDMRPGATMKFQFPRNSN
TATFLPRESAQSIPFSSKKLPEIFNHFSVKPTSEEAKTIKQTIEECEAPGLKGEEKYCATSLESMVDFSTSKLGTRNVEAISTEVLEEGATKYMHNYTTMPGLKKLEGDKV
VVCHKENYPYAVFFCHAIKQTAAYVLSLKADDGMKVKAVTICHLDTSEWDPEHLSFQILNVKPGTTPICHFLSTDAIAWVPKHKSA 
 
>Prupe.1G477800 Org_Ppersica peptide: Prupe.1G477800.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32113351) (Prunus persica) 
MGFHLPLIVAILSLAAVALANNAAQPAPQLYWNSVLPNTQMPRSISELLHPDSTNEEKSKPENIPLARSGYSRKRYGGGPPPSDEGKPESIPLRNSGYQRKNYGGRPPPSD
SQLLHYRDLAIFFFEKDMRPGSTMQFQFPRNSNTATFLPRESAQSIPFSSNKLSEIFNHFSVKPTSVEAKTIKQTIEECEAPGLKGEEKYCATSLESMVDFSTSKLGTRNV
EAISTEVLEEGATKYMHNYTTMPGLKKLAGDKVVVCHKENYPYAVFFCHAIKQTEAYVLTLKADDGMKVKAVTICHLDTSEWDPEHLSFQILNVKPGTTPICHFISTDAIA
WVPNHKSA 
 
>Prupe.4G169000 Org_Ppersica peptide: Prupe.4G169000.1.p (1 of 20) PTHR31236:SF2 - DEHYDRATION-RESPONSIVE 
PROTEIN RD22 (PAC:32092747) (Prunus persica) 
MGFHLQLIFALLSLAAVALANHAAQPAPQLYWNSVLPNTQMPRAISELLHPDSTNEEKSTNIMNAVGNGKPTDHKGKPENIPLALIFYNKRYDHPTDNQLHYKNVAIFFLE
KDMRPGATTNFQFPRNSNTAAFLSRESAQSIPFSSNKLSEIFNHFSVKPTSVEAKTIKQTIEECEAPGVKGEEKYCATSLESMVDFSTSKLRTRNVQAISTEVLEKGATMS
MHKYTTMPGLKKLAGDKVVVCHKQNYPYAVFYCHAIKPIAAYVLSLKGDDGVKVKAVAICHLDTSEWNPMHLAFQILKVKPGKIPICHFLPTDHIVWVPNHKSA 
 
>Solyc08g068140.2 Org_Slycopersicum peptide: Solyc08g068140.2.1  (PAC:36149834) (Solanum lycopersicum) 
MELYHNQYYVFTIFSVIFVVSHAANLSPEVYWRVKFPNTPMPTPIKDALHINEKPAYNGDGNTKISQPWGVGAWYKAAPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPW
GVGAWYKAAPEDELHKIRQPWGVGAWYKVAPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPWGVGAWY
KAAPEDELHKIRQPWGVGAWYKAVPEDELHKIRQPWGVGAWYKAVPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPWGVYRWYQAAPED
ELHKIRQPYGVYRWYQAAPEDELHKIRQPYGVYRWYQAAPEDELHKIRQPYGVYSWYQAAPEDELHKIRQPYGVYSWYQAAPENELHKVHQPWGVGSWYNDAAKKDLNDNH
PVTPYFFETDLHQGKKMNLEVSQKLQSSTHFATQSCRFNRFLIRQN 
>Solyc08g068130.1 Org_Slycopersicum peptide: Solyc08g068130.1.1 (1 of 13) PF03181 - BURP domain (BURP) 
(PAC:36150115) (Solanum lycopersicum) 
MCEEPAGNGEVKHCATSLESMIDFTLSHLGTNKIIAISTEVEKETPEVQTYTIEKVEEKANGKGVVCHKVAYPYAVHFCHDVGSTRTFMVSMVGADGTKV 
NAVSVCHEDTASMNPKALPFQLLNVKPGDKPICHFTLDDQIALFPSQNTDLQVAEN 
 
