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Fig. S2. Expression Patterns of Example Gene Markers in Different Clusters.

(a) Gene expression patterns of additional markers in niche cells. Top row: macrophages;

second row: endothelial cells; third row: myoid cells; fourth row: Leydig cells.

(b) Gene expression pattern of additional markers in germ cells. Genes marked more

differentiated germ cell population as they move from top to the bottom row.



