Supplementary Table 6. Significant associations observed in the trans-ethnic meta-analysis.
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IBD: 22 loci

rs11121129 1 8,268,095 VAMP3,UTS2,PARK7,ERRFI1,PER3, TNFRSF9,CAMTAL A G |094 001 1.77E-05|0.92 0.05 1.13E-01|1.12 0.08 1.75E-01|0.94 0.01 3.16E-06|1.00 0.06 9.54E-01|1.02 0.08 8.00E-01|0.94 0.01 8.88E-09(0.95 0.04 2.48E-01|1.07 0.07 3.40E-01| 3.42 0.21| 3.80 0.12| 6.47 0.18 |0.95 1.83E-05 1.10E-01|0.94 9.76E-06 3.28E-01|0.94 1.85E-08 1.59E-01
rs3811406 1 151,254,041 RORC A G |0.93 0.01 3.54E-06|0.92 0.04 5.23E-02|0.98 0.07 7.70E-01|0.93 0.02 8.03E-07|0.99 0.05 8.81E-01|1.07 0.07 3.32E-01|0.93 0.01 4.62E-09(0.95 0.04 1.47E-01|1.03 0.06 6.61E-01| 3.34 0.09 | 3.75 0.30 | 6.94 0.10 |0.93 6.35E-07 7.60E-01|0.94 7.66E-06 7.08E-02|0.94 5.41E-09 2.72E-01

SLC50A1,DPM3,KRTCAP2,MUC1,MTX1,SCAMP3,RUSC1,RXFP4,SSR2,EFNAL,RP11-
rs11264305 1 155,033,572 201K10.3,TRIM46,THBS3,GBA,FAM189B,CLK2,HCN3,PKLR,FDPS,YY1AP1,DAP3,GON4L,RIT1,KIAA0907,UBQLN4,EFNA3,EFNA3, ASH1L,MST G (0.93 0.01 1.27E-07(0.84 0.14 2.21E-01(0.83 0.27 4.73E-01(0.96 0.01 1.06E-03|0.65 0.17 1.29E-02[0.94 0.25 8.07E-01|0.94 0.01 1.47E-08|0.77 0.12 3.25E-02|0.89 0.21 5.63E-01| 588 0.18 | 2.14 0.39| 6.98 0.23 [0.93 6.46E-08 7.03E-01|0.95 5.18E-04 8.58E-02|0.94 4.60E-09 2.66E-01
01,SYT11,ARHGEF2
rs12028980 1 198,808,280 PTPRC A G |0.95 0.02 3.63E-04|1.13 0.04 2.64E-03|1.04 0.07 5.34E-01|0.94 0.02 2.51E-04|1.13 0.05 1.05E-02|1.04 0.07 5.50E-01|0.95 0.01 1.03E-05|1.14 0.04 2.18E-04|1.04 0.06 4.60E-01| 2.38 0.98| 2.11 094 | 6.15 1.00 |0.97 2.96E-02 1.66E-04|0.96 1.27E-02 8.71E-04|0.97 6.58E-03 1.94E-06
