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GTTAAAGAAAACTACAGCCAAAAAGTGTTTGCTTTTCAATATAAGATGAT

GGAAATGGGTAGAGTTCTAAAGGATGACCGTCCATTATCCACTGCAACTG

AGTCCTAGATTTGTTGCTAACTGACGTTCTACACAGCCTTTCTTCACTICGGAAATAGACGAGTGA
AAGTATTTCGACTTCTCATTAGGAAGGAACAGTGGctatcatgtttgaataattatgecatctgttttttta

aacctcagtctggcaatactccatcgegatgaatcttcactactcagectgectggggaggett
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Figure S1. Pyrosequencing primer sequences in the DLGAP2 gene. This figure shows the sequence of primer of
DLGAP?2 gene in the dark area.



Assay: 5. DLGAPLS

Sample 1k 21

Sequence w0 analyze: ATAAAAAATCRAAATACTTTCACTCRTCTATTTOCRAATAAAAAAAAACTATATAAAAC
edited.

Amalysis parameters have been

L1l

50

=

-

e

t

i

&

[T
15

T

[

[

PR S i i1 1. e S Sl e e 1 (DL R M
CTFT & o o h TOT AT A< L0 &8TANAEC

n

5 in

Figure S2. Peaks of three CpG sites (dark areas) in DLGAP2 promotor region.



