
 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Figure 1.  IFNγ does not significantly induce NO production in horse BMDM.  Horse BMDM were 
stimulated with LPS at 0, 7, and 24 hr with or without IFNγ treatment.  Nitrite concentration was measured by Griess 
assay.  T-test was performed between LPS and LPS + IFNγ treatment at each timepoint, however differences were not 
statistically significant.  Error bars represent the SD of the mean of triplicates. 



 

 

Human SLC7A2    GA---AAATTAACAGGCTTTCACATTGTGACTT-AATCTTATCAGAGACTCCTAAAGTAAACAATAGCGCAGTAGGAGAA 

Rat Slc7a2      TAGAAAAATAAA--GAGTTTCACATTGTGACTTTAATCTTATCAGAGACTCCAAAAGCAAGCAATAGCACAGAACGAGAA 

Mouse Slc7a2    TA---AAATCAA--GAGTTTCACATTGTGACTTTAATCTTATCAGAGACTTCTAAAGCAA---ATAGCACAGAATGAAAA 

Pig SLC7A2      TA---AAATTAACAGAGTTTCATATTGTGTCTTTAATCTTATCAGAGACTCCTAAAGTAAACAATAGCGCAGTATGAGAA 

                 *   **** **  *  ***** ****** *** **************** * **** **   ***** *** * ** ** 

 

Human SLC7A2    ACCCTGATTGTGTAACTTCTGCTCTTGCTCCCCTGGAAATA----ATGTCATTTCCTA--TAAACCCACCCCCAAACAAT 

Rat Slc7a2      AGCTCGATTGTGTAACTTCTGTTTTTGCTGGCTAGGAAATACCAAGTATCCTTTTCTT-AAAAACCCACCTCCAAATAAC 

Mouse Slc7a2    ACCTCGATTGTGTAACTTCTGTTTTTGCTGGCTATGAAATACCAAGTATCCGTTTCTTTAAAAACCCACTTCCAAATAAC 

Pig SLC7A2      AACTTGGTTGTGTAACTCTTG--------------GAAATAGCAAATGTCGCTTTCTT--ATAGCTCGCCTCTAAGTCAT 

                * *  * **********  **              ******     * **  ** **     * * * *  * **   *  

 

Human SLC7A2    CGTGACTACGTATTCATACCACTGGAGTCTTCCAAAATAGCAACTGCACATTA-------------------TTTATCAA 

Rat Slc7a2      CGTGACTGCCTGCCTGCCTATTCACAAGTCT-----GAAGTCCTCGAGTTTTGCTTTCACTAT------GATTTCATTAC 

Mouse Slc7a2    CATGACTATG-ACCTGCCTATTCACGAGTCT-----GGAATCTTCAAGTTTTG-----------------ATTTCATTAC 

Pig SLC7A2      CAGGTCTACCTGTTCACTTCACTGGGACTTTCCAA-ATAGCAACTAAATATTGCAATAAACGGTTTACAGGTTTTATTGG 

                *  * **                       *       *           **                    ** **    

 

Human SLC7A2    CGTTTAGTTTGCATTT-GACAAAGCACATCCACCTGGGCTTCCATTTATCATTGCTATTATTATATTTTATTATTATTTT 

Rat Slc7a2      AGAAAGTGATACTTTT-GACAAAGCACATCTATCTAGGCTTCT--------AGTTTATTATAATCATATACTACTATTTT 

Mouse Slc7a2    AGAACGTGATACTTTTTAACAAAGCTCATCTATCTGGGCTTCT--------AGTTTATTATGATCATATACTACTATTTT 

Pig SLC7A2      TGAAA-TAATACTATTTGACAAAGCACTCCCATCTGGGTTCTTTTATCACGAGGTCGTTGTTATATTTTACTATTATTTT 

                 *       * *  **  ******* *  * * ** ** *                 ** * **  * ** ** ****** 

 

