
Figure S1. Likelihood plots showing number of clusters present in STRUCTURE analysis of 

15 populations genotyped using 10 microsatellite loci, informed by median of means 

(MedMeaK), maximum of means (MaxMeaK), median of medians (MedMeaK) and maximum 

of medians (MaxMedK) implemented in STRUCTURESELECTOR.  

 

 

 

 

 

 


