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Fig. $4. Pairwise comparison between study OTU (O. chuto strain Marigat) and previously published
Orientia strains. Panel A shows the percent pairwise divergence with the TSA47 gene of the study OTU against
other Orientia species. The study OTU was closest to what was previously known as O. tsutsugamushi strain
Chuto. Panel B shows percent pairwise divergence with the 16S rRNA gene of the study OTU against other
Orientia species. The study OTU was more homologous to O. chuto strain Dubai. In both panels, the lower half
of the table represents percent identity, while the top half represents Jukes Cantor distances between two

sequences.
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