Human SLC7A2    CTTATTTCCAAAATCT--TTGTAGAATGGAAAGTAAACGGGGGGAC---------------------CAAAACCCCACTT 

Rat Slc7a2      TATGTTCCCAATTCTCAATGAGAGAGT----------------GAGGGAAAGAGGGAGGGAGAGGAACAAAATCTTGCTT 

Mouse Slc7a2    TATGTTCCCAATTCTCAATGAGAGAGGGAGAGAAAGAGGGAGGGAGGGAGAGAGGGAAGAAGAGGAAAAGAATCCTGCTT 

Pig SLC7A2      CTTATTTACAAATTCC--TCGCAGACTAAAACCTAAATCAAGTCAG------------------GGACAAAATCCCACCT 

                  * **  ***       *   ***         * *    *  *                       * ** *   * * 

 

Human SLC7A2    A---GAACTCTGCTTAGAAGATTCGGAAATGCCCTTG---------------AGGTTTGGTCCTCCCAGGAGAGCACGAA 

Rat Slc7a2      AGAAGAAACCT-CAGAAATGCCCTGCCCCCACCCCCCCACACACACACATTGAGATTGGGTTCTGCCAAGAGA-----GC 

Mouse Slc7a2    AGAAGAAACCT-CAGAAATGTCCCCCACCCCACCCCC---------------AGATTGGGTTCTGCCAAGGAAAAGGGGC 

Pig SLC7A2      GAAGGAACTCTGCTTAGAAGCCTCGGAGATGGCCCTG---------------AGTTTGGGTCCT-CCATGGAAGGCAAGA 

                       ***  ** *  * * *            **                  ** ** *** ** *** *  *        

 

Human SLC7A2    GTTTATCCTCGCGCGCAG-----CCTCTCTTCCCCGGCCCGCGCCCACCG-----------------GCCTAGCCCGGGG 

Rat Slc7a2      GTTTTCCCTCTGCCAAG------CCCTGCGTCTCGGACCCACGCCCACCC---------ACCTACCCACCCAGC---GAG 

Mouse Slc7a2    ATTTCCCCTCTGCCAAA------CCCTGCGTCTCCGACCCACGCCCACCC---------ACC-------CCAGC---GGG 

Pig SLC7A2      ATTCACCCTCCGCTGGGTGTGCCCTCCTCCCGCCCGACCTGCCCCCACTGCTCTCCGGAGCCCACCCGCCCAGCCCCAGG 

                 **   ****             *    *    * * **  * *****                     * ***     * 

 

Human SLC7A2    CTAGCGCCCGC-CCACGTGTGCTCGGCTCCAGGCA--AACCCCG---------CTGAGCAGCGGCCGCACACCGCCCACC 

Rat Slc7a2      CAAGCTTGTAA-CCACGTGTGCCTACACCCTGGCCCTGACCCTA------CAGAGGCGCGGAG-CTAGACACCGCCTTCC 

Mouse Slc7a2    CAAGCGTGTAATCCACGTGCGCGCGCGCCCTGATCCTGACCCTGACCTTTCAGAAGCTTGGAG-TTAGACACCGCCTTCC 

Pig SLC7A2      CAAGCGCACGC-CCACGTGTGCCACCGCTCGGGGAGGGAGACTGAAC---TAGCGGCGTTGCGACCGGACGCCGCCTACC 

                * ***       ******* **       * *      *  *             *    * *     ** *****  ** 

 

Human SLC7A2    CCGGGGATTGGTCAGCGCGGCCG--GGGCCCGGCGGGAGGCGGGCTC-GGGGTCGCGTTCCGGGAGCGCGGAGGAGGCGG 

Rat Slc7a2      T-GGAATCT---CAGCGTGCCTG--------GAGGGGACGAGCGCTCCAGGAGGGGGTCGCGAGCGCGAGGGAGGGGCGG 

Mouse Slc7a2    T-GGAGTCT---CTGCGCGCCCGCCCGCCGAGCCGTGACAAACGCTCCAGGCGAGGGTCGCGAGCACGAGGGAGGGGCGG 

Pig SLC7A2      C-CAGGATTGGCCGGCGCGGTGG--------GGCGGGAGGCGGGCTCGGGTGGGGGGGTCTGAGAGCGCGGGAGAGAGAA 

                        *   * *** *   *        *  * **     ****  *    * *    * *  ** **  * *     

 

