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Foraarnd  Prmer

Paverss  Frmer

Kl-ANCEL
KT-AtRARIR
RT-AtDEER2A
RT-ArCORAT
KI-ALKIMN]
RT-AtKIM2
RT-AmCOR]E
RT-ArAs1aE
RT=AtActin

I T-CimActm
RT- Gmbd YHT
RT= AR Y E20D
RT- A3 Y H31
RT= Athd Y HEAD
RT- Al Y ETS
RT= Ay ER]
RT- Arhd Y BRI
RT- AabAY 05
RT= AL
RT- MY L8

ATTGCTTC TG T TCCATLTCT
AGCTCOHAGGATGATGGAL A
GOTTOGCCCAATGATOTHOA
AGGATTCACCAGC TETOACG
TTAACACCTCCCACTOOCG
CAMAGAATGCCTTCCAAGDC
GUGATGTOTTTO TCAGGAGE
CTCCACDOCAGAAACALGA
AAGTCTTGTTOC AGCCC TN
ACATTOTTC T TAG TGO TG
AGAACAAGTTOCGUAMGA
AACATTACATAGC GAAGC
COACGAAGCAANDCTCAN]
AGCC ANTAGGAGLGGTTA
CAACAAGAAATCCGAAGS
TTGGTGTATTTTGT TGGE
GAGHTGATAATGOTGTOA
ITGGTGTTOCTTTGT THGEGA
AGCCANTAGOAGOGOTTA
ATCATACTGTTOGGAGTCAG

ITCTGTTOACTATCCC TG
AGCCACCAGCATCATATOCG
COATCCTTTOCC TOGAGC T
AGOATTCACCAGC TGTUACG
TTGTTCAGGOCOGTCTTOTE
IMTAACACCTCCC AL TGOCG
COAACTOAGTTTTO TGO G
TCCAMCACTCTUAACAATCCT
s 7 DOt S el A sl
AACGGUAAAGGCTOAATG
ACCOAAGGTATAAACTCC
AAGAMNCCAACCCCAAALT
TGTTOTGTGAAGGGAGGA
CHAAGUTAATTAACDCATT
GUGTTGTTCTTOGGGTET
ACTOGOUTGAAGAGTAG TG
[CCTOGOTTTTTGTCCTG
TOTGTTOTOTRAAGOEAD
CAGACACTOTAGAGACCTTGTT

Table S1



Forward  Primer

Heverse  Prnsr

MY 115-1302

MYHEIIR-3301

MYBEIE-GFP

WREY23-RFP

sgRMA seeds
LiiesgRMA

F(_Z;_ﬁ“.l

GO T TOACCATGA NG TCTT
CoOUTCCT
GOACTCTTOACCATGATGTCTCGE

CRUCTCCT
TATCTCTAGAGGATOCATGTCTON
g
COCAGATCACTAGTATGTCTTOCA
CrreT

AT TOGAACAGTATGATC T ACCH
GUAGTATGUAGAGCAGAGTCA
TGTAAAACGACGEUCAGT

TUAGATCTACCANGGUAGUAACAT AN
TGATGTITCT
ATTCOAGCTOOTCACCAGCAACACTAA
TGATGCTTTCT
TOCTCACCATGOATOCAGEAACACTAA
RESE VLS
CTTGETCACCATGGATCCTC ACGAGE
ETE .
AMACCCGHTGAGATCATACTGTTE
COGOTOAGATCATACTGTTC
CAGGAMACAGC TATGACC

Table S2



