Total Proteome GO Terms

AD Increased (362)

. . . biological adhesion

intermediate filament-based process

response to lipopolysaccharide

regeneration

NADPH regeneration

. . . nucleposome assembly

integrin—mediated signaling pathway

cellular aldehyde métabolic process

B cell receptor signaling pathway

regulation of axonogenesis

. . . actin binding

oxidoreductase activity, acting on the CH-CH group of donors, NAD or NADP as acceptor

vinculin binding

hP(aIuronlc acid binding

. . . structural constituent of cytoskeleton

oxidoreductase activity, acting on the CH-OH group of donors, NAD or NADP as act:)gegtor
sugar bindin

. - . extracellular matrix binding

oxidoreductase activity, acting on the aldehyde or oxo group of donors, NAD or NADP as aggeé:ztor
indin

nuqleosomg

myelin sheath

extracellular region part

.. chromosome

extrinsic to membrane

actin cytoskeleton

. apical part of cell

intermediate filament

cell-cell junction

cell'surface

Z Score

AD decreased (229)

mitochondrial electron transport, NADH to ubiquinone
synaptic transmission

. ) synaptic vesicle maturation
regulation of acetyl-CoA biosynthetic process from pyruvate
regulation of exocytosis

neurotransmitter transport

cellular respiration

pyruvate metabolic process

dendrite development

glutamate secretion

NADH dehydrogenase activity

. 4iron, 4 sulfur cluster binding

extracellular ligand—gated ion channel activity

syntaxin—1 binding

GABA receptor activity

. . quinone binding

ionotropic glutamate receptor activity

electron carrier activity

small GTPase regulator activity

cytoskeletal adaptor activity

respiratory chain

NADH dehydrogenase complex

) . synapse

. o synaptic vesicle membrane
mitochondrial inner membrane presequéence translocase complex
. L cell junction

mitochondrial inner membrane

synaptic membrane

.~ synaptic vesicle

intrinsi¢ to membrane

Z Score



