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Figure S1: Comparison of read coverage across the A2 region (LdBPK_220670. LdBPK_220006700 in PacBio) in chromoseme 23 of six CL-SL and two VL-SL clinical isclates. Reads were aligned to the new PacBio sequence of L. donovani. Only one SNP shared among the two groups of isolates was identified. Viewed using the IGV
tool.