rs12137256 1 200,679,613 Cl1orf106,KIF21B,CACNALS A G |1.06 001 9.66E-06|1.01 0.05 8.13E-01|0.91 0.09 2.57E-01|1.06 0.01 3.09E-06|0.87 0.06 1.30E-02|1.03 0.09 7.18E-01|1.06 0.01 1.54E-09(0.95 0.05 2.86E-01|0.97 0.07 6.49E-01| 3.17 0.18| 362 0.84 | 6.49 0.48 |1.05 3.16E-05 1.65E-01|1.05 5.95E-05 2.56E-03|1.06 3.05E-08 2.80E-02
rs2165738 2 24,692,809 POMC,ADCY3,DNAJC27, EFR3B,DNMT3A C G [0.90 0.01 5.94E-14|1.01 0.04 7.35E-01|0.88 0.07 8.15E-02|0.96 0.01 1.11E-03|1.00 0.05 9.54E-01|0.96 0.07 6.01E-01|0.93 0.01 4.58E-11|1.01 0.04 8.06E-01|0.93 0.06 1.78E-01|11.03 0.25| 1.78 0.08 | 840 0.17 |0.91 4.34E-13 2.94E-02|0.96 1.43E-03 6.89E-01(0.94 2.17E-10 8.53E-02
rs11125883 2 61,710,573 PUS10 A C|0.93 0.01 3.47E-09|0.95 0.04 1.86E-01|0.87 0.07 5.68E-02|0.94 0.01 5.46E-06|0.99 0.05 9.09E-01|0.93 0.07 2.83E-01|0.93 0.01 4.91E-11|0.96 0.04 3.00E-01|0.90 0.06 7.27E-02| 8.06 0.07 | 3.97 0.07 | 9.43 0.06 |0.93 3.56E-10 6.26E-01|0.95 5.59E-06 5.46E-01|0.94 9.71E-12 5.72E-01
TMA7,TREX1,UCN2,TMEM89,SLC26A6,WDR6 NDUFAF3,IMPDH2,KLHDC8B,RP11-
3B7.1,C30rf62,GPX1,TCTA, AMT,APEH,PLXNB1,CCDC51,SHISA5,PFKFB4,UQCRC1,CELSR3,NCKIPSD,PRKAR2A,SLC25A20,ARIH20S,PAHTM
rs868891 3 49,949,071 \DALRD3,QRICH1,QARS,LAMB2,CCDC71,C30r{84,USP4 NICN1,MST1,RNF123 ATRIP,.COL7AL,IP6K2,ARIH2, USP19 RHOA,DAG1,BSN.CCDC3 A G |1.07 0.01 9.73E-09|1.06 0.06 3.68E-01|1.01 0.10 9.48E-01|1.12 0.01 1.03E-17|0.90 0.07 1.18E-01|0.99 0.10 9.37E-011.09 0.01 5.52E-18(0.99 0.05 8.91E-01|1.00 0.08 9.92E-01| 6.81 0.10 | 14.46 0.84 | 14.88 0.21 (1.07 8.03E-09 8.02E-01|1.11 8.72E-16 3.70E-03|1.09 5.06E-17 1.11E-01
6