Human SLC7A2    TGCCGCCC---------------GGCCCCGC-GCCCCGCCC---------CCGCCCCGG-GTGGCTACACAGAGGG---- 

Rat Slc7a2      AACGGCCCTGCCCTCGAGGCCCCGCCCTCGCGGCCCCGCCC---TTCGCCCCGCCCCTCCGCTTCTACTCAGAGGGTTGC 

Mouse Slc7a2    GACGGCCC------------CCGCCCCTCGCTGCCCCGCCCCACTCCGCCCCGCCCCTCCGCCTCTACTCAGAGGG---- 

Pig SLC7A2      GGGGGGCG----------GTTCCACCCGGGCAGCCCCGCCC--------CCGGCGCGGCTACACCAGCT----------- 

                    * *                  **  ** *********         * ** *        *  *             

 

Human SLC7A2    ----GCGCCCACGTGCCCAGCCC  

Rat Slc7a2      CCACGTGCCCACGTGCCCAGCCC  

Mouse Slc7a2    ----GTGCCCACGTGCCCAGCCC   

Pig SLC7A2      ----GCGCCCACGTGCCCAGTCC   

                    * ************** **  

 

Supplementary Figure 2. Alignment of proximal promoters of SLC7A2 in multiple species. Promoter sequences were downloaded from 
ENSEMBL. The last base corresponds to the peak of transcription initiation for the gene in mouse and human based upon the data from 
the FANTOM Consortium (Ref 10) on the Zenbu browser (http://fantom.gsc.riken.jp/zenbu/. ). Red highlight indicates the purine-rich element 
highlighted in Ref 31, which is not conserved in rat. However, note that both species have at least two candidate PU.1 sites containing the 
GGAA core (underlined). 
 
 
 



 

S
u

p
p

le
m

e
n

ta
ry

 T
a
b

le
 1

. S
o
u

rc
e
 o

f re
fe

re
n

c
e
 tra

n
s
c
rip

ts
 fo

r R
N

A
-s

e
q

 p
ro

c
e
s
s
in

g
.

C
a
ttle

 (B
o
s
 ta

u
ru

s
)

U
M

D
 3

.1
E

n
s
e
m

b
l (v

e
rs

io
n
 8

3
)

[1
] p

ro
te

in
-c

o
d
in

g
, p

s
e
u
d
o

g
e
n
e
 a

n
d
 p

ro
c
e
s
s
e
d
 p

s
e
u
d
o

g
e
n
e
 tra

n
s
c
rip

ts
 d

o
w

n
lo

a
d
e
d
 fro

m
: ftp

://ftp
.e

n
s
e
m

b
l.o

rg
/p

u
b
/re

le
a
s
e
-

8
3
/fa

s
ta

/b
o

s
_
ta

u
ru

s
/c

d
n
a
/B

o
s
_
ta

u
ru

s
.U

M
D

3
.1

.c
d
n
a
.a

ll.fa
.g

z
, [2

] n
o

n
-p

ro
te

in
 c

o
d
in

g
 tra

n
s
c
rip

ts
 o

b
ta

in
e
d
 fro

m
 E

n
s
e
m

b
l B

io
M

a
rt, filte

re
d
 b

y
 ty

p
e
: 

