
BLANK  CTC  MCE-L  MCE-M     MCE-H  

0 .00   

0 .14   

0 .28   

0 .42   

0 .56   

0 .70   

Subdoligranulum  

0.00   

1 .14   

2 .28   

3 .42   

4 .56   

5 .70   

Streptococcus  

0.00   

1 .10   

2 .20   

3 .30   

4 .40   

5 .50   

Microbacterium  

0.00   

0 .32   

0 .64   

0 .96   

1 .28   

1 .60   

Kitasatospora  

0.00   

0 .34   

0 .68   

1 .02   

1 .36   

1 .70   

Dietzia  

0.00   

0 .26   

0 .52   

0 .78   

1 .04   

1 .30   

Corynebacterium  

0.00   

0 .28   

0 .56   

0 .84   

1 .12   

1 .40   

Brachybacterium  

0.00   

0 .64   

1 .28   

1 .92   

2 .56   

3 .20   

Blautia  

R
el

at
iv

e 
ab

un
da

nc
e（

%
）

 
R

el
at

iv
e 

ab
un

da
nc

e（
%
）

 

****

********

**
**

**

********

********

****

**
**

**

BLANK  CTC  MCE-L  MCE-M     MCE-H  BLANK  CTC  MCE-L  MCE-M     MCE-H  BLANK  CTC  MCE-L  MCE-M     MCE-H  

BLANK  CTC  MCE-L  MCE-M     MCE-H  BLANK  CTC  MCE-L  MCE-M     MCE-H  BLANK  CTC  MCE-L  MCE-M     MCE-H  BLANK  CTC  MCE-L  MCE-M     MCE-H  


