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5’ -CCTTTAGCTCACGAGTTACAAGTTATGCTCATCCTCAGCTCGCGCATGACACGTTTCCACATAGCCAGTTxGCTTCATCTCCACGTCCAGTCAGAGAACCT 3
b 3’ -GGAAATCGAGTGCTCAATGTTCAATACGAGTAGGAGTCGAGCGCGTACTGTGCAAAGGTGTATCGGTCAAXCGAAGTAGAGGTGCAGGTCAGTCTCTTGGA-5 "

tef21 sgRNAS

530 520 510 500 490 480 470 460 450
GACACGTTTCCACAGAGCCAGTTCG T CTTCGTAT TGTATGCTATACG GTTATG GCTTCATCTCCACGTCCAGTCAG

c MMMMWMMMMMWM

tcf21teliss .. GACACGTTTCCACAGAGCCAGTTCGAATAACTTCGTATAATGTATGCTATACGAAGTTATGAAGCTTCATCTCCACGTCCAGTCAG ..
expected .. GACACGTTTCCACATAGCCAGTTcgaataacttcgtataatgtatgctatacgaagttatgaaGCTTCATCTCCACGTCCAGTCAG ..

Supplementary Figure 11. Integration of loxP site into 5’ UTR of tcf21. a. Diagram of the tcf21
locus. Both exons and the intron are drawn to scale. Reading frame phase is indicated below each
intron-exon junction. b. tcf21 sgRNAS target site in the 5" UTR and HDR oligonucleotide used to
knock in the loxP site. c. Sequence of the recovered tcf21t%144 |oxP-containing allele. Single
nucleotide substitution within the 5 homology arm is highlighted in bold red.



