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B) Coverage of reptarenavirus L and S segments identified in Snake 2.1 (table 1).
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C) Coverage of reptarenavirus L and S segments identified in Snake 2.2 (table 1).
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D) Coverage of reptarenavirus L and S segments identified in Snakes 2.3 and 2.4 (table 1).
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E) Coverage of reptarenavirus L and S segments identified in Snake 2.5 (table 1).
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F) Coverage of reptarenavirus L and S segments identified in Snake 2.6 (table 1).
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G) Coverage of reptarenavirus L and S segments identified in Snake 2.7 (table 1).
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H) Coverage of reptarenavirus L and S segments identified in Snakes 3.1 (table 1).

Ger-pool_L11 HIV-1 L seg_MH483058
280

210

140

70

0 1000 2000 3000 4000 5000 6000 7000
Ger-pool_L6 KUKV-1 L seg_MH483057

400

300

200

100

0 1000 2000 3000 4000 5000 6000 7000
Ger-pool_TSMV-1 L seg MH483060

4000

3000

2000

1000

0 1000 2000 3000 4000 5000 6000 7000

600

450

300

150

800

600

400

200

16000

12000

8000

4000

Ger-pool_L5 PVaV-1 L seg_MH483056

1000 2000 3000 4000 5000 6000 7000

Ger-pool_SVaV-1 L seg_MH483059

1000 2000 3000 4000 5000 6000 7000

Ger-pool_UGV-1 S seg_ MH483061

500 1000 1500 2000 2500 3000 3500



1) Coverage of reptarenavirus L and S segments identified in Snakes 3.2 (table 1).
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J) Coverage of reptarenavirus L and S segments identified in Snake 4.1 (table 1).
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