
 

S1 Appendix. Sequence alignment of the ScMYBAS1 nucleotide sequence showing 

different transcripts from ‘IACSP94-2094’ and ‘IACSP97-7065’ sugarcane cultivars. 
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                   ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

16MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

24MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

8MYB2094           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

11MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

3MYB2094           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

17MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

1MYB2094           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

8MYB7065           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

2MYB7065           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT CTTTGGTGAC CGTCGTTGGG   

17MYB7065          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT CTTTGGTGAC CGTCGTTGGG   

22MYB7065          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT CTTTGGTGAC CGTCGTTGGG   

15MYB7065          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT CTTTGGTGAC CGTCGTTGGG   

20MYB7065          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

21MYB7065          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

7MYB7065           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

13MYB7065          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

2MYB2094           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

12MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

4MYB2094           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCA GTTTGGTGAC CGTCGTTGGG   

13MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCA GTTTGGTGAC CGTCGTTGGG   

19MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCA GTTTGGTGAC CGTCGTTGGG   

22MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCA GTTTGGTGAC CGTCGTTGGG   

3MYB7065           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

6MYB7065           ATGGTGACTG TGAGGGAGGA GATTCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

14MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

20MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

23MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

9MYB7065           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT CTTTGGTGAC CGTCGTTGGG   

15MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT CTTTGGTGAC CGTCGTTGGG   

10MYB7065          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT CTTTGGTGAC CGTCGTTGGG   

11MYG7065          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT CTTTGGTGAC CGTCGTTGGG   

14MYB7065          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT CTTTGGTGAC CGTCGTTGGG   

21MYB2094          ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT CTTTGGTGAC CGTCGTTGGG   

MYB_Mazz           ATGGTGACTG TGAGGGAGGA GATGCGTAAA GGGCCATGGA CAGAGCAGGA GGACATGCAA CTGGTATGCA CTGTCCGCCT GTTTGGTGAC CGTCGTTGGG   

Clustal Consensus  ********** ********** *** ****** ********** ********** ********** ********** *********   ********* **********   

 

                           110        120        130        140        150        160        170        180        190        200                   

                   ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

16MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGCGAAC TGCAACTTAG G--------- ---------- ---------- ---------- ----------   

24MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGCGAAC TGCAACTTAG G--------- ---------- ---------- ---------- ----------   

8MYB2094           ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

11MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

3MYB2094           ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

17MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

1MYB2094           ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

8MYB7065           ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

2MYB7065           ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

17MYB7065          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

22MYB7065          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

15MYB7065          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG GTAGCTATTT TGCTATTCTT AGCGCAAAGT CGCAAACATA AATGTCTTCC   

20MYB7065          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

21MYB7065          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

7MYB7065           ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

13MYB7065          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

2MYB2094           ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG GTAGCTATTT TGCTATTCTT AGCGCAACGT CGCAAACATA AATGTCTTCC   

12MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG GTAGCTATTT TGCTATCCTT AGCGCAAAGT CGCAAACATA AATGTCTTCC   

4MYB2094           ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

13MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

19MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

22MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

3MYB7065           ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

6MYB7065           ACTTCATTGC CCAAGTCTCA GG-------- ---------- ---------- ---------- ---------- ---------- ---------- ----------   

14MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

20MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

23MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

9MYB7065           ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

15MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG GTAGCTATTT TGCTATCCTT AGCGCAAAGT CGCAAACATA AATGTCTTCC   

10MYB7065          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

11MYG7065          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

14MYB7065          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

21MYB2094          ACTTCATTGC CCAAGTCTCA GGTTTGAGGG GTTGGGAAAC TACAACTTAG G--------- ---------- ---------- ---------- ----------   

MYB_Mazz           ACTTCATTGC CCAAGTCTCA GG-------- ---------- ---------- ---------- ---------- ---------- ---------- ----------   

Clustal Consensus  ********** ********** **                                                                                      

   

                           210        220        230        240        250        260        270        280        290        300                   

                   ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

16MYB2094          ---------- ---------- ---------- ---------- --------CC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAC   

24MYB2094          ---------- ---------- ---------- ---------- --------CC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAC   

8MYB2094           ---------- ---------- ---------- ---------- --------AC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

11MYB2094          ---------- ---------- ---------- ---------- --------AC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

3MYB2094           ---------- ---------- ---------- ---------- --------AC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

17MYB2094          ---------- ---------- ---------- ---------- --------AC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