>Tp57577_TGAC_v2_gene28253 Org_Tpratense peptide: Tp57577_TGAC_v2_mRNA29207 (1 of 17) PTHR31236:SF2 - 
DEHYDRATION-RESPONSIVE PROTEIN RD22 (PAC:35968836) (Trifolium pratense) 
ETTAAIRDQEEKEDWTAFFEHDLYPGKKMTLGIHKPSDRQPLPSKPARLPIRKTNQDFDEVKQPLGTWIWSERHSIESFCATPSAIGEDKYCAPSLKLMMDFAISKLGKNI
KVISSSFSQNQDQYMVEEVKKIGDKAVMCHRLNFNKVVFYCHEVNATTTYIVPLVAFDGTKAKALTICHHDTRGMDPKVLHQVLKVKPGTIPICHFIGNKAVAWVPNHVVS
EPYDHPCVI 
 
>Tp57577_TGAC_v2_gene30263 Org_Tpratense peptide: Tp57577_TGAC_v2_mRNA31289 (1 of 17) PTHR31236:SF2 - 
DEHYDRATION-RESPONSIVE PROTEIN RD22 (PAC:35990887) (Trifolium pratense) 
MEFTHLSLLALFFLTLIVGINGSKSGEEYWKSVWLNTPIPKALSDLLMSDSGTDMPIKGEEEKQYWTVFFEHDLYPGSRMSLATHKHSDLQPSRSRAEEPVEKASKPFETR
KWLGKASQPFGIAAWRDQKTSDKASQPSGVYIWRDQETSEANQPFGINIWWDGKTNEKENQHFGFLIWQDKTTKVENKKPSQNFEAQTLDEKETHILHEYCGRPSAIGEDK
HCASSLESMMDFAISKLGKNIKVVSSSFAQNQDEYVVEEVKKLGDKAVMCHRLNFHKVVFYCHQINATTTYMVPLVSSDGTKSKALTICHHDTRGMDPNMLYEVLKVKPGT
IPXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXRTTKGYVEAEIHYQDFYFLDKNVLSTL 
 



>Tp57577_TGAC_v2_gene33142 Org_Tpratense peptide: Tp57577_TGAC_v2_mRNA34256 (1 of 17) PTHR31236:SF2 - 
DEHYDRATION-RESPONSIVE PROTEIN RD22 (PAC:35953689) (Trifolium pratense) 
MWYIYMQLALAEESNALLPEEEYWEAVWPNTPIPTSVRELLKPGPQGVEIDDLPMEVDDTQYPRTFFYEQDLYPGNTMNVQFSKRPFAQPYGVYTWMREIKDIEKEGYTFN
EVCVKKEAAKGEQKFCAKSLGTLIGFAISKLGKNIQALSSSFIDKNDQYTVESVQNLGEKAVMCHRLNFRKVVFYCHEVHRTKAFMVPLVANDGTKTQALAVCHTDTSGMN
HEMLKQLMKADPGTKPVCHFLGNKAILWVPNLVVDNAYGANIV 
 
>Vigun05g201200 Org_Vunguiculataearly-release peptide: Vigun05g201200.1.p (1 of 7) PTHR31236//PTHR31236:SF2 - 
FAMILY NOT NAMED // DEHYDRATION-RESPONSIVE PROTEIN RD22 (PAC:39026770) (Vigna unguiculata) 
MCKNLDHKYSLSLAKMGFRCLVISISVLFALALGGESHAQSRVSDEDYWKAVWPNTPIPTALQHLLNPIASGVEIHDQPTQIDDTEYPKTFFYEHDLHPGKTMNVQFSKGL
YKQPATLLAWLRKVRDTDKERYTFDELCTKREPIDGEHKFCAKSLGTLIGFAVSKLGKNIQVLSSSFANKQEQYTVEGVQNLGDKAVMCHGLNFQTVVFYCHEVCGTRAFM
VSLVAGDGTKTQALAICHSDTSGMNHEMLRQIMGVDPGTNPVCHFLGTKEILWVPNLAVDTAYQTEVVL 
 