lin
c
R

N
A

, m
iR

N
A

, m
is

c
_
R

N
A

, M
t_

rR
N

A
, M

t_
tR

N
A

, rR
N

A
, s

n
o

R
N

A
, s

n
R

N
A

2
6
,7

4
0

5
,0

5
0

1
1
,9

4
0

5
9
.7

2
1
1
,2

7
6

5
6
.4

G
o

a
t (C

a
p
ra

 h
irc

u
s

)
A

R
S

1
N

C
B

I
ftp

://ftp
.n

c
b
i.n

lm
.n

ih
.g

o
v
/g

e
n
o

m
e
s
/a

ll/G
C

F
/0

0
1
/7

0
4
/4

1
5
/G

C
F

_
0
0
1
7
0
4
4
1
5
.1

_
A

R
S

1
/G

C
F

_
0
0
1
7
0
4
4
1
5
.1

_
A

R
S

1
_
rn

a
.fn

a
.g

z
4
7
,1

9
3

9
6
4

1
1
,8

7
5

6
2
.9

6
1
1
,6

6
2

6
1
.8

3

H
o

rs
e
 (E

q
u
u
s
 c

a
b
a
llu

s
)

E
q
u
C

a
b
 2

.0
E

n
s
e
m

b
l (v

e
rs

io
n
 8

5
)

[1
] p

ro
te

in
-c

o
d
in

g
, p

s
e
u
d
o

g
e
n
e
 a

n
d
 p

ro
c
e
s
s
e
d
 p

s
e
u
d
o

g
e
n
e
 tra

n
s
c
rip

ts
 d

o
w

n
lo

a
d
e
d
 fro

m
: ftp

://ftp
.e

n
s
e
m

b
l.o

rg
/p

u
b
/re

le
a
s
e
-

8
5
/fa

s
ta

/e
q
u
u
s
_
c
a
b
a
llu

s
/c

d
n
a
/E

q
u
u
s
_
c
a
b
a
llu

s
.E

q
u
C

a
b
2
.c

d
n
a
.a

ll.fa
.g

z
, [2

] n
o

n
-p

ro
te

in
 c

o
d
in

g
 tra

n
s
c
rip

ts
 o

b
ta

in
e
d
 fro

m
 E

n
s
e
m

b
l B

io
M

a
rt, filte

re
d
 b

y
 

ty
p
e
: lin

c
R

N
A

, m
iR

N
A

, m
is

c
_
R

N
A

, M
t_

rR
N

A
, M

t_
tR

N
A

, rR
N

A
, s

n
o

R
N

A
, s

n
R

N
A

2
9
,1

9
6

4
,3

5
0

1
1
,6

2
2

5
6
.8

3
1
1
,3

0
4

5
5
.2

8

P
ig

 (S
u
s
 s

c
ro

fa
)

S
s
c
ro

fa
 1

1
.1

E
n
s
e
m

b
l (v

e
rs

io
n
 9

0
)

[1
] p

ro
te

in
-c

o
d
in

g
, p

s
e
u
d
o

g
e
n
e
 a

n
d
 p

ro
c
e
s
s
e
d
 p

s
e
u
d
o

g
e
n
e
 tra

n
s
c
rip

ts
 d

o
w

n
lo

a
d
e
d
 fro

m
: ftp

://ftp
.e

n
s
e
m

b
l.o

rg
/p

u
b
/re

le
a
s
e
-

9
0
/fa

s
ta

/s
u
s
_
s
c
ro

fa
/c

d
n
a
/S

u
s
_
s
c
ro

fa
.S

s
c
ro

fa
1
1
.1

.c
d
n
a
.a

ll.fa
.g

z
, [2

] n
o

n
-p

ro
te

in
 c

o
d
in

g
 tra

n
s
c
rip

ts
 o

b
ta

in
e
d
 fro

m
 E

n
s
e
m

b
l B

io
M

a
rt, filte

re
d
 b

y
 ty

p
e
: 

