
Figure S1- Phylogenetic analysis of CcCnoX 
CnoX is well conserved among Gram-negative bacteria. This figure shows a schematic of the 
unrooted Bayesian phylogenetic tree for CcCnoX. 
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0.84/60 

1/93 

1/100 

0.98/69 

0.99/84 

0.95/68 

1/89 

0.52/- 

0.55/- 

1/100 

0.89/63 

0.99/98 

1/99 

0.94/79 

1/100 

0.82/- 

1/97 

0.51/- 

0.5/73 

0.64/- 

1/91 

0.92/64 

0.71/- 

1/- 

0.51/- 

1/98 

1/97 

1/83 

1/90 

0.62/- 

1/95 

0.98/74 

0.97/79 

1/88 

1/ 
97 

0.76/- 

0.67/52 

0.86/51 

0.98/74 

0.5/- 

0.74/- 

0.8 

1/100 

1/97 

0.55 
/- 

0.65/- 

1/- 

0.95/- 

1/60 

0.99/82 

0.6/- 

1/86 

0.73/- 

0.53/- 

0.58/61 

0.53/- 

1/89 

0.71/- 

1/87 

1/88 

1/93 

1/81 

1/99 

0.67/- 

0.63/- 

0.84/60 

0.99/- 

1/100 

0.73/60 

0.71/- 

1/99 

1/1 

0.95/87 

1/97 

1/76 

0.75/- 

0.98/76 

1/100 

0.96/81 

0.99/100 

0.78/- 

1/80 

1/94 

0.72/- 

0.98/58 

0.92/62 

0.85/- 

0.99/50 

0.95/76 

0.82/- 

0.63/- 

0.8/- 

1/99 

0.51/- 

0.98/87 

1/99 

0.83/- 

0.53/- 

1/100 

1/90 

0.99/77 

-/61 

-/51 

1/100 

1/100 

0.9/- 

0.65/- 

1/100 

0.96/- 

0.71/- 

1/98 

0.98/- 

Actinobacteria 

Planctomycetes 

Alphaproteobacteria 

Chloroflexi 

Gammaproteobacteria 

Spirochaetes 

Aquificae 

Cyanobacteria 

Chlamydiae/Verrucomicrobia group 

Bacteroidetes/Chlorobi group 

Deltaproteobacteria 

Actinobacteria 

Alphaproteobacteria 

Chloroflexi 

Chlamydiae/Verrucomicrobia group 

Gammaproteobacteria 
Bacteroidetes/Chlorobi group 

Bacteroidetes/Chlorobi group 

Gammaproteobacteria 

Gammaproteobacteria 

Chloroflexi 
Betaproteobacteria 

Betaproteobacteria 


