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O00429
Dynamin−1−like protein
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O15067
Phosphoribosylformylglycinamidine synthase
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O96013
Serine/threonine−protein kinase PAK 4
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P04183
Thymidine kinase, cytosolic
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P04818
Thymidylate synthase
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P07741
Adenine phosphoribosyltransferase
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P08237
6−phosphofructokinase
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P11172
Uridine 5'−monophosphate synthase
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P14550
Alcohol dehydrogenase [NADP(+)]
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P14618
Pyruvate kinase isozymes M1/M2
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P17858
6−phosphofructokinase, liver type
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P21980
Protein−glutamine gamma−glutamyltransferase 2

TGM2
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P23919
Thymidylate kinase
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P26196
Probable ATP−dependent RNA helicase DDX6
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P27144
GTP:AMP phosphotransferase AK4, mitochondrial
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P27707
Deoxycytidine kinase

DCK
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P33316
Deoxyuridine 5'−triphosphate nucleotidohydrolase, mitochondrial
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P36507
Dual specificity mitogen−activated protein kinase kinase 2

MAP2K2
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P38919
Eukaryotic initiation factor 4A−III
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P49448
Glutamate dehydrogenase 2, mitochondrial
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Q01813
6−phosphofructokinase type C

PFKP
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Q02750
Dual specificity mitogen−activated protein kinase kinase 1
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Q14353
Guanidinoacetate N−methyltransferase

GAMT
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Q16854
Deoxyguanosine kinase, mitochondrial

DGUOK
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Q5T1V6
Probable ATP−dependent RNA helicase DDX59
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Q8N142
Adenylosuccinate synthetase isozyme 1
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Q8NCN5
Pyruvate dehydrogenase phosphatase regulatory subunit, mitochondrial
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Q92900
Regulator of nonsense transcripts 1
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Q969T7
7−methylguanosine phosphate−specific 5'−nucleotidase
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Q9Y6Y0
Influenza virus NS1A−binding protein
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P51812
Ribosomal protein S6 kinase alpha−3

RPS6KA3
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Q15418
Ribosomal protein S6 kinase alpha−1
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Q9H2U1
Probable ATP−dependent RNA helicase DHX36
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Q9UJT0
Tubulin epsilon chain

TUBE1
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