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Supplemental Fig. S2

Supplemental_Figure_S2: Accuracy of non-canonical TT splicing. 
(A): Natural sequence environments for two exemplary 5’ss from genes ETV1 and FBXO9 
        were inserted into the splicing reporter. 
(B): Sequences of exon-exon junctions. Splicing positions are indicated as e.g. “+1” or “-1”.


