SUPPORTING INFORMATION

Characterization of the Catalytic Subunits of the RNA Exosome-like Complex in Plasmodium
falciparum by Ning Jiang, Shengchao Yu, Na Yang, Ying Feng, Xiaoyu Sang, Yao Wang, Mats
Wahlgren, Qijun Chen

Fig. S1 An alignment of the putative PIN domains between Plasmodium and other organisms
(human and mouse). The multi-sequence alignment is achieved by Mega 6.0.

Fig. S2 Generation of GST-tagged fusion proteins. (A) 12% SDS-PAGE analysis of the purified GST-
tagged fusion proteins. The molecular weights of these GST fusion proteins are 60 kDa (PfRrp4), 48
kDa (PfRrp4l), 57 kDa (PfRrp42), 70 kDa (PfDis3), and 51 kDa (PfRrp6). (B) Western blot analysis of
the purified GST-tag fusion proteins with a GST-specific monoclonal antibody.

Fig. S3 Analysis of the expression of native proteins in the asexual stages of P. falciparum 3D7
strain. (A) Detection of PfRrp4, PfRrp41, PfRrp42, PfDis3 and PfRrp6 in parasites by Western blot. The
predicted molecular masses are shown in Table 1. Negative 1gG, pre-immune antibody control.



P H.H_a :I ENFUSSFUOD
18k Uun.ooommmﬂlém
bas*00ETTTT 95734d

von.oowmmnw 2a2¥d
2800859100 ¥8TYId
&un.onomnooouﬁog
uan.oo.nmn.nw SYHOd
b3s°009SETT WHNYEd
UUn.oowN.ﬂHﬂ T0dad
€°00ZTZOTT TOHD9Od

BUM‘DOON__”._”A HIDid
2130 sasiwozeyooes

IADTONTYS] 'y A . 1 YAXAIYSHNY : [ 3 . i wosoxs ustdes owoy

ANS T TNTEN ) I A 1138 HNISESSSSOIIISIZAATROANE : OWED! pisped el ba5°00665ET LASI

SHATS "t ' *c et IATE
ONASD* "ttt 3AIT
HNASSSSSSOIIISIITAL

a
bt
b{
b |
b
d
d
N
d
b1

gggggggﬁgg

HINLATARNIZXAN J A A { D o} Ik 5 ST O ONES H E.. .Gnﬂnmmm




> o N 3
"3‘ :5? @ {;\7 &Qb (& &b‘ QSQ‘% {;\-,
i & & &S & & &9
S & & P &S &
kDa © © ¢ kDa S G
120/ p— 180
Pr—
7 - - . —— 2
- T Gy e b N——
55 - 55 -
— e - e
43— s 43 g
34 .. 34

pus — .
- =By, mRLERe

17 o A
& =
&
180
130 .
M o .

72 - - -
M-[: —




