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Functional annotations

PTK2-Y576
BCL2-T69

EIF4EBP1-T70
AURKA-S342

PPP1CA-T320
ITGB3-Y785

ADRBK1-S29
RACGAP1-S387

PLCG1-Y783
EZR-T567

MAP3K7-T184
CHEK2-T68
STK4-T183

EGFR-Y869
PRKD1-Y463

KDR-Y951
BRAF-S602

TP53-T18
CASP9-S196

RPS6KA1-T359/S363
RPS6KA1-S380

MAPK14-T180
LAT-Y191
KIT-Y936

AKT1-Y326
FLNA-S2152

SMAD2-S250
PECAM1-Y713

RELB-S573
PLK1-T210

GSK[3A,3B]-Y216/Y279
RELA-S529

BTK-Y223
FOXO3-S253
CASP9-S144

BAX-T167
JUNB-S259

HNF4A-S313
ACACA-S80
DNM1-S774
ATF4-S245

PLCB3-S1105
RELA-S276
CDK7-T170
HDAC8-S39

YWHA[B,Z]-S184/S186
MAP2K1-T286

EZR-Y354
KSR1-S406

RET-Y905
NF2-S518

NFKB1-S932
TP53-S37

CASP2-S157
CDKN1A-T145

DUSP1-S359
JUN-S243

FGFR1-Y154
PAK1-S199

MAP2K4-S257
SRC-Y419

SHC1-Y427
PTK2-Y925

GRIN2B-Y1474
NOS3-T495
TP53-S378
ESR1-S167

RPS6KA5-S376
EGFR-Y1016

RPS6KB1-T229
AURKA-T288
OPRM1-S377
MTOR-S2481
MDM2-S166
IKBKB-Y199

PRKD2-S876
ESR1-S106

CAV1-Y14
ATF2-S44/S62

ELK1-S389
NFKB1-S893
LIMK1-T508
CD19-Y531

MEF2A-T312
MYL[9,12B]-S20

ARAF-Y301/Y302
MAPK14-Y182

FOS-T232
PPP1R1B-T34

KDR-Y1214
IFNAR1-Y466

RPS6KA5-S360
CDK5-Y15
TP53-S33

CHEK1-S280
EPHA[2,3,4]-Y588/Y596

PTK2B-Y580
MAP2K1-S298

ATF1-S63
MAP2K4-T261
TOP2A-S1106

LCK-Y192
CHUK-T23

LIPE-S552/S853
LMNA-S392

ERBB2-Y1248
ITGB1-T788

CDK1-Y15
CD5-Y453
SYK-Y348

CAMK[2B,2D,2G]-T287
SHC1-Y349

CHUK/IKBKB-S180/S181
HDAC3-S424

PAK[1,2,3]-T402/T421/T423
LAT-Y171

ATF2-T52/T69
CHEK2-T387

LIPE-S554
CAMK2A-T286

HSP90AB1-S255
TH-S31

JAK2-Y221
TP73-Y99

RPS6KB1-T421
BMX-Y40

PLCG2-Y753
TH-S40
TH-S19

EGFR-T678
FLT1-Y1333

CHEK2-S516
PRKCE-S729
STAT5A-Y694

IKBKB-Y188
AKT1-S124

PAK[1,2,3]-S141/S142
SMAD2-T220

SREBF1-S439
TP53-S46

STAT5B-S731
AKT1S1-T246

CCNE1-T77
SYN1-S9
KIT-Y721

MAP3K5-S83
KDR-Y1054

EIF2AK2-T451
CDC25A-S124

CASP3-S150
RRN3-S649

EGFR-Y1110
MEF2A-T319

PAK3-S154
SMAD3-S425
FOXO1-S256

GRK1-S21
YWHAZ-T232
PTPN11-Y580
SMAD3-S204

PRKAA2-T172
MAP2K1-S222

HSP90AB1-S226
PEA15-S116
NFKB1-S907

MAP2K7-S271
ARHGEF2-S886

TSC2-T1462
GRIA1-S863
STMN1-S16
PLCG1-Y771

RELA-T254
VASP-S157

PPP1R1B-T75
PDPK1-S241

ESR1-S104
NBN-S343

CAMK4-T200
LCK-Y394
KRT8-S74

CHEK2-T383
RPS6KB1-S424

PRKACA-T198
CREB1-S133

BRAF-T599
WAS-Y291

CASP8-S347
ACACA-S80(2)

CSF1R-Y809
BRAF-S446
FOSB-S27
RB1-S780
LMNA-S22

PDGFRB-Y751
PPP1R14A-T38

E2F1-T433
IGF1R-Y1165/Y1166

RB1-S795
PAK1-S204
KDR-Y1175

PDGFRB-Y1021
AKT1-S246

MAP2K4-S80
NTRK2-Y516

AKT1-Y474
TSC2-S939
GSK3A-S21
AKT2-S474

CD4-S433
SRC-S75

PTK2-Y861
RAF1-S259
KDR-Y1059

CTNNB1-T41/S45
RPS6KB2-S423

HSF1-S303
PTPN11-Y542
SMAD3-T179

TP53-S6
EIF4EBP1-S65

EEF2-T57
AKT1-T72
LYN-Y508

PRKCQ-S676
PTK2B-Y402

RPS6KA[1,2,3,6]-S218/S221/S227/S232
MTOR-S2448
STK11-S428
NFKB1-S927
CCND3-T283
PRKD1-S910

NFKBIE-S161
DUSP[1,4]-S296/S318

CASP9-T125
GRIN1-S897
SNCA-Y125

YWHAZ-S58
MAP2K3-T222

RPS6KA1-T573
CASP9-Y153
KCNA3-Y187
CTNNB1-S37

IRS1-S312
RAF1-S43

AURKB-T232
MAP3K5-S966

CASP1-S376
FLT3-Y599

DAPP1-Y139
IL4R-Y497

GRIA1-S849
EIF2AK2-T446
CDC25A-S76
ATF2-T53/T71

GSK3B-S9
HDAC5-S259

BCL2-T56
JUNB-S79

NOS3-S1177
ATF2-T55/T73
PLCG2-Y1217

ELK1-S383
WEE1-S53
IKBKG-S85
SRC-Y530

PRKCD-T507
MET-Y1234

INSR-Y1361
PLA2G4A-S505

IGF1R-Y1161
JUN-S63

SMAD2-S467
MAPKAPK2-S272

ERBB2-T686
LCK-S59

MKNK1-T385
CCNE2-T392
ZAP70-Y292

IRS1-S639
MAP2K6-S207

HDAC5-S498
PRKD1-S205

MYC-T358
PDGFRB-Y740
MAP2K1-S218

TYK2-Y1054
PPARG-S112
CCNE1-T395
STAT1-S727
RAF1-S338
MET-Y1349

SMAD1-S465
MAP2K1-T292

CDK1-T14
CREB1-T100

MAPK14-Y323
CDK2-T160

MED1-T1457
XIAP-S87

CHEK1-S317
CTNNB1-Y654
CSF2RB-Y593

RAC1-S71
CDC25C-S216

EGFR-Y1069
PLD1-S561

ERBB2-Y1221/Y1222
RPS6KA5-T581

HDAC1-S421
MYC-S373

PRKCD-S645
CREB1-S121
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