Supplemental Figure 1. T-cell VJ rearrangement repertoire of a polyclonal donor.
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(A) A037 healthy reference sample: Unique alpha chain VJ combinatorial counts.
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(B) A037 healthy reference sample: Unique beta chain VJ combinatorial counts.
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(D) A037 healthy reference sample: Unique delta chain VJ combinatorial counts.
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(E) Comparison of unique VJ fraction prevalence between A037 samples assessed by
ImmunoSEQ and CapTCR-seq. Each point represents fraction of total observed

rearrangements for each V or J allele.
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(F) Number of unique clonotypes identified with respect to number of reads from
downsampled sequencing data sets from A037 CD3 and PBMC cell populations. From
right to left, each point represents the number of unique clonotypes when reads were
reduced by half. The capture panel consisting of either (V) probes or both V and J
probes (VJ) is indicated in the legend along with amounts of genomic DNA used to

generate the initial library subsequently used for CapTCR-seq.



Supplemental Figure 2- Fractional prevalences of beta locus V] gene
rearrangements observed in TCR rearrangements by CapTCR-Seq and
Lymphotrack (MiXCR). Comparison of unique VJ fraction prevalence between A037
samples assessed by CapTCR-seq and Lymphotrack (Invivoscribe PCR). Each point
represents fraction of total observed rearrangements for each pair of TRB V and J
alleles.
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Supplemental Figure 3. Cell line and tumor isolate T-cell clonality.
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(A) Alpha chain VJ rearrangements. Boxes represent individual unique VJ pairs and box
size reflects abundance in sample. Samples are ordered left to right in terms of
decreasing clonality based on prevalence of top clone.
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(B) Delta chain VJ rearrangements. Boxes represent individual unique VJ pairs and box
size reflects abundance in sample. Delta rearrangements were not observed for all



samples. Samples are ordered left to right in terms of decreasing clonality based on
prevalence of top clone.



TCR CapSeq VJ Rearrangement by Sanger Sequencing
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(C) Sanger sequencing validation of individual VJ rearrangements from hybrid-capture
sample data with the number of times the given VJ rearrangement was observed plotted
on the y-axis. VJ rearrangements that failed to generate a dominant band upon PCR
amplification tended to be those with low observation counts.



Supplemental Figure 4. Clinical sample T-cell clonality.
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(A) Alpha chain. Boxes represent individual VJ rearrangements and box size reflects

abundance in sample. Samples are ordered left to right in terms of decreasing clonality

based on prevalence of top clone.
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(B) Delta chain. Boxes represent individual VJ rearrangements and box size reflects

abundance in sample. Samples are ordered left to right in terms of decreasing clonality

based on prevalence of top clone. Delta rearrangements were not observed for all

samples.



Supplemental Tables

Table 1: Probe Sequences

Gene
TRAV1-1*02
TRAV1-2*02
TRAV12-1*02
TRAV12-2*02
TRAV12-2*03
TRAV12-3*02
TRAV13-1*02
TRAV13-1*03
TRAV13-2*02
TRAV14/DV4*03
TRAV14/DV4*04
TRAV2*02
TRAV20*02
TRAV20*03
TRAV20*04
TRAV21*02
TRAV23/DV6*02
TRAV23/DV6*03
TRAV23/DV6*04
TRAV24*02
TRAV26-1*02
TRAV26-1*03
TRAV26-2*02
TRAV27*02
TRAV27*03
TRAV29/DV5*02
TRAV29/DV5*03
TRAV3*02
TRAV30*02
TRAV30*03
TRAV30*04
TRAV35*02
TRAV36/DV7*02
TRAV36/DV7*03
TRAV36/DV7*04
TRAV38-1*02

TRAV38-1*03

120bp capture probe sequence
caggtcgtttttcttcattecttagtegetctgatagttatggttacctecttctacaggagetccagatgaaagactctgectcttacttctgegetgt
catctgggttcaacgggctgttctggtaccagcaacatgetggegaageacccacatttctgtcttacaatgttctggatggtctggaggagaaaggteg
acagcacacgtcaatagagccagccagtatatttcectgctcatcagagactccaagetcagtgattcagecacctacctetgtgtggtgaacattegee
gtttacagcacagctcaataaagccagecagtatgtttctctgetcatcagagactcccageccagtgattcagecacctacctetgtgeegtgtaccac
aaggtttacagcacagctcaataaagccagecagtatgtttctctgetcatcagagactceccageccagtgattcagecacctacctetgtgeegtgaac
aggtttacagcacaggtcgataaatccagcaagtatatctecttgttcatcagagactcacageccagtgattcagecacctacctctgtgeaatgageg
tgttacattgaacaagacagccaaacatttctecctgeacatcacagagacccaacctgaagacteggetgtctacttetgtgecagcaagtaggaaggac
gcttattatagacattcgttcaaatgtgggcgaaaagaaagaccaacgaattgctgttacattgaacaagacagecaaacatttctecctgeagatcaca
caaagagtcaccgttttattgaataagacagtgaaacatctctctctgcaaattgcagetactcaacctggagactcagetgtctacttttgtgcagaga
aggtcgctactcattgaatttccagaaggcaagaaaatccgcecaaccttgtcatctecgettcacaactgggggactcageaatgtatttetgtgeaatg
gcaacagaaggtcgctactcattgaatttccagaaggcaagaaaatccgecaaccttgtcatcteegettcacaactgggggactcageaatgtacttct
gggacgatacaacatgacctatgaacggttctcttcatcgetgetcatectccaggtgegggaggeagatgetgcetgtttactactgtgetgtggectgg
aaaggagaaagaaaggctaaaagccacattaacaaagaaggaaagctttctgeacatcacageecctaaacctgaagactcagecacttatetetgtget
agaaaaggagaaagaaaggctaaaagccacattaacaaagaaggaaagctttctgeacatcacageccctaaacctgaagactcagecacttatctetgt
aaaggagaaagaaaggctaaaagccacattaacaaagaaggaaagctttctgeacatcacageecctaaacctgaagactcagecacttatetetgtget
aagtggaagacttaatgcctcgetggataaatcatcaggacgtagtactttatacattgcagettctcagectggtgactcagecacctacctetgtgcet
agattcacaatctccttcaataaaagtgccaageagttctcattgeatatcatggattcccagectggagactcagecacctacttctgtgecageaageg
agattcacaatctccttcaataaaagtgccaageagttctcattgeatatcatggattcccagectggagactcagecacctacttctgtgecageaagea
gaaagaaggaagattcacaatctccttcaataaaagtgccaageagttctcattgeatatcatggattcccagectggagactcagecacctacttetgt
ggacgaataagtgccactcttaataccaaggagggttacagctatttgtacatcaaaggatcccagectgaagattcagecacatacctetgtgecttta
ctctgatcatcacagaagacagaaagtccagcaccttgatcetgecccacgetacgetgagagacactgetgtgtactattgeategtcagagattgggt
caatgaaatggcctctctgatcatcacagaagacagaaagtccageaccttgatectgecccacgcetacgetgagagacactgcetgtgtactattgeate
ccctcccagggtccagagtacgtgattcatggtcttacaagcaatgtgaacaacagaatggectgtgtggcaatcgetgaagacagaaagtccagtacct
tgaagagactaacctttcagtttggtgatgcaagaaaggacagttctctccacatcactgeggeccagectggtgatacaggecactacctetgtgeagg
gctgaagagactaacctttcagtttggtgatgcaagaaaggacagttctctccacatcactgcageccagactggtgatacaggectctacctetgtgea
aagattcactgttttcttaaacaaaagtgccaageacctctctctegacattgtgeccteccagectggagactcetