
X-ray diffraction data were collected remotely at Argonne National Laboratory, beamlines 22ID and 24IDE. Data were indexed, 
integrated and scaled using the program HKL2000. 
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 Coordinates for the structures have been deposited to RCSB protein data bank with PDB IDs 6CWY and 6CWZ. 

	

Data were refined using the program PHENIX, quality was analyzed using Molprobity and Procheck, and graphics were generated using
 

n
atu

re 	research
		 	| 			

rep
o
rtin

g 	su
m
m
ary

	
April 2018 



3 

 
 

Field-specific reporting   
Please select the best fit for your research. If you are not sure, read the appropriate sections before making your selection. 

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences 
For a reference copy of the document with all sections, see nature.com/authors/policies/ReportingSummary-flat.pdf 

 
 

Life sciences study design   
All studies must disclose on these points even when the disclosure is negative. 

Sample size 

Data exclusions 
 

Replication 
 

Randomization 
 

Blinding 
 
 

Reporting for specific materials, systems and methods   
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material, 
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response. 

Materials & experimental systems Methods 
 

  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

This checklist template is licensed under a Creative Commons Attribution 4.0 International License, which permits use, sharing, adaptation, distribution and reproduction in any medium 
or format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Creative Commons license, and indicate if changes were made. The images 
or other third party material in this article are included in the article's Creative Commons license, unless indicated otherwise in a credit line to the material. If material is not included in 
the article's Creative Commons license and your intended use is not permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/ 

 
Unique biological materials

Antibodies 

Palaeontology 

Animals and other organisms

Human research participants 

 
ChIP-seq 

Flow cytometry 

 

	

 

All biochemical experiments were performed in triplicate. 
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