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O43865
Putative adenosylhomocysteinase 2

AHCYL1
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P08237
6−phosphofructokinase

PFKM

●

●

●

●

●
●

● ●
●

●

●

●

●

● ● ● ● ●

● ●
●

●
●

●

●

● ●

● ● ●
●

●

●

●

●
●

0.5

1.5

2.5

3.5

10
−6

10
−4

10
−2

10
0

 

 

P10644
cAMP−dependent protein kinase type I−alpha regulatory subunit
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P13861
cAMP−dependent protein kinase type II−alpha regulatory subunit
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P17612
cAMP−dependent protein kinase catalytic subunit alpha

PRKACA
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P17858
6−phosphofructokinase, liver type
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P24941
Cyclin−dependent kinase 2

CDK2
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P31321
cAMP−dependent protein kinase type I−beta regulatory subunit
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P31323
cAMP−dependent protein kinase type II−beta regulatory subunit

PRKAR2B
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P36776
Lon protease homolog, mitochondrial

LONP1

● ●
●

●

●

●

●

●

●

● ● ● ●
●

●

●

●

●

● ● ● ● ●
●

●
●

●
● ● ● ● ●

●
●

●
●

0.5

1.0

1.5

2.0

10
−6

10
−4

10
−2

10
0

 

 

Q01813
6−phosphofructokinase type C
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Q96RK0
Protein capicua homolog
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Q9BSF0
Small membrane A−kinase anchor protein
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Q9Y6E0
Serine/threonine−protein kinase 24

STK24
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Q9Y3Z3
SAM domain and HD domain−containing protein 1

SAMHD1
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