
SNP CHR POS A1 A2 FRQ INFO BETA SE P Prev Identified High LD (>0.8) with 13 prev known SNPs In putative 

enhancer (ID nr)

In high LD (R2>0.8) w 

Enhancer SNP

rs1087 13 46627439 T A 0.3511 1.0132 0.0555 0.0083 2.63E‐11 +1583T>A 4 rs3742264, rs1087

rs2181617 13 46673317 A G 0.4652 0.9777 0.047 0.0073 1.15E‐10 GH130046098 Y

rs3837565 13 46675850 C CA 0.4636 0.9723 0.047 0.0073 1.21E‐10 GH130046098

rs7491577 13 46618326 A T 0.3292 0.9972 0.0538 0.0084 1.58E‐10

rs11620307 13 46649721 A G 0.3294 0.9974 0.0552 0.0086 1.65E‐10 rs3742264, rs9316179, rs1087

rs2094247 13 46602162 G A 0.3312 0.9934 0.0537 0.0084 1.76E‐10 rs3742264, rs9316179, rs1087

rs1326400 13 46648523 G A 0.3329 1.0048 0.0545 0.0085 1.79E‐10 rs3742264, rs9316179, rs1087

rs11620308 13 46649723 A G 0.3299 0.9984 0.055 0.0086 1.83E‐10 rs3742264, rs9316179, rs1087

rs9534311 13 46650121 G A 0.3309 1.0007 0.0548 0.0086 1.89E‐10 rs3742264, rs9316179, rs1087 Y

rs9534322 13 46670002 C G 0.4561 0.9727 0.0467 0.0073 2.10E‐10 Y

rs4942471 13 46644493 T C 0.3315 1.0048 0.0544 0.0085 2.17E‐10 rs3742264, rs9316179, rs1087 Y

rs3783200 13 46616462 C A 0.3288 0.9991 0.0533 0.0084 2.33E‐10 rs1087

rs56088819 13 46685361 C T 0.3038 0.9354 ‐0.057 0.009 2.47E‐10 Y

rs2404964 13 46644874 T C 0.3307 1.008 0.0541 0.0085 2.61E‐10 rs3742264, rs9316179, rs1087 Y

rs7990092 13 46643289 G T 0.3311 1.006 0.0542 0.0085 2.62E‐10 rs3742264, rs9316179, rs1087 Y

rs5803328 13 46663285 CT C 0.3483 1.0071 0.0545 0.0086 2.69E‐10

rs7991899 13 46669550 A T 0.4565 0.9711 0.0465 0.0073 2.73E‐10 Y

rs9534305 13 46642156 A G 0.3307 1.0086 0.054 0.0085 2.89E‐10 rs3742264, rs9316179, rs1087 Y

rs9562636 13 46643024 C T 0.3307 1.0078 0.054 0.0085 2.97E‐10 rs3742264, rs9316179, rs1087 Y

rs1952187 13 46674909 A G 0.3472 1.0035 0.0544 0.0086 2.98E‐10 rs3742264 GH130046098 Y

rs7318648 13 46606632 C T 0.3306 0.9991 0.0529 0.0084 3.02E‐10 rs1087

rs9526140 13 46644152 A T 0.33 1.0035 0.0541 0.0086 3.04E‐10 rs3742264, rs9316179, rs1087 Y

rs5803327 13 46648369 TC T 0.3313 1.0064 0.054 0.0085 3.05E‐10

rs56071477 13 46685096 T C 0.3053 0.9363 ‐0.0567 0.009 3.06E‐10 GH130046109 Y

rs56307678 13 46685238 T C 0.304 0.9359 ‐0.0567 0.009 3.09E‐10 Y

rs9562635 13 46642992 C T 0.3306 1.0085 0.0539 0.0085 3.13E‐10 rs3742264, rs9316179, rs1087 Y

rs9562634 13 46642864 A C 0.3299 1.0056 0.054 0.0085 3.14E‐10

rs9534303 13 46640142 A G 0.331 1.0076 0.0539 0.0085 3.17E‐10 rs3742264, rs9316179, rs1087 Y

rs4942475 13 46651521 C T 0.3307 0.9989 0.0542 0.0086 3.18E‐10 rs3742264, rs9316179, rs1087

rs9316179 13 46641466 G A 0.3307 1.0088 0.0538 0.0085 3.19E‐10 678C>T 1 rs3742264, rs9316179 Y

