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B) Coverage of reptarenavirus L and S segments identified in Snake 2.1 (table 1).
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C) Coverage of reptarenavirus L and S segments identified in Snake 2.2 (table 1).
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D) Coverage of reptarenavirus L and S segments identified in Snakes 2.3 and 2.4 (table 1).
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E) Coverage of reptarenavirus L and S segments identified in Snake 2.5 (table 1).
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F) Coverage of reptarenavirus L and S segments identified in Snake 2.6 (table 1).

0

1000

2000

3000

4000

0 1000 2000 3000 4000 5000 6000 7000

S17-172_KMHV-1 L seg_MH483084

0

2000

4000

6000

8000

0 1000 2000 3000 4000 5000 6000 7000

S17-172_L11 HJV-1 L seg_MH483085

0

750

1500

2250

3000

0 1000 2000 3000 4000 5000 6000 7000

S17-172_L21 PJV-1 L seg_MH483086

0

500

1000

1500

2000

0 1000 2000 3000 4000 5000 6000 7000

S17-172_MTNV-1 L seg_MH483087

0

5000

10000

15000

20000

0 500 1000 1500 2000 2500 3000 3500

S17-172_S7-like S seg_MH483088



G) Coverage of reptarenavirus L and S segments identified in Snake 2.7 (table 1).
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H) Coverage of reptarenavirus L and S segments identified in Snakes 3.1 (table 1).
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I) Coverage of reptarenavirus L and S segments identified in Snakes 3.2 (table 1).
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J) Coverage of reptarenavirus L and S segments identified in Snake 4.1 (table 1).
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