IG
_
C

_
g
e
n
e
, IG

_
V

_
g
e
n
e
, lin

c
R

N
A

, m
iR

N
A

, m
is

c
_
R

N
A

, M
t_

rR
N

A
, M

t_
tR

N
A

, rib
o

z
y
m

e
, rR

N
A

, s
c
a
R

N
A

, s
n
o

R
N

A
, s

n
R

N
A

, s
R

N
A

, T
R

_
J
_
g
e
n
e
, 

T
R

_
V

_
g
e
n
e

4
9
,4

3
6

8
,8

8
1

1
2
,7

3
2

5
6
.9

9
1
2
,3

1
6

5
5
.1

2

R
a
t (R

a
ttu

s
 n

o
rv

e
g
ic

u
s

)
R

n
o

r 6
.0

E
n
s
e
m

b
l (v

e
rs

io
n
 8

8
)

[1
] p

ro
te

in
-c

o
d
in

g
, p

s
e
u
d
o

g
e
n
e
 a

n
d
 p

ro
c
e
s
s
e
d
 p

s
e
u
d
o

g
e
n
e
 tra

n
s
c
rip

ts
 d

o
w

n
lo

a
d
e
d
 fro

m
: ftp

://ftp
.e

n
s
e
m

b
l.o

rg
/p

u
b
/re

le
a
s
e
-

8
8
/fa

s
ta

/ra
ttu

s
_
n
o

rv
e
g
ic

u
s
/c

d
n
a
/R

a
ttu

s
_
n
o

rv
e
g
ic

u
s
.R

n
o

r_
6
.0

.c
d
n
a
.a

ll.fa
.g

z
, [2

] n
o

n
-p

ro
te

in
 c

o
d
in

g
 tra

n
s
c
rip

ts
 d

o
w

n
lo

a
d
e
d
 fro

m
 

ftp
://ftp

.e
n
s
e
m

b
l.o

rg
/p

u
b
/re

le
a
s
e
-8

8
/fa

s
ta

/ra
ttu

s
_
n
o

rv
e
g
ic

u
s
/c

d
n
a
/R

a
ttu

s
_
n
o

rv
e
g
ic

u
s
.R

n
o

r_
6
.0

.c
d
n
a
.a

ll.fa
.g

z
4
7
,1

0
6

1
3
,1

6
2

1
1
,8

4
3

5
3
.2

3
1
1
,5

6
8

5
1
.9

9

S
h
e
e
p
 (O

v
is

 a
rie

s
)

O
a
r 3

.1
E

n
s
e
m

b
l

[1
] p

ro
te

in
-c

o
d
in

g
, p

s
e
u
d
o

g
e
n
e
 a

n
d
 p

ro
c
e
s
s
e
d
 p

s
e
u
d
o

g
e
n
e
 tra

n
s
c
rip

ts
 d

o
w

n
lo

a
d
e
d
 fro

m
: ftp

://ftp
.e

n
s
e
m

b
l.o

rg
/p

u
b
/re

le
a
s
e
-

8
3
/fa

s
ta

/o
v
is

_
a
rie

s
/c

d
n
a
/O

v
is

_
a
rie

s
.O

a
r_

v
3
.1

.c
d
n
a
.a

ll.fa
.g

z
, [2

] n
o

n
-p

ro
te

in
 c

o
d
in

g
 tra

n
s
c
rip

ts
 o

b
ta

in
e
d
 fro

m
 E

n
s
e
m

b
l B

io
M

a
rt, filte

re
d
 b

y
 ty

p
e
: 