>XP_010675925.1 PREDICTED: BURP domain protein USPL1 (Beta vulgaris subsp. vulgaris) 
MAMHFRLQSHAFFLLAFLAFYASSCEQEDIWRMKLPKVPMPQAIKENLLHANAIEPITIDNKEKIANFDKPYTAKKDKIVASENQPWTVYGWRYNPETDANAVEPVSHDVA
TTNTVTTKKDKIVASENQPWTVYGWRYNPETDANAVEPVATTNTVTTKKDKTVTSENQPWTVAGWRYNPDNINEKNSIKASHNHHHFMHNANSKDSEVKEENLNGGSVFFV
EESLRLGTKLKHDFQKTKKRPYLPKKIAQSIPFSVDKVAEILNLFSIKSKSAEATSIKETLGICLQRPNVKKENRTCAQSMEDIVDFVVKELGTNDVQLRMMRNNIEVPHG
IQDYVVTKVKKLVVPGNTAAACHRMVYPYVVYYCHHQQDIGHYDITLVSPTSGNAIQTTAVCHYDTYAWQPDVEALRYLGIRPGDAPVCHFSAINDMFWSIKPTHSKYLDM
AQ 
 
>XP_010676059.1 PREDICTED: BURP domain protein USPL1-like (Beta vulgaris subsp. vulgaris) 
MGKQLWGQLQYIETKEKLANFDKPYTAKKDKIVASENQPFTISAWHYNPETGANVVEPVSHDVATTKKDKTVASENQPFTISAWRYNSDTNANAVEPVSDGATTDTVTTKK
DKTVASENQPWTVAAWRYNPDNINEKYSIKASHNHHHFMHNANSKDSEVKEENLNGGSVFFVEESLRLGMKLKHDFQKTKKRPYLPKKIAQSIPFSVDKVAEIVNLFSIKS
ESAEATAIKETLGICLQRPKVKKENRTCAQSMEDIVDFVVKELGTNDVELRMMRNNIEVPHGIQDYVVTKVKKLVVPGNTAAACHRMVYPYVVYYCHHQQDIGHYDVTLVS
PTFGNAIQTTAVCHYDTYAWQPDVLALRYLGIRPGDAPVCHFSAINDMFWSIKPNSKYISRHGSVKRVIES 
 
>XP_016572294.1 PREDICTED: BURP domain-containing protein 5-like (Capsicum annuum) 
MAMLYQYYFFTLLSLVFVVISHAANLSPEVYWKIKLPNTPMPKPIKDALHISEKTSQPYGGLTWDWFHVFSKNELHKLHQLSQPYGVYFYGVSLKNLNEDHLVTRFFFETD
LHQGKKVNLKSLKNNNPAPLLPRKVVDSISFSSNRIEEILDHFSVDNNSEDAKVIKRTVELCEQPAADGEIKYCATSLESIIDFASSRLETNNILAIHTEVEKETPVLQTY
TIKEVKEKANGKCVICHKVPYPYAVHFCHDVGSTRAFRVTMVGADGTKVNAVSVCHEDTASMNPKALVFQLLNIKPGDKPICHFIMDDQIALFPSQNAVLQMAEG 
 
>XP_016541386.1 PREDICTED: uncharacterized protein LOC107842123 (Capsicum annuum) 
MELHHHYFFILLSLAFVASHAANLSPEVYWKAKLPNAPMPRPIKDALHYFVAEVELKKLLQPWGVCLWYQPAAEGDLHKLCQPWGVGSWYQPVAEDYLKKLCQLPWGVALW
YQPAAEGDLHKLRQPWGVGFWYQPAGDGDLHKLRQPWGVGSWYQPVAQFDLHKIRQ 
 
>PHU09676.1 BURP domain-containing protein 3 (Capsicum chinense) 
MIRVMVRRSLNDPNINVKGAVALNHPQFVSSFEHRQRQSFVQFVTAVSSHCRVRPLPSRQRRCPSELAFVASHAANLSPEVYWKAKLPNAPMPRPIKDALHYFVAEVELKK
LRQPWGVCFWYQPAAEGDLHKLCQPWGVGSWYQPVAEDYLKKLCQLPWGVALWYQPAAEGDLHKLRQPWGVGFWYQPAADGDLHKLRQPWGVGSTRTFMVSMVGDDGTKVN
AVSVCHEDTASMNPKALPFQLLNVKPGDKPIHFG 
 