rs9534304 13 46640602 C G 0.331 1.0078 0.0539 0.0085 3.22E‐10 rs3742264, rs9316179, rs1087

rs7334627 13 46640746 A G 0.331 1.0078 0.0539 0.0085 3.22E‐10

rs71307663 13 46640967 G A 0.3306 1.0078 0.0539 0.0085 3.22E‐10

rs9534313 13 46650546 G A 0.3308 1.0027 0.054 0.0086 3.25E‐10 rs3742264, rs9316179, rs1087 Y

rs73181689 13 46683767 A G 0.3113 0.938 ‐0.0565 0.009 3.30E‐10 GH130046109 Y

rs1409434 13 46646444 G A 0.3311 1.0073 0.0538 0.0085 3.31E‐10 rs3742264, rs9316179, rs1087 Y

rs9534302 13 46640055 T C 0.3306 1.0075 0.0538 0.0085 3.34E‐10 rs3742264, rs9316179, rs1087 Y

rs17844113 13 46640275 CAT C 0.3302 1.0077 0.0537 0.0085 3.42E‐10

rs147903813 13 46640979 C CAAAA 0.331 1.0076 0.0538 0.0085 3.43E‐10

rs17844080 13 46644405 C T 0.3312 1.007 0.0538 0.0085 3.44E‐10 rs3742264, rs9316179, rs1087 Y

rs9526139 13 46644056 G A 0.3312 1.0074 0.0538 0.0085 3.45E‐10 rs3742264, rs9316179, rs1087 Y

rs9534310 13 46648975 A C 0.3313 1.0054 0.0538 0.0085 3.46E‐10 rs3742264, rs9316179, rs1087 Y

rs9534308 13 46645861 C T 0.3312 1.0075 0.0538 0.0085 3.48E‐10 rs3742264, rs9316179, rs1087

rs7993567 13 46643606 G A 0.3308 1.0061 0.0538 0.0085 3.49E‐10 rs3742264, rs9316179, rs1087 Y

rs9316181 13 46645740 A G 0.3312 1.0074 0.0538 0.0085 3.49E‐10 rs3742264, rs9316179, rs1087 Y

rs7995615 13 46643808 C T 0.331 1.0066 0.0538 0.0085 3.49E‐10 rs3742264, rs9316179, rs1087 Y

rs9534309 13 46647537 G C 0.3312 1.0074 0.0538 0.0085 3.50E‐10 rs3742264, rs9316179, rs1087

rs11618062 13 46649568 G A 0.3311 1.002 0.0539 0.0086 3.52E‐10 rs3742264, rs9316179, rs1087 Y

rs7329569 13 46664881 T C 0.3491 1.0047 0.0541 0.0086 3.75E‐10

rs9567610 13 46642767 T A 0.3305 1.0078 0.0536 0.0085 3.77E‐10 rs3742264, rs9316179, rs1087 Y

13:46651091_G_T 13 46651091 G T 0.3306 0.9816 0.0541 0.0086 3.77E‐10

rs9534312 13 46650219 C T 0.3314 1.0003 0.0539 0.0086 3.82E‐10 rs3742264, rs9316179, rs1087 Y

rs3742264 13 46648094 T C 0.3313 1.0062 0.0537 0.0085 3.83E‐10 505G/A (Ala147Thr) 1 rs3742264, rs9316179, rs1087 Y

rs9567612 13 46648853 C T 0.3313 1.0064 0.0537 0.0085 3.85E‐10

rs58622539 13 46648559 A ATTT 0.3333 1.0047 0.0535 0.0085 3.89E‐10

rs9526138 13 46641263 C G 0.3305 1.0003 0.0539 0.0086 3.89E‐10

rs9567613 13 46649398 G A 0.3314 1.0058 0.0537 0.0085 3.93E‐10 rs3742264, rs9316179, rs1087 Y

rs1326399 13 46648607 T C 0.3312 1.0061 0.0536 0.0085 3.95E‐10 rs3742264, rs9316179, rs1087 Y

rs7993537 13 46643561 G A 0.3307 1.005 0.0537 0.0086 3.96E‐10 rs3742264, rs9316179, rs1087 Y

rs4942477 13 46651763 C T 0.3313 1.0016 0.0538 0.0086 4.07E‐10 rs3742264, rs9316179, rs1087