lin
c
R

N
A

, m
iR

N
A

, m
is

c
_
R

N
A

, M
t_

rR
N

A
, M

t_
tR

N
A

, rR
N

A
, s

n
o

R
N

A
, s

n
R

N
A

2
9
,1

1
8

1
9
3

1
2
,4

0
9

5
9
.3

1
1
2
,2

2
2

5
8
.4

2

W
a
te

r b
u
ffa

lo
 (B

u
b
a
lu

s
 b

u
b
a
lis

)
U

M
D

 C
A

S
P

U
R

 W
B

 2
.0

N
C

B
I

ftp
://ftp

.n
c
b
i.n

lm
.n

ih
.g

o
v
/g

e
n
o

m
e
s
/a

ll/G
C

F
_
0
0
0
4
7
1
7
2
5
.1

_
U

M
D

_
C

A
S

P
U

R
_
W

B
_
2
.0

/G
C

F
_
0
0
0
4
7
1
7
2
5
.1

_
U

M
D

_
C

A
S

P
U

R
_
W

B
_
2
.0

_
rn

a
.fn

a
.g

z
4
5
,5

0
2

9
9

1
0
,6

5
9

5
3
.1

7
9
,8

7
9

4
9
.2

8

* n
o

te
 th

a
t B

M
D

M
 d

a
ta

 fo
r th

e
 s

h
e
e
p
, w

a
te

r b
u
ffa

lo
 a

n
d
 g

o
a
t a

re
 d

e
riv

e
d
 fro

m
 la

rg
e
-s

c
a
le

 e
xp

re
s
s
io

n
 a

tla
s
e
s
 fo

r e
a
c
h
 s

p
e
c
ie

s
, e

a
c
h
 c

o
m

p
ris

in
g
 h

u
n
d
re

d
s
 (g

o
a
t) o

r th
o

u
s
a
n
d
s
 (s

h
e
e
p
, w

a
te

r b
u
ffa

lo
) o

f lib
ra

rie
s
 s

p
a
n
n
in

g
 m

u
ltip

le
 tis

s
u
e
s
 a

n
d
 c

e
ll ty

p
e
s
. F

o
r th

e
s
e
 s

p
e
c
ie

s
, th

e
re

fo
re

, th
e
re

 a
re

 fe
w

 tra
n
s
c
rip

ts
 u

n
d
e
te

c
te

d
 in

 e
v
e
ry

 lib
ra

ry
 o

f th
e
ir re

s
p
e
c
tiv

e
 a

tla
s
.

N
o

. o
f tra

n
s
c
rip

ts
 n

o
t 

d
e
te

c
ta

b
ly

 e
xp

re
s
s
e
d
 

(T
P

M
 >

 1
) in

 a
n
y
 lib

ra
ry

 

a
fte

r th
e
 firs

t ro
u
n
d
 o

f 

q
u
a
n
tific

a
tio

n
 w

ith
 

K
a
llis

to
 *

S
p
e
c
ie

s
G

e
n
o

m
e
 v

e
rs

io
n

S
o

u
rc

e
U

R
L
s

N
o

. o
f tra

n
s
c
rip

ts
 u

s
e
d
 

a
s
 in

p
u
t fo

r th
e
 'firs

t 

p
a
s
s
' K

a
llis

to
 in

d
e
x

A
fte

r th
e
 s

e
c
o

n
d
 ro

u
n
d
 o

f q
u
a
n
tific

a
tio

n
 w

ith
 K

a
llis

to

A
v
g
. n

o
. o

f p
ro

te
in

-

c
o

d
in

g
 g

e
n
e
s
 

e
xp

re
s
s
e
d
 (T

P
M

 >
 1

) 

in
 B

M
D

M
s
 0

 h
r p

o
s
t-

L
P

S

%
 o

f p
ro

te
in

-c
o

d
in

g
 

g
e
n
e
s
 e

xp
re

s
s
e
d
 

(T
P

M
 >

 1
) in

 

B
M

D
M

s
 0

 h
r p

o
s
t-

L
P

S

A
v
g
. n

o
. o

f p
ro

te
in

-

c
o

d
in

g
 g

e
n
e
s
 

e
xp

re
s
s
e
d
 (T

P
M

 >
 

1
) in

 B
M

D
M

s
 7

 h
r 

p
o

s
t-L

P
S

%
 o

f p
ro

te
in

-c
o

d
in

g
 

g
e
n
e
s
 e

xp
re

s
s
e
d
 

(T
P

M
 >

 1
) in

 

B
M

D
M

s
 7

 h
r p

o
s
t-

L
P

S