1MYB2094           ---------- ---------- ---------- ---------- --------CC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

8MYB7065           ---------- ---------- ---------- ---------- --------CC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

2MYB7065           ---------- ---------- ---------- ---------- --------CC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

17MYB7065          ---------- ---------- ---------- ---------- --------CC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

22MYB7065          ---------- ---------- ---------- ---------- --------CC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

15MYB7065          TGTCTAACCA GCCCTCTTCA TACTATACGT TCTCTATGTT CATGCAGGCC TCAATAGGAC AGGAAAAAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

20MYB7065          ---------- ---------- ---------- ---------- --------CC TCAATAGGAC AGGAAAAAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

21MYB7065          ---------- ---------- ---------- ---------- --------CC TCAATAGGAC AGGAAAAAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

7MYB7065           ---------- ---------- ---------- ---------- --------CC TCAATAGGAC AGGAAAAAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

13MYB7065          ---------- ---------- ---------- ---------- --------CC TCAATAGGAC AGGAAAAAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

2MYB2094           TGTCTAACCA GCCCTCTTCA TACTATATGT TCTCTATGTT CATGCAGGCC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

12MYB2094          TGTCTAACCA GCCCTCTTCA TACTATATGT TCTCTATGTT CATGCAGGCC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA TTACCTTCAT   

4MYB2094           ---------- ---------- ---------- ---------- --------CC TCAATAGGAC AGGAAAAAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

13MYB2094          ---------- ---------- ---------- ---------- --------CC TCAATAGGAC AGGAAAAAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

19MYB2094          ---------- ---------- ---------- ---------- --------CC TCAATAGGAC AGGAAAAAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

22MYB2094          ---------- ---------- ---------- ---------- --------CC TCAATAGGAC AGGAAAAAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

3MYB7065           ---------- ---------- ---------- ---------- --------CC TCAATAGGAC AGGAAAAAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

6MYB7065           ---------- ---------- ---------- ---------- --------CC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

14MYB2094          ---------- ---------- ---------- ---------- --------CC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

20MYB2094          ---------- ---------- ---------- ---------- --------AC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

23MYB2094          ---------- ---------- ---------- ---------- --------AC TCAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA CTACCTTCAT   

9MYB7065           ---------- ---------- ---------- ---------- --------CC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA TTACCTTCAT   

15MYB2094          TGTCTAACCA GCCCTCTTCA TACTATACGT TCTCTATGTT CATGCAGGCC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA TTACCTTCAT   

10MYB7065          ---------- ---------- ---------- ---------- --------CC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA TTACCTTCAT   

11MYG7065          ---------- ---------- ---------- ---------- --------CC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA TTACCTTCAT   

14MYB7065          ---------- ---------- ---------- ---------- --------CC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA TTACCTTCAT   

21MYB2094          ---------- ---------- ---------- ---------- --------CC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA TTACCTTCAT   

MYB_Mazz           ---------- ---------- ---------- ---------- --------CC TTAACAGGAC AGGAAAGAGC TGCCGCCTGC GGTGGGTGAA TTACCTTCAT   

Clustal Consensus                                                       * * ** ***** ****** *** ********** **********  ********   



     310        320        330        340        350        360        370        380        390        400                   

                   ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

16MYB2094          CCTGGCCTCA AGCATGGCAG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

24MYB2094          CCTGGCCTCA AGCATGGCAG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

8MYB2094           CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGTT TGATCTGAAG TTTTTCTAGA   

11MYB2094          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGTT TGATCTGAAG TTTTTCTAGA   

3MYB2094           CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

17MYB2094          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

1MYB2094           CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

8MYB7065           CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

2MYB7065           CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

17MYB7065          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

22MYB7065          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

15MYB7065          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

20MYB7065          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

21MYB7065          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

7MYB7065           CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

13MYB7065          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

2MYB2094           CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

12MYB2094          CCTGGCCTGA AGCATGGCCG CATGTCACCA CACGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

4MYB2094           CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

13MYB2094          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

19MYB2094          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

22MYB2094          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

3MYB7065           CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

6MYB7065           CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

14MYB2094          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

20MYB2094          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

23MYB2094          CCTGGCCTCA AGCATGGCCG CATGTCACCA CAAGAAGAAC GCCTTATTAT TGAGCTGCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

9MYB7065           CCTGGCCTGA AGCATGGCCG CATGTCACCA CACGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

15MYB2094          CCTGGCCTGA AGCATGGCCG CATGTCACCA CACGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

10MYB7065          CCTGGCCTGA AGCATGGCCG CATGTCACCA CACGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

11MYG7065          CCTGGCCTGA AGCATGGCCG CATGTCACCA CACGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

14MYB7065          CCTGGCCTGA AGCATGGCCG CATGTCACCA CACGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

21MYB2094          CCTGGCCTGA AGCATGGCCG CATGTCACCA CACGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

MYB_Mazz           CCTGGCCTGA AGCATGGCCG CATGTCACCA CACGAAGAAC GCCTTATTAT TGAGCTCCAT GCTCGGTGGG GGAACAGGT- ---------- ----------   

Clustal Consensus  ******** * ******** * ********** ** ******* ********** ****** *** ********** *********                     

 

                           410        420        430        440        450        460        470        480        490        500                   

                   ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

16MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

24MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

8MYB2094           GAGTAACTTT TCTCAGTTAC TAAATTTAGG TGAAGACAAA GCTCACTCAA ATTCTCCATA TGTAGGTGGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

11MYB2094          GAGTAACTTT TCTCAGTTAC TAAATTTAGG TGAAGACAAA GCTCACTCAA ATTCTCCATA TGTAGGTGGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

3MYB2094           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

17MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

1MYB2094           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

8MYB7065           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

2MYB7065           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

17MYB7065          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

22MYB7065          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

15MYB7065          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

20MYB7065          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

21MYB7065          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

7MYB7065           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

13MYB7065          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

2MYB2094           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

12MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGCA   

4MYB2094           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

13MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

19MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

22MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

3MYB7065           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

6MYB7065           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCGGGGCGTA   

14MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

20MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

23MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   

9MYB7065           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGCA   

15MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGCA   

10MYB7065          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGCA   

11MYG7065          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGCA   

14MYB7065          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGCA   

21MYB2094          ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGCA   

MYB_Mazz           ---------- ---------- ---------- ---------- ---------- ---------- -------GGT CTAGGATAGC ACGGAGGCTG CCAGGGCGTA   
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16MYB2094          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

24MYB2094          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

8MYB2094           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCATCAT CCTCCTCACT   

11MYB2094          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCATCAT CCTCCTCACT   

3MYB2094           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

17MYB2094          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

1MYB2094           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

8MYB7065           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

2MYB7065           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

17MYB7065          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

22MYB7065          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

15MYB7065          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

20MYB7065          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

21MYB7065          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

7MYB7065           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

13MYB7065          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCATCAT CCTCCTCACT   

2MYB2094           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

12MYB2094          CAGACAATGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCT CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCATCAT CCTCCTCACT   

4MYB2094           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

13MYB2094          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

19MYB2094          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

22MYB2094          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

3MYB7065           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

6MYB7065           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAACAT TTCATCACCT TCATCCTCAT CCTCCTCACT   

14MYB2094          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

20MYB2094          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

23MYB2094          CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

9MYB7065           CAGACAATGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCT CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

15MYB2094          CAGACAATGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCT CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

10MYB7065          CAGACAATGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCT CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

11MYG7065          CAGACAATGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCT CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

14MYB7065          CAGACAATGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCT CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

21MYB2094          CAGACAATGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCT CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   

MYB_Mazz           CAGACAACGA GATCAAGAAC TACTGGAGAA CACACATGAG AAAGAAAGCA CAGGAGAGGA AGATGAGCAT GTCATCACCT TCATCCTCAT CCTCCTCACT   
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16MYB2094          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

24MYB2094          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

8MYB2094           GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

11MYB2094          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

3MYB2094           GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

17MYB2094          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

1MYB2094           GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

8MYB7065           GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

2MYB7065           GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGTGTCA CCAGCGCCCT TGAGAACACA   

17MYB7065          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGTGTCA CCAGCGCCCT TGAGAACACA   

22MYB7065          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGTGTCA CCAGCGCCCT TGAGAACACA   

15MYB7065          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGTGTCA CCAGCGCCCT TGAGAACACA   

20MYB7065          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGTGTCA CCAGCGCCCT TGAGAACACA   

21MYB7065          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGTGTCA CCAGCGCCCT TGAGAACACA   

7MYB7065           GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT TGAGAACACA   

13MYB7065          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

2MYB2094           GACATACCAA GCCTGCCTTC TTGACACCGT TCGAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT AGCTGCGTCA CCAGCGCCCT CGAGAACACA   

12MYB2094          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

4MYB2094           GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

13MYB2094          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

19MYB2094          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

22MYB2094          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

3MYB7065           GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

6MYB7065           GACATACCAA GCCTGCCTTC TTGACACCGT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGTTGCGTCA CCAGCGCCCT CGAGAACACA   

14MYB2094          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

20MYB2094          GACATACCAA GCCTGCCTTC TTGACACCGT TCCAGTCACT GGGATGGGCA GTGCCGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAACACA   

23MYB2094          GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCATT GGGATGGGCA GTGGTGACAC TCACAATGGT GGCTGCGTCA CCAGCGCCCT CGAGAATACA   

9MYB7065           GACATACCAA GCCTGCCTTC TTGACACCGT TCCAGTCACT GGGATGGGCA GTGCCGACAC TCACAATGGT AGCTGTGTCA CCAGCGCCCT CGAGAACACA   

15MYB2094          GACATACCAA GCCTGCCTTC TTGACACCGT TCCAGTCACT GGGATGGGCA GTGCCGACAC TCACAATGGT AGCTGTGTCA CCAGCGCCCT CGAGAACACA   

10MYB7065          GACATACCAA GCCTGCCTTC TTGACACCGT TCCAGTCACT GGGATGGGCA GTGCCGACAC TCACAATGGT AGCTGTGTCA CCAGCGCCCT CGAGAACACA   

11MYG7065          GACATACCAA GCCTGCCTTC TTGACACCGT TCCAGTCACT GGGATGGGCA GTGCCGACAC TCACAATGGT AGCTGTGTCA CCAGCGCCCT CGAGAACACA   

14MYB7065          GACATACCAA GCCTGCCTTC TTGACACCGT TCCAGTCACT GGGATGGGCA GTGCCGACAC TCACAATGGT AGCTGTGTCA CCAGCGCCCT CGAGAACACA   

21MYB2094          GACATACCAA GCCTGCCTTC TTGACACCGT TCCAGTCACT GGGATGGGCA GTGCCGACAC TCACAATGGT AGCTGTGTCA CCAGCGCCCT CGAGAACACA   

MYB_Mazz           GACATACCAA GCCTGCCTTC TTGACACCAT TCCAGTCACT GGGATGGGCA GTGCCGACAC TCACAATGGT AGCTGTGTCA CCAGCGCCCT CGAGAACACA   
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16MYB2094          CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

24MYB2094          CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

8MYB2094           CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

11MYB2094          CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

3MYB2094           CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

17MYB2094          CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

1MYB2094           CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

8MYB7065           CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

2MYB7065           CATAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

17MYB7065          CATAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

22MYB7065          CATAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

15MYB7065          CATAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

20MYB7065          CATAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

21MYB7065          CATAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

7MYB7065           CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

13MYB7065          ---AGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

2MYB2094           CAGAGTGCCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

12MYB2094          ---AGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

4MYB2094           CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

13MYB2094          CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

19MYB2094          CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

22MYB2094          CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

3MYB7065           CAGAGTGTCA TGGATGGATA TCCCATAGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TTCTGGGTAT TGCTGAAGGG AAAGAGACGA   

6MYB7065           CAGAGTGTCA TGGATGGATA TCCCATGGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TTCTGGGTAT TGCTGAAGGG AAAAAGACGA   

14MYB2094          CAAAGTGCCA TGGATGGATA TCCCATGGAT CAGATATGGA AGGCGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   

20MYB2094          CAAAGTGCCA TGGATGGATA TCCCATGGAT CAGATATGGA AGGCGATTGA GGCACCGCAG GCACCTGCCT TTCTGGGTAT TGCTGAAGGG AAAGAGACGA   

23MYB2094          CAAAGTGCCA TGGATGGATA TCCCATGGAT CAGATATGGA AGGCGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAACGA AAAGAGAAGA   

9MYB7065           CAAAGTGCCA TGGATGGATA TCCCATGGAT CAGATATGGA AGGCGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAACGA AAAGAGAAGA   

15MYB2094          CAAAGTGCCA TGGATGGATA TCCCATGGAT CAGATATGGA AGGCGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAACGA AAAGAGAAGA   

10MYB7065          CAAAGTGCCA TGGATGGATA TCCCATGGAT CAGATATGGA AGGCGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAACGA AAAGAGAAGA   

11MYG7065          CAAAGTGCCA TGGATGGATA TCCCATGGAT CAGATATGGA AGGCGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAACGA AAAGAGAAGA   