rs2624435 5 17,095,269 MYO10, BASP1 0.96 0.01 2.56E-03|0.90 0.06 9.91E-02{1.05 0.10 6.28E-01|0.93 0.01 3.64E-06(0.89 0.07 9.30E-02|0.80 0.10 2.82E-02{0.94 0.01 1.93E-07(0.89 0.05 3.54E-02|0.92 0.08 2.87E-01| 1.82 0.11| 504 0.17| 6.32 0.09 |0.96 1.36E-03 4.09E-01(0.93 2.80E-07 2.59E-01|0.94 1.80E-08 6.19E-01
rs1070444 5 40,839,644 1.17 0.02 2.15E-23|0.89 0.12 3.38E-01|0.95 0.24 8.25E-01|1.05 0.02 5.20E-03(0.81 0.14 1.29E-01|0.67 0.26 1.31E-01|1.11 0.01 8.35E-16|0.86 0.10 1.23E-01{0.80 0.20 2.80E-01|20.30 0.53 | 1.05 0.55 |12.92 0.80 |1.17 2.77E-22 4.91E-02|1.04 1.29E-02 4.50E-02|1.11 1.53E-14 9.67E-03
rs2299004 5 132,057,838 IL3,CSF2,HINT1,LYRM7,SLC22A4,C50rf56,IRF1,CDC42SE2, RAPGEF6,ACSL6,P4HA2,PDLIM4,SLC22A5,CTC-432M15.3,FNIP1 1.08 0.01 9.22E-09(0.98 0.05 7.12E-01|0.98 0.10 8.28E-01|1.07 0.01 6.89E-06 |1.05 0.06 4.09E-01|1.08 0.09 4.35E-01(1.08 0.01 3.63E-11|1.00 0.04 9.21E-01{1.03 0.08 7.19E-01| 5.77 0.27 | 414 0.08 | 843 0.15|1.07 8.15E-08 1.10E-01|1.07 3.69E-06 9.55E-01|1.07 1.43E-10 2.44E-01
rs35227902 5 158,545,371 UBLCP1,IL12B 1.09 0.01 950E-11|1.12 0.04 7.33E-03|1.09 0.07 2.34E-01|1.09 0.01 6.17E-09(1.00 0.05 9.38E-01{0.98 0.07 8.13E-01(1.09 0.01 1.33E-15|1.07 0.03 5.83E-02(1.03 0.06 5.80E-01|10.49 0.08 | 6.00 0.21 |13.93 0.07 |1.09 1.35E-12 8.76E-01|1.08 5.72E-08 1.12E-01|1.09 3.77E-16 4.96E-01
rs3780383 9 5,232,409 . 0.90 0.01 1.34E-15[0.91 0.05 8.71E-02|0.86 0.09 9.84E-02|0.90 0.01 7.12E-14|0.74 0.06 5.46E-08|0.67 0.09 4.83E-06|0.90 0.01 5.25E-22|0.84 0.04 8.25E-05|0.75 0.08 1.43E-04|14.48 0.08 | 20.26 1.00 |24.71 0.34 |0.90 9.00E-17 8.47E-01|0.89 5.70E-20 1.20E-05|0.89 6.43E-27 2.27E-02
rs10982385 9 117,493,017 TNFSF15,TNFSF8 0.97 0.01 2.84E-02|1.30 0.05 1.33E-08|1.50 0.07 4.13E-08|0.99 0.01 6.87E-01|1.03 0.05 5.29E-01|1.15 0.07 4.07E-02|0.98 0.01 9.78E-02|1.19 0.04 7.32E-06|1.30 0.06 5.79E-06|12.64 1.00 |-0.57 0.23 | 8.03 1.00 |{1.00 7.17E-01 2.78E-15|1.00 8.89E-01 9.41E-02|1.00 6.96E-01 4.01E-10
rs2074023 11 2,325,581 TSPAN32 0.95 0.01 1.04E-05[0.87 0.05 3.69E-03[0.82 0.09 2.56E-02|0.94 0.01 1.73E-05|0.88 0.06 1.69E-02|0.93 0.08 3.61E-01|0.95 0.01 1.71E-07|0.87 0.04 8.45E-04|0.88 0.07 6.08E-02| 566 0.32 | 438 0.09| 749 0.26 |0.94 148E-07 7.31E-02|0.94 1.44E-06 4.13E-01|0.94 1.05E-09 9.23E-02
rs12928665 16 10,971,474 CIITA 0.94 0.01 6.61E-06(0.81 0.04 1.07E-06|0.90 0.07 1.40E-01|0.94 0.01 2.36E-05|0.85 0.05 8.92E-04|0.82 0.07 4.46E-03|0.94 0.01 1.29E-08|0.83 0.04 1.29E-07|0.86 0.06 8.23E-03| 7.76 0.74 | 6.35 052 |12.60 0.91 |0.93 2.22E-09 5.23E-03|0.93 4.50E-08 2.92E-02|0.92 1.23E-13 2.14E-03