>XP_016188646.1 unknown seed protein USP (Arachis ipaensis) 
MEFRCAVAMLFCLAFAIGSHGRELIPDEDYWQAVWPNTPIPNTLKELLKPGAQDSEINDVPMKVDDTQYPKTFFFEHELFPGKKMNMQFSKIPFAQPYGVYTWGNVIKDLE
KESFTFEDACIREAGKGEDKYCAKSLSTLIGFAVSKLGKNIQPFSSSFLDKQSDYTIEGVHNLGDRAVMCHRLNFQSTVFYCHEIHGTTAYMVPMVAADGTRTRALAVCHH
DTSGMNAEVLYQMLKIKPGTETACHFLGNKAVMWVPNMAVNSVYNNANVAS 
 
>XP_015085736.1 PREDICTED: BURP domain-containing protein 17-like (Solanum pennellii) 
MELHHHQYYVFTLFSVIFVVSHAANLSPEVYWRVKFPNTPMPTPIKNALHINEKPAYNGDGNTKISQPWGVGAWYQAAPEDELHKIRQPFGVYRWYQAAPEDELHKIRQPW
GVFRWYQTAPENELHKVHQPWGVGSWYNDAAKKDLNDNHPVTPYFFETDLHQGKKMNLESLKNYNPAPILPRKVVDSIAFSSDKIEEILNHFSADKDSERAKDIKKTIKMC
EEPAGNGEVKHCATSLESMIDFTLSHLGTNKIIAISTQVEKETPEVQTYTIEKVEEKANGKGVVCHKVAYPYAVHFCHDVGSTRTFMVSMVGADGTKVNAVSVCHEDTASM
NPKALPFQLLNVKPGDKPICHFTLDDQIALFPSQNADLQVAEN 
 
>XP_019248232.1 PREDICTED: BURP domain-containing protein 3-like (Nicotiana attenuata) 
MSQPWGVYSWYQATEKDNLPRMNQPWGVYSWYNGATKKDINENHPVTPYFFETDLHQGKKMNLPSLKNHNPAPILPRKIADSIPFSSDKMEEILNHFSVDKDSEVAKMIKK
TIKMCEEPAGNGEKKYCATSLESMVDFATSHLGTNNIIALSTEVEKETPQVQIYTIEEVKEKANGKGVICHKIGYPYAVHFCHDVGSTRTFMVSMVGADGTKVNAVAECHE
DTSLMNPKALPFQLLNVKPGDKPICHFILDDQIALVIPSRDGTQVAEN 
 
>XP_015953961.1 unknown seed protein USP (Arachis duranensis) 
MEFRCAVAMLFCLAFAIGSRGRELIPDEDYWQAVWPNTPIPNTLKELLKPGAQDSEINDVPMKVDDTQYPKTFFFEHELFPGKKMNMKFSKIPFAQPYGVYTWGKVIKDLE
KESFTFEDACVREAGKGEDKYCAKSLSTLIGFAVSKLGKNIQPFSSSFLDKQTDYTIEGVHNLGDKAVMCHRLNFQSTVFYCHEIHGTTAYMVPMVAADGRRTQALAVCHH
DTSGMNAEVLYEMLKIKPGTETACHFLGNKAVMWVPNMAVNSVYNNANMAS 
 
>XP_015943734.1 unknown seed protein USP-like (Arachis duranensis) 
MEFRCAVAMLFCLAFAIGSRGRELIPDEDYWQAVWPNTPIPNTLKELLKPGAQDSEINDVPMKVDDTQYPKTFFFEHELFPGKKMNMKFSKIPFAQPYGVYTWGKVIKDLE
KESFTFEDACVREAGKNEDKYCAKSLSTLIGFAVSKLGKNIQPFSSSFLDKQTDYTIEGVHNLGDKAVMCHRLNFQSTVFYCHEIHGTTAYMVPMVAADGRRTQALAVCHH
DTSGMNAEVLYEMLKIKPGTETACHFLGNKAVMWVPNMAVNSVYNNANMAS 
 
