R T T e T T T T T T
& 5 6 6 6 6o © 6553535355 5 5 5 S
< < << < (U] (U] o Q) L) << < << < < (@] (L) U] (U] o
= =z = = = = = = = = = = =
< < < <C >= > > > > < <C < < < > > > >= > 1
AMA.GV.1|0.95/0.95 0.96 0.95 0.96/0.95/0.95 0.96 0.95 0.86 0.79 0.81/0.810.84 0.83 0.84 0.87/0.850.79

AMA.GV.2 /0.95/0.95 0.95 0.95/0.96 0.95 0.96 0.95 0.86 0.81 0.81/0.83/0.85/0.83 0.84 0.88/0.86 0.81

AMA.GV.3 0.95 0.96 0.95/0.95/0.94 0.95 0.95 0.86 0.79 0.82 0.83 0.85/0.83 0.84 0.87 0.86 0.8 o
AMA.GV.4 0.960.96 0.96 0.95 0.95 0.95 0.86| 0.8 0.82 0.84/0.86 0.84 0.85 0.88 0.86 0.81 —
AMA.GV.5 0.96 0.950.950.95 0.95 0.85 0.78 0.8 |0.81/0.85 0.82 0.83 0.87 0.85/0.79
YNG.GV.1|0.95 0.95 0.96 0.95 0.85 0.78 0.8 0.82 0.84 0.84 0.83 0.87 0.85 0.79 0.92
YNG.GV.2 |0.95/0.96 0.95 0.86 0.8 0.81/0.83/0.85/0.83 0.86 0.88 0.86 0.81
YNG.GV.3 0.95 0.94 0.87 0.81 0.83/0.83/0.86 0.84 0.85 0.91 0.87 0.82 0.9
YNG.GV.4 0.950.850.79 0.8 0.82/0.84/0.82/0.83 0.87 0.87| 0.8
YNG.GV.5 0.86 0.8 0.81 0.83/0.850.83/0.85 0.88 0.86 0.82 0.88
AMAMILT 0.93 0.95 0.94/0.95 0.94 0.95 0.95 0.95 0.94
AMA.MIL.2 0.94 0.94/0.92 0.93 0.94 0.92 0.93 0.94 0.85
AMA.MII.3 0.95/0.94 0.95 0.95 0.94 0.94 0.95
AMA.MII.4 0.94 0.94 0.95 0.93 0.94/0.95 0.82
AMA.MIL5 |0.94 0.95 0.94 0.94/0.93
YNG.MIL1 0.94 0.94 0.94/0.94 08
YNG.MI.2 0.95 0.95 0.95
YNG.MIL.3 0.950.93 0re
YNG.MII4 0.94
0.75

Supplementary Figure S| Spearman correlations of RPKM for expressed genes across all human oocyte samples; germinal vesicle (GV); meta-
phase Il (MIl); young (YNG); advanced maternal age (AMA). Numbers specify replicate number of the respective sample type.