rs9316180 13 46641685 G A 0.3302 1.0085 0.0535 0.0085 4.08E‐10 rs3742264, rs9316179, rs1087 Y

rs9567611 13 46642834 G C 0.3296 1.0047 0.0536 0.0086 4.08E‐10

rs17844052 13 46650788 G A 0.3311 1.0001 0.0538 0.0086 4.12E‐10 rs3742264, rs9316179, rs1087 Y

rs17844002 13 46670710 T C 0.3495 1.0052 0.054 0.0086 4.15E‐10

rs7988836 13 46643373 G A 0.3304 1.0055 0.0536 0.0086 4.26E‐10 rs3742264, rs9316179, rs1087 Y

rs8181800 13 46650694 C G 0.3313 1.0015 0.0537 0.0086 4.37E‐10 rs3742264, rs9316179, rs1087 Y

rs4942473 13 46651308 T G 0.3311 1.0011 0.0537 0.0086 4.46E‐10 rs3742264, rs9316179, rs1087

rs9562633 13 46642759 T C 0.3305 1.0082 0.0534 0.0085 4.46E‐10 rs3742264, rs9316179, rs1087 Y

rs4942474 13 46651344 T C 0.3312 1.0007 0.0536 0.0086 4.57E‐10 rs3742264, rs9316179, rs1087

rs9526136 13 46641147 C G 0.3303 1.0075 0.0534 0.0085 4.64E‐10 rs3742264, rs9316179, rs1087 Y

rs9534319 13 46664444 C T 0.3497 1.0055 0.0538 0.0086 4.73E‐10 rs3742264 Y

rs7336360 13 46641081 A T 0.3303 1.0085 0.0533 0.0085 4.73E‐10 rs3742264, rs9316179, rs1087

13:46662630_C_T 13 46662630 C T 0.3493 1.0048 0.0539 0.0086 4.76E‐10 GH130046087

rs9534307 13 46644130 T C 0.3301 1.0034 0.0535 0.0086 4.82E‐10 rs3742264, rs9316179, rs1087 Y

rs9526137 13 46641249 G A 0.3299 1.0009 0.0536 0.0086 4.89E‐10 rs3742264, rs9316179, rs1087 Y

rs4942476 13 46651626 A T 0.3305 1 0.0536 0.0086 5.03E‐10 rs3742264, rs9316179, rs1087

rs9534317 13 46662640 A G 0.3484 0.9984 0.0539 0.0087 5.36E‐10 GH130046087 Y

rs9567615 13 46651080 C A 0.3306 0.9831 0.0535 0.0086 5.82E‐10 rs3742264, rs9316179

rs553234360 13 46685052 CT C 0.3044 0.9354 ‐0.0558 0.009 5.91E‐10

rs17600984 13 46675714 A C 0.3012 0.9935 ‐0.0541 0.0087 5.99E‐10 Y

rs9567617 13 46651108 G C 0.3311 0.9874 0.0532 0.0086 6.55E‐10 rs3742264, rs9316179

rs9567614 13 46649453 A C 0.3319 1.0049 0.0529 0.0085 6.59E‐10 rs3742264, rs9316179, rs1087 Y

rs1326398 13 46652690 T G 0.3545 0.9909 0.0533 0.0086 7.12E‐10 rs3742264, rs9316179, rs1087 Y

rs35814191 13 46681510 T TC 0.3545 0.9423 0.055 0.0089 7.98E‐10  −2345 2G/1G 4 GH130046105

rs723391 13 46655449 C T 0.3572 1.0017 0.053 0.0086 8.01E‐10 rs3742264, rs9316179 Y