>XP_015953954.1 unknown seed protein USP-like (Arachis duranensis) 
MIMRADSEINDVPMKVDDTQYPKTFFFEHELFPGKKMNMKFSKIPFAQPYGVYTWGKVIKDLEKESFTFEDACVREAGKGEDKYCAKSLSTLIGFAVSKLGKNIQPFSSSF
LDKQTDYTIEGVHNLGDKAVMCHRLNFQSTVFYCHEIHGTTAYMVPMVAADGRRTQALAVCHHDTSGMNAEVLYEMLKIKPGTETACHFLGNKAVMWVPNMAVNSVYNNAN
MAS 
 
>XP_021803298.1 BURP domain protein RD22-like isoform X1 (Prunus avium) 
MGFHLPLIFALLSLAAVALANHAAQPAPQLYWNSVLLNTQMPRAISELLHPGLYSTNEEKSTNIMNAVGNGKPTDLIPLGAGYGIQYDRLTDNELHYKNVTLYFFEKDIRP
GATMNFQFPRNSNTATFLPRKSAQSIPFSSNKLSEIFNHFSAKPTSVEAKTIKKTIEVCEAPGIKGEEKYCATSLESMVDFSTSKLRTRNVQAISTEVLEKGATMSMHKYT
TMPGLKKLAGDKVVVCHKQNYPYAVFYCHVIKPTAAYVLSLKGDDGVKVKAVAVCHLDTSEWNPKHLAFQILKVKPGTIPICHFLPTDHIIWVPNRKSG 
 



>XP_021803299.1 BURP domain protein RD22-like isoform X2 (Prunus avium) 
MGFHLPLIFALLSLAAVALANHAAQPAPQLYWNSVLLNTQMPRAISELLHPDSTNEEKSTNIMNAVGNGKPTDLIPLGAGYGIQYDRLTDNELHYKNVTLYFFEKDIRPGA
TMNFQFPRNSNTATFLPRKSAQSIPFSSNKLSEIFNHFSAKPTSVEAKTIKKTIEVCEAPGIKGEEKYCATSLESMVDFSTSKLRTRNVQAISTEVLEKGATMSMHKYTTM
PGLKKLAGDKVVVCHKQNYPYAVFYCHVIKPTAAYVLSLKGDDGVKVKAVAVCHLDTSEWNPKHLAFQILKVKPGTIPICHFLPTDHIIWVPNRKSG 
 
>XP_021814906.1 BURP domain protein RD22-like (Prunus avium) 
MGFHLPLIFALLSLAAVALANHAAQPAPQLYWNSVLPNTQMPRAISELLHPDSTNEEKSTNIMNAVGNGKQTDHKGKPENIPLANGIYYIRYDHPTDNYKNVAIFFLEKDM
RPGATMNFQFLRNSNKATFLPRESAQSIPFSSNKLSEIFNHFSVKPTSVEAKTIKQTIKECEAPGVKGEEKYCATSLESMVDFSTSKLRTRNVQAISTEVLEKGATMAMHK
YTTMPGLKKLAGDKVVVCHKQNYPYAVFYCHAIKPTAAYVLSLKGDDGVKVKAVAICHLDTSEWNPKHLAFQILKAKPGKIPICHFLPTDHIIWVPNRKSG 
 
>XP_021803319.1 BURP domain protein RD22-like isoform X2 (Prunus avium) 
MGFHLPLIFAFLSLAALALANHAAQPAPQLYWNSVLPNTQMPRAISELLHPDSTNEEKSTNIMNAVGNGKPTDHKVKPDDIFVQESRINYGGPSPSDKPDDIFLPATRIIY
GPPPSDNQLHYKNVAIFFLEKDMRPGATMNFQFPRNSNTATFLPRESAQSIPFSSNKLSEIFNHFSVKPTSVEAKTIKKTIEECEAPGIKGEEKYCATSLESMVDFSTSKL
RTRNVQAIPTEVLEKGATMSMHKYTTMPGLKKLAGDKVVVCHKQNYPYAVFFCHAIKQTAAYVLSLKGDDGEKVKAVTICHLDTSEWNPKHLAFQILKVKPGTIPICHFLP
TDQIVWVPNHKTA 
 