1L27,NUPR1,TUFM,NPIPB6 EIF3CL,NPIPB7,CLN3,CLN3,APOBR,SULT1A2,SULT1A1,NPIPB8 NPIPB9,SH2B1,ATP2A1, RABEP2,CD19,CCDC101

EIF3C ATXN2L 0.91 0.01 3.00E-12{0.85 0.07 3.12E-02{0.79 0.12 4.81E-02|0.95 0.01 7.23E-04|0.88 0.09 1.24E-01|0.93 0.12 5.26E-01|0.93 0.01 3.03E-11|0.86 0.06 2.08E-02|0.86 0.10 1.23E-01|11.43 0.17 | 237 0.13 |1048 0.13 |0.91 1.14E-13 3.45E-01|0.95 2.83E-04 6.01E-01|0.93 1.58E-12 3.80E-01

rs7187575 16 28,990,101

>>>>>» > >>>0> > >>
DOOHO O OO0 O OO

rs55891358 17 32,530,959 AC005549.3,CCL2,CCL7,CCL11 0.88 0.02 3.48E-14(0.99 0.08 8.99E-01[0.99 0.15 9.56E-01|0.94 0.02 6.22E-04|0.92 0.10 3.79E-01|0.89 0.15 4.43E-01|0.91 0.01 1.30E-12|0.97 0.07 6.22E-01|0.94 0.12 6.10E-01|11.37 0.20 | 2.33 0.12 | 1043 0.15|0.89 1.21E-13 2.91E-01|0.94 3.35E-04 9.00E-01|0.91 1.52E-12 6.69E-01
rs4794823 17 38,166,265 GSDMB,ORMDL3,LRRC3C,GRB7,ZPBP2,GSDMA,IKZF3 1.06 0.01 2.16E-06(1.05 0.04 2.61E-01|1.02 0.07 7.62E-01(1.07 0.01 1.48E-07|1.01 0.05 8.90E-01(0.99 0.07 8.97E-01(1.07 0.01 2.16E-10|1.03 0.04 4.57E-01[1.01 0.05 9.23E-01| 464 0.07 | 503 0.16| 7.95 0.12 [1.06 1.32E-06 8.18E-01|1.06 6.24E-07 2.45E-01|1.06 5.14E-10 3.24E-01
rs730086 17 40,271,757 NAGLU,STAT5A,PTRF,STAT5B,STAT3,ATP6V0AL 0.93 0.01 1.01E-07(0.86 0.06 7.09E-03[0.82 0.11 6.17E-02|0.95 0.01 5.55E-05|0.89 0.06 6.74E-02|0.77 0.10 1.36E-02|0.93 0.01 4.13E-10|0.87 0.05 2.22E-03|0.79 0.09 7.38E-03| 7.38 0.21 | 420 0.26 |10.39 0.35 |{0.93 2.23E-09 1.89E-01|0.94 4.16E-06 1.05E-01|0.93 1.75E-12 5.36E-02
rs1297247 21 16,736,037 . 0.92 0.01 1.96E-11[0.95 0.05 3.43E-01[0.96 0.10 6.73E-01|0.93 0.01 1.15E-07|0.94 0.06 3.53E-01|0.92 0.09 3.99E-01|0.93 0.01 4.24E-13|0.94 0.05 1.80E-01|0.94 0.08 4.37E-01| 940 0.09 | 583 0.08 |11.51 0.06 |{0.92 1.45E-11 7.83E-01|0.93 5.20E-08 9.79E-01|0.93 1.31E-13 9.53E-01
rs2072711 22 37,268,555 NCF4 0.96 0.02 7.51E-03|1.26 0.05 2.17E-07|1.29 0.07 6.95E-04|1.05 0.02 8.39E-03|1.15 0.05 9.16E-03|1.14 0.07 8.25E-02|1.00 0.01 9.54E-01|1.21 0.04 6.55E-07|1.21 0.06 2.19E-03| 8.93 1.00| 2.33 0.24 | 6.29 1.00 {1.00 9.86E-01 1.31E-10|1.06 3.20E-04 1.49E-01|1.03 2.68E-02 4.42E-07
CD: 8 loci

