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Fig. S5. Identification of a New SSC State.  

(a) tSNE plot of spermatogonia (Clusters 1 and 2) with cells colored based on their 

donors of origin. 

(b) Decomposition of states by donor of origin. 

(c) tSNE plot of spermatogonia (Clusters 1 and 2) with cells colored based on their cell 

cycle phase. 

(d) Decomposition of cell cycle phase by donor of origin. 

(e) Cast expression of additional markers for self-renewing or differentiating markers. 

(f) Violin plot of markers in Fig. S5e in different states. y-axis shows normalized 

expression. 

(g) ST3GAL2, which encodes the enzyme that synthesizes SSEA4 shows higher 

expression in State 0. 

  