>XP_021800106.1 BURP domain protein RD22-like (Prunus avium) 
MGFHLPLIFALLSLAAVALANHAAQPAPQLYWNSVLPNTQMPRAISELLHPDPTKPIDHKGKPENTVLPELRVPFFYRVYDHPTDNQLHYKNVAIFFLEKDMRSGTTMNFQ
FPRNSNTATFLPRESAQSIPFSSNKLPEIFNHFSVKPTSVEAKTIKKTIEECEAPGIKGEEIYCATSLESMVDFSTSKLRTRNVQAISTEVLEKGATMSIHKYTTMPGLKK
LAGDKVVVCHKQNYPYAVFYCHAIKPTAAYVLSLKGDDGVKVKAVAICHLDTSEWNPKHLAFQILKVKPGTIPICHFLPIDHIVWVPNHKTA 
 
>XP_021803318.1 BURP domain protein RD22-like isoform X1 (Prunus avium) 
MGFHLPLIFAFLSLAALALANHAAQPAPQLYWNSVLPNTQMPRAISELLHPGLYSTNEEKSTNIMNAVGNGKPTDHKVKPDDIFVQESRINYGGPSPSDKPDDIFLPATRI
IYGPPPSDNQLHYKNVAIFFLEKDMRPGATMNFQFPRNSNTATFLPRESAQSIPFSSNKLSEIFNHFSVKPTSVEAKTIKKTIEECEAPGIKGEEKYCATSLESMVDFSTS
KLRTRNVQAIPTEVLEKGATMSMHKYTTMPGLKKLAGDKVVVCHKQNYPYAVFFCHAIKQTAAYVLSLKGDDGEKVKAVTICHLDTSEWNPKHLAFQILKVKPGTIPICHF
LPTDQIVWVPNHKTA 
 
>XP_021802039.1 BURP domain protein RD22-like (Prunus avium) 
MEFHLPLIFALLSLAAVALANHAAQPAPQLYWNSVLPNTQMPRAISELLHPDSTNEEKSTNTMNAVGNGKPTDHKGKPEIIPLRLQKYGKHYGSSADNPLHYKNVTIYFFM
KDMRPGATMNFQFPRNSNTATFLPRESAQSIPFSSNKLSEIFNHFSMKPTSVEAKTIKETIEECEAPGIKGEEQYCPTSLESMVDFSISKLRTRNVQAISTEVLEKGATMS
MHKYTIMPGLKKLAGDKVVVCHKQNYPYAVFYCHAIKPTAAYVLSLKGDDGVKVKLVAVCHLDTSEWNPNHLSFQILKVKPGTIPICHFLPTDHIVWVPNHKSA 
 
>Peaxi162Scf00799g00412.1 BURP domain-containing protein (Petunia axillaris) 
MKSQLLYSLTIFWLAFVASHAAISPEIYWKVKLPNTPIPKVIKDFLPLAVNEVPELKQDKLASKEKVFSGLQQPYGVFAWHRAATEDELHELQKDNAASKKKVFSGLQQPY
GVFAWHRAATEDELHELQKHSTGSMEKVYYGLHQPYGVFAWHRAATEDELHEMQKDNTGSMEKVYYGLHQPFGVFAWHRAATGDEVRELKKQSPSINHVTAMNELQQLTER
SNAKNDLNDKFLYKPYFLEEALEKGKIINFPSLKNKNEAPFLSRQFVESIPFSSQKIPEILKYLSIDSSSSKDAQKIEETIKLCEKPEIKHKEKKRCATSLESMVDFSISV
LGTNNIKALTTEVAGETQMMQKYTIEEVQQVAEGDNMVCHKLSYAYAVHYCHVGGATKTYMVSMVGADGTKVKAVSVCHKDTSFWNPKGLPFVVLKVKPGTTPICHFLQDD
QIVFVPAKEATKISDN 
 