rs295320 3 141,324,556 ZBTB38 A G |0.95 0.01 1.09E-05|0.85 0.04 1.14E-04|0.91 0.07 1.84E-01|0.98 0.01 5.62E-02|0.89 0.05 2.12E-02|0.94 0.07 4.14E-01|0.96 0.01 1.66E-04|0.87 0.04 1.46E-04|0.93 0.06 1.97E-01| 6.06 0.37 | 0.93 0.16 | 473 0.41 |0.94 573E-08 3.81E-02|0.97 1.14E-02 2.00E-01|0.96 1.72E-06 2.49E-02
rs2188958 5 129,556,946 A G |092 0.01 5.64E-11|1.05 0.04 2.35E-01|1.06 0.07 4.06E-01{0.98 0.01 5.58E-02|1.01 0.05 8.35E-01|1.05 0.07 4.67E-01|0.95 0.01 3.73E-07 [1.04 0.04 3.18E-01|1.06 0.06 3.44E-01| 7.71 0.89 | 0.12 0.11| 414 0.58 [0.94 6.91E-09 3.21E-03|0.98 9.85E-02 4.72E-01|0.96 9.49E-06 1.73E-02

C60rf15,CDSN,PSORS1C2,HCG27 ,HLA-C,HLA-
B,MCCD1,ATP6V1G2,LTA TNF,LTB,NCR3,AIF1,BAG6,C60rf47, GPANK1,LY6G5B,LY6G5C,LY6G6F,MEGT1,LY6G6E,LY6G6D,DDAH2,SAPCD1,
HSPA1L,HSPA1B,C60rf48 NEU1,ZBTB12,NELFE,DXO,AL645922.1,CYP21A2,FKBPL,PRRT1 EGFL8 RNF5,AGER,PBX2,HLA-DRA HLA-
rs36110421 6 35,065,727 DQB1,HLA-DQA2 HLA-DQB2,PSORS1C1,CCHCR1,TCF19,POU5F1,MICAMICB,DDX39B,ATP6V1G2- A C |1.00 0.01 9.88E-01|1.68 0.09 1.81E-09|1.08 0.15 6.23E-01(1.01 0.01 5.29E-01|0.71 0.08 1.17E-05|0.74 0.14 2.54E-02|1.00 0.01 8.98E-01|1.11 0.07 9.66E-02|0.87 0.12 2.46E-01| 6.10 1.00| 429 1.00|-0.38 0.18 |1.01 3.16E-01 2.04E-08|0.99 6.56E-01 5.13E-06|1.00 9.54E-01 1.27E-01
DDX39B,NFKBIL1,LST1,PRRC2A,APOM,CSNK2B,CSNK2B-LY6G5B-1181,ABHD16A XXbac-
BPG32J3.20,C60rf25,LY6G6C,CLICL,VWA7 VARS, LSM2,HSPA1A,SLC44A4,C2,CFB,CFB,SKIV2L,STK19,C4A,C4B,TNXB,ATF6B,PPT2,PPT2-
EGFL8,AGPAT1,GPSM3,NOTCH4,C60rf10,HLA-DRB5,HLA-DRB1,HLA-DQA1,MSH5,MSH5-SAPCD1,EHMT2,BTNL2