14MYB7065          CAAAGTGCCA TGGATGGATA TCCCATGGAT CAGATATGGA AGGCGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAACGA AAAGAGAAGA   

21MYB2094          CAAAGTGCCA TGGATGGATA TCCCATGGAT CAGATATGGA AGGCGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAACGA AAAGAGAAGA   

MYB_Mazz           CAAAGTGCCA TGGATGGATA TCCCATGGAT CAGATATGGA ATGAGATTGA GGCACCGCAG GCACCTGCCT TGCTGGGTAT TGCTGAAGGG AAAGAGAAGA   
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16MYB2094          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGTTAT GTGGGACTAC AAATATCCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

24MYB2094          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGTTAT GTGGGACTAC AAATATCCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

8MYB2094           CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

11MYB2094          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

3MYB2094           CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGTTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

17MYB2094          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGTTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

1MYB2094           CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

8MYB7065           CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

2MYB7065           CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

17MYB7065          CATGTAGCAG TATCCCCTGT CATCTACCAT CATNTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

22MYB7065          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGNTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

15MYB7065          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

20MYB7065          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATTCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

21MYB7065          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATTCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

7MYB7065           CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

13MYB7065          CATGTAGCAG TATCCCCTGT CATCTACCAT CATGTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

2MYB2094           CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGTTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

12MYB2094          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

4MYB2094           CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGTTAT GTGGGACTAC AAATATCCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

13MYB2094          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGTTAT GTGGGACTAC AAATATCCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

19MYB2094          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGTTAT GTGGGACTAC AAATATCCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

22MYB2094          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGTTAT GTGGGACTAC AAATATCCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

3MYB7065           CATGCAGCAG TAACCCCTGT CATCTACCAT CATCTTCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

6MYB7065           CATGCAGCAG TAACCCCTGT CATCTACCAT CATCTTCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATTATGATGT   

14MYB2094          CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGCTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

20MYB2094          CATGCAGCAG TATCCCCTGT CATCTACCAT CATCTTCTAT GTGGGACTAC AAATATCCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

23MYB2094          CATGCAGCAG TATCCCCTGT CATCTACCAT CACCTGCTAT GTGGGACTAC AAATATTCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

9MYB7065           CATGCAGCAG TATCCCCTGT CATCTACCAT CACCTGCTAT GTGGGACTAC AAATATTCTG AGGTGTTCTG GAAGATAAAG AAATCATGAT GTGA------   

15MYB2094          CATGCAGCAG TATCCCCTGT CATCTACCAT CACCTGCTAT GTGGGACTAC AAATATTCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGA---   

10MYB7065          CATGCAGCAG TATCCCCTGT CATCTACCAT CACCTGCTAT GTGGGACTAC AAATATTCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

11MYG7065          CATGCAGCAG TATCCCCTGT CATCTACCAT CACCTGCTAT GTGGGACTAC AAATATTCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

14MYB7065          CATGCAGCAG TATCCCCTGT CATCTACCAT CACCTGCTAT GTGGGACTAC AAATATTCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

21MYB2094          CATGCAGCAG TATCCCCTGT CATCTACCAT CACCTGCTAT GTGGGACTAC AAATATTCTG AGGTGTTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   

MYB_Mazz           CATGTAGCAG TATCCCCTGT CATCTACCAT CATCTGTTAT GTGGGACTAC AAATATCCTG AGGTATTCTG GAAGATGGA- AGATAAAGAA ATCATGATGT   
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16MYB2094          GA  

24MYB2094          GA  

8MYB2094           --  

11MYB2094          --  

3MYB2094           --  

17MYB2094          --  

1MYB2094           --  

8MYB7065           GA  

2MYB7065           GA  

17MYB7065          GA  

22MYB7065          GA  

15MYB7065          GA  

20MYB7065          GA  

21MYB7065          GA  

7MYB7065           GA  

13MYB7065          GA  

2MYB2094           --  

12MYB2094          --  

4MYB2094           --  

13MYB2094          --  

19MYB2094          --  

22MYB2094          --  

3MYB7065           GA  

6MYB7065           GA  

14MYB2094          GA  

20MYB2094          GA  

23MYB2094          GA  

9MYB7065           --  

15MYB2094          --  

10MYB7065          GA  

11MYG7065          GA  

14MYB7065          GA  

21MYB2094          GA  

MYB_Mazz           GA  
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