>Peinf101Scf00928g10015.1 BURP domain-containing protein (Petunia inflata) 
MELHHYFFFTFLSLAFVASGHAANLSPEVYWKVKLPNTPMPRPIKDALQYSVAGRGWYQPATKGDLKKLRLPFGVDGRGWYQPATEGDLKKLRQPYGPFGWLYAANEGDLQ
PKLFNSATEKDINENHLVTPYFFETDLHQGKKMNIPSLKNYNPAPILPGKVADSIPFSSDKIEEILNHFSIDEDSEFANMVKKTIKMCEGPAGNGEKKYCATSLESMVDFT
TSHLGTNKILAISTEVEKETPKVQTYTIEEVMEKAYGKGVICHKVAYPYAVHFCHDVGSTRTFMVSMVGADGTKVNAVSVCHEDTATMNPKALPFQLLNVKPGDKPICHFT
LDDQVALVTQFK 
 
>Peinf101Scf00928g11001.1 BURP domain-containing protein (Petunia inflata) 
MPQPFGDYVWFQPANEGDLQKLRQPFGAAKKEINENHLVTPYFFETDLHQGKKMNIPSLRSYNHAPILPRKVADSIPFSSDKIEEILNHFSIDKDSEFANMVKKTIKMCEG
PAGNGEKKYCATSLESMVDFTTSHLGTNKILAISTEVEKDTPEVQTYTIEEVKEKANGKGVICHKESYPYAVHFCHDVGSTRTFMVSMVGADGTKVNAVSVCHEDTATMNP
KALPFQLLNVKPGDKPICHFTLDDQVALVPSQDAVQAA 
 
>Peinf101Scf01794g12009.1 BURP domain-containing protein (Petunia inflata) 
MKSQLLYSLTIFWLAFVASHAAISPEIYWKVKLPNTPMPKVIKDFLPLAVNEVPELKQDKLASKEKVFSGLQQPYGVFGWHRAATEDELHELQKDNTASKEKVFSGLQPPY
GLFGWHRAATEDELHELQKDNTASKEKVFSGLQPPYGLFGWHRAATEDELHELQKDNTASKEKVFSGLQPPYGLFGWHRAATEDELHELQKDNTASKEKVFSGLQQPYGVF
GWHRAATEDELHELQKDNTASKEKVYYGLHQPFGVFGWHRAATEDELHELQKDNTASKEKVFSGLQPPYGLFGWHRAATEDELHELQKDNTASKEKVYYGLHQPFGVFVWH
RAATGNEVRELKKQSPSINHVTSMNELQQPTERSNAKNDLNDNFLYKPYFLEEGLEKGKIINFPSLKNKNEAPFLSRQFVESIPFSSQKIPEILKYFSIDSSSSKDAQKIE
ETIKLCEKPEIKHKEKKKCATSLESMVDFSISVLGTNNIQAITTEVAGETQMMQKYTIEEVQQVAEGDNMVCHKLSYAYAVHYCHVGGSTKTYMVSMVGADGTKVKAVSVC
HKDTSFWNPKGLPFVVLKVKPGTTPICHFLQDDQIVFVPAKGATKISDN 
 