rs113399414 13 44,544,665 LACC1,CCDC122 A T |091 0.02 2.89E-09|0.95 0.06 3.70E-01|0.91 0.11 3.76E-01|0.97 0.02 4.09E-02|1.09 0.07 2.59E-01|1.04 0.11 6.94E-01|0.94 0.01 1.68E-06|1.00 0.05 9.58E-01|0.97 0.09 7.78E-01| 7.26 0.11| 0.19 0.18 | 429 0.12 |0.91 1.59E-09 8.11E-01[0.97 9.82E-02 2.37E-01|0.94 3.81E-06 4.37E-01
rs57275892 14 35,747,271 BAZ1A, SRP54, FAM177A1, PPP2R3C, KIAA0391, PSMA6, NFKBIA A G |0.93 0.02 4.89E-06|0.89 0.05 1.42E-02|0.82 0.07 6.30E-03|0.98 0.02 3.55E-01|0.96 0.05 3.99E-01|0.79 0.07 7.59E-04|0.95 0.01 1.50E-04|0.92 0.04 2.47E-02|0.80 0.06 1.98E-04| 6.29 0.15| 0.62 0.68 | 517 054 |0.92 2.38E-08 2.03E-01|0.97 6.38E-02 8.76E-03|0.94 5.55E-07 1.64E-02
rs7170683 15 101,488,582 LRRK1 A G |0.94 0.01 4.97E-07|0.93 0.04 7.33E-02|0.86 0.07 2.68E-02|0.98 0.01 2.12E-01|1.08 0.05 9.71E-02|1.11 0.07 1.17E-01|0.96 0.01 1.98E-04|0.98 0.04 6.73E-01|0.98 0.06 7.48E-01| 6.34 0.13|-0.28 045 | 250 0.07 |0.94 1.99E-08 3.91E-01[0.99 6.08E-01 3.88E-02|0.97 2.11E-04 8.15E-01
rs2058813 16 50,129,454 SNX20,NOD2,CYLD,NKD1 A G |1.12 001 6.42E-15|1.04 0.04 3.30E-01|1.07 0.07 3.50E-01|0.98 0.02 2.87E-01|0.96 0.05 3.88E-01|1.01 0.07 8.61E-01|1.06 0.01 1.06E-05|1.00 0.04 9.06E-01|1.04 0.06 5.10E-01|12.61 0.14|-0.39 0.08 | 3.47 0.08 [1.11 1.05E-14 247E-01[0.98 2.27E-01 7.99E-01|1.05 1.99E-05 4.38E-01
rs12924003 16 51,080,214 SNX20,NOD2,CYLD,NKD1 A G |1.09 001 2.07E-11]|0.97 0.05 4.92E-01|1.18 0.08 2.66E-02|0.99 0.01 3.64E-01|1.00 0.05 9.79E-01|1.05 0.08 5.19E-01|1.04 0.01 1.94E-04|0.98 0.04 6.17E-01|1.11 0.06 8.77E-02| 8.91 0.21|-0.42 0.09 | 249 0.10 [1.08 521E-11 2.73E-02(0.99 453E-01 7.14E-01|1.04 2.12E-04 1.89E-01
UC: 3 loci

rs10909839 1 2,708,430 FAM213B,MMEL1,TNFRSF14 A G |1.01 0.01 2.82E-01|0.95 0.04 2.03E-01|0.98 0.07 7.32E-01|0.93 0.01 6.08E-07|0.91 0.05 3.87E-02|0.73 0.07 4.43E-06|0.97 0.01 8.97E-03|0.93 0.03 2.60E-02|0.84 0.06 1.93E-03|-0.35 0.12| 8.74 090 | 2.76 0.4 |1.01 5.66E-01 2.78E-01|0.92 8.22E-10 1.91E-03|0.96 2.55E-04 1.81E-02
rs17371986 1 160,402,259 NCSTN, NHLH1, VANGL2 A G |0.99 0.01 5.76E-01|0.99 0.05 9.13E-01|0.83 0.09 4.63E-02|0.92 0.02 1.95E-08|0.88 0.06 3.68E-02|0.92 0.09 3.41E-01|0.95 0.01 5.18E-05|0.95 0.04 2.05E-01|0.88 0.08 7.98E-02|-0.38 0.15| 7.47 0.08 | 3.83 0.09 (0.99 3.84E-01 1.71E-01|0.92 1.58E-09 8.30E-01|0.95 8.27E-06 5.54E-01
rs487707 11 114,450,708 RBM7,REXO2,NXPE4,NXPEL1,RP11-212D19.4 A G |0.99 0.01 569E-01|1.01 0.04 8.12E-01|0.97 0.07 6.35E-01|0.93 0.01 4.54E-09|0.94 0.05 1.75E-01|1.02 0.07 8.29E-01|0.96 0.01 1.04E-04|0.98 0.04 6.17E-01|0.99 0.06 8.83E-01|-1.69 0.05| 6.97 0.10| 2.73 0.08 |0.99 5.80E-01 8.61E-01|0.93 3.97E-09 4.44E-01|0.96 1.23E-04 7.50E-01

Chr, chromosome; Position, chromosome position; Log10BF, logarithm of Bayes Factor; Phet , posterior probability of heterogeneity; P, P value; Pq, P values of heterogeneity test.