rs17843997 13 46672870 T A 0.3052 0.9906 ‐0.0526 0.0086 1.19E‐09 GH130046098 Y

rs17843996 13 46672874 A C 0.3055 0.993 ‐0.0523 0.0086 1.35E‐09 GH130046098 Y

rs10675603 13 46676732 TTG T 0.455 0.9021 0.0485 0.008 1.42E‐09 GH130046098

rs17844001 13 46670729 G A 0.3059 0.9966 ‐0.0519 0.0086 1.72E‐09

rs2404965 13 46670991 G C 0.3056 0.998 ‐0.0516 0.0086 2.13E‐09 Y

rs17843995 13 46672921 C G 0.3037 0.9952 ‐0.0516 0.0086 2.33E‐09 GH130046098 Y

rs562294642 13 46682292 T TTATATA 0.3373 0.8869 ‐0.0514 0.0091 1.91E‐08 GH130046105

rs11458090 13 46664497 CT C 0.2835 0.8727 0.052 0.0094 3.90E‐08

rs4460970 13 46540293 T A 0.3865 1.0221 0.0398 0.0075 1.20E‐07

rs4941537 13 46542576 G T 0.3859 1.0231 0.0398 0.0075 1.24E‐07

rs1041166 13 46555220 A T 0.3852 1.0202 0.0398 0.0075 1.30E‐07

rs386379030 13 46561674 CA C 0.3864 1.0168 0.0398 0.0075 1.37E‐07

rs9534293 13 46615002 T C 0.3863 1.0181 0.0396 0.0075 1.47E‐07

rs9534265 13 46547022 C A 0.3853 1.0231 0.0395 0.0075 1.54E‐07

rs9526133 13 46615001 A T 0.386 1.0161 0.0396 0.0075 1.54E‐07

13:46591061_C_T 13 46591061 C T 0.3856 1.0208 0.0395 0.0075 1.57E‐07

rs9316177 13 46561811 C A 0.3857 1.0191 0.0395 0.0075 1.60E‐07

rs35826237 13 46551872 CA C 0.3854 1.0233 0.0394 0.0075 1.63E‐07

rs9526126 13 46565202 A G 0.3851 1.0225 0.0394 0.0075 1.71E‐07

13:46562596_G_A 13 46562596 G A 0.3859 1.0221 0.0393 0.0075 1.72E‐07

rs9534272 13 46566823 C G 0.3854 1.023 0.0393 0.0075 1.72E‐07

rs9534280 13 46585051 C T 0.3856 1.0232 0.0392 0.0075 1.83E‐07

rs4941538 13 46586609 T C 0.3857 1.0227 0.0392 0.0075 1.96E‐07

rs4942460 13 46550443 C T 0.3855 1.0207 0.0392 0.0075 1.96E‐07

rs6561274 13 46518096 T C 0.3872 0.9906 0.0397 0.0076 1.99E‐07

rs9534263 13 46541450 T C 0.3858 1.0222 0.0391 0.0075 2.08E‐07

rs9534281 13 46586976 A G 0.3857 1.0226 0.039 0.0075 2.14E‐07

rs9526128 13 46578354 T C 0.3849 1.0221 0.0391 0.0075 2.15E‐07

rs17844027 13 46660856 A G 0.2847 0.9779 ‐0.0455 0.0088 2.26E‐07 Y

rs34605922 13 46516980 GA G 0.3799 0.9908 0.0396 0.0076 2.40E‐07

rs741669 13 46516021 T C 0.6196 0.9884 ‐0.0396 0.0077 2.41E‐07

rs9534257 13 46517366 G T 0.3782 0.9851 0.0397 0.0077 2.45E‐07

rs9534258 13 46520873 G C 0.3805 0.9907 0.0395 0.0076 2.49E‐07

rs9534256 13 46517336 C A 0.3791 0.9889 0.0395 0.0077 2.59E‐07

rs9534255 13 46517275 C T 0.3796 0.9916 0.0394 0.0076 2.80E‐07

rs4941536 13 46523444 G A 0.3838 1.016 0.0388 0.0075 2.85E‐07

rs6561275 13 46518299 T A 0.3802 0.9916 0.0393 0.0076 2.90E‐07

rs2075427 13 46515605 C T 0.6203 0.9867 ‐0.0394 0.0077 2.97E‐07



rs1080108 13 46516826 G A 0.3799 0.9813 0.0391 0.0077 3.73E‐07

rs7333544 13 46517714 G A 0.3803 0.9914 0.0389 0.0076 3.90E‐07

rs1080107 13 46516959 A C 0.38 0.9865 0.0387 0.0077 4.63E‐07

rs7325308 13 46514662 T C 0.3886 0.9836 0.0386 0.0077 4.85E‐07

rs9534261 13 46534058 A G 0.3838 0.9889 0.0382 0.0076 6.37E‐07

rs1409436 13 46614650 C T 0.399 0.9823 0.0379 0.0077 7.85E‐07

rs1926447 13 46629944 G A 0.735 0.9909 0.0243 0.0107 0.02346  +1040C>T (Thr325Ile) 2 rs1926447, rs940

Intact TAFI levels were natural log transformed and ajusted for sex, age, case‐control status and rs56734909
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