>Sopim08g068140 Unknown Protein (AHRD V1); contains Interpro domain(s)  IPR004873  BURP (Solanum 
pimpinellifolium) 
MELYHNQYYVFTIFSVIFVVSHAANLSPEVYWRVKFPNTPMPTPIKDALHINEKPAYNGDGNTKISQPWGVGAWYKAAPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPW
GVGAWYKAAPEDELHKIRQPWGVGAWYKVAPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPWGVGAWY
KAAPEDELHKIRQPWGVGAWYKAVPEDELHKIRQPWGVGAWYKAVPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPWGVGAWYKAAPEDELHKIRQPWGVYRWYQAAPED
ELHKIRQPYGVYRWYQAAPEDELHKIRQPYGVYRWYQAAPEDELHKIRQPYGVYSWYQAAPEDELHKIRQPYGVYSWYQAAPENELHKVHQPWGVGSWYNDAAKKDLNDNH
PVTPYFFETDLHQGKKMNLESLKNYNPAPILPRKVVDSIAFSSDKI 
>Sopim08g068130 BURP domain-containing protein (Fragment) (AHRD V1 **-- Q94IC5_9ROSI); contains Interpro 
domain(s)  IPR004873  BURP (Solanum pimpinellifolium) 
MCEEPAGNGEVKHCATSLESMIDFTLSHLGTNKIIAISTEVEKETPEVQTYTIEKVEEKANGKGVVCHKVAYPYAVHFCHDVGSTRTFMVSMVGADGTKVNAVSVCHEDTA
SMNPKALPFQLLNVKPGDKPICHFTLDDQIALFPSQNTDLQVAEN 
 
>Sme2.5_05808.1_g00001.1 /partial (Solanum melongena) 
KTAYNGDKNTKISQPWGVNSWYQAAPENDLHKVRQPWGVLRWYHDAPENELHKLRQPWGVGSWYQAAPENELHKVRQPWGVGSWYHDAPENELHKLRQPWGVGSWYNDVAK
KDQHENHLVTPYFFETDLHQGKAMNLLSLKNYNPAPILPRKVVDSIFFSSDKIEEILSHFSADKDSELAEMIKKTIKMCEDPAGNGEVKHCATSLESMLDFTVSHLGTNNI
IAISTEVEKETPEVQTYTIEKVEEKANGKGVICHKVAYPYAVHFCHDVGSTRTFMVSMVGADGTKVNAVSVCHEDTASMNPRALPFQLLNVKPGGKPICHFIFDDQIALFP
SQNVLLQVAKN 
 
>Sme2.5_02115.1_g00002.1 unnamed protein product (Solanum melongena) 



MCDVYTSQLVLVASQAANLSPEVYWKVKLPNTPMPKPIKDALHISEKTAYNGDKSTKISQPWGVGSWYQAAPENDLHKVRQPWGVLGWYHDAPENELHKLRQPWGVGSWYQ
AALGNELHKLRQPWGVGSWYHDAPENELHKLRQPWGVGSWYQAAPENELYKVRQPWGVLGWSHVPLRMSFTNCANRGEWAHDLHQGKAMNLLSLKNYNPAPILPRKVVDSI
FFSSDKIEEILSHFSADKDSERAEMIKKTIKMCEDPAGNGEVKHCATSLESMLDFTVSHLGTNNIIAISTEVEKETPEVQTYTIEKVEEKANGKGVVCHKVAYPYSVHFCH
DVGSTRTFMVSMVGADGTKVNAVSVCHEDTAPMNPKALPFQLLNVKPGDKPICHFTLDDQIALFPSPNVPLQVTKN 
 
>Sme2.5_03183.1_g00006.1 unnamed protein product (Solanum melongena) 
MVSPHSNPPVTHLVVHREKRALHISLPIQSIAYFIADPGHCILHCRKAHLSCITETRCEDIYFLVVKRPIYHASRLSYSQKELPDRSKKAEIQAEMGRSLLDGSLAKVLMG
LASPKRRNQDRIVAQYVLAIHVPKDRHYYRPMRELIILHHGKFRTANLSPEVYWKVTLPNTPMPKPIKDALHISEKLKPEDELDKLRQWGVYARYDGVPKSELRKLHQPYG
VYTWYRGAAEDPVYARYHDASENELHKVHQPSLKDHKENHLVMPYFFETHLHQGKQLNLLSLKNNNPAPFLPRKIVDSIPFSSDKIEEIFSYFSVDKDSKPAEMIGKTIKL
CEGPAGNGEVKYCATSLESMIEFTLSHVGTNNIIAISTEVEKETPEVQTYTIEKVEEKANGKGVICHKVAYPYAVHYCHDVGSTRVFMVSMVGADGTKVNGVSVCHEDTTP
MNPEALPFQLLNVKPGEKPICHFTLDDQIVLFPSPNVLLQVTDN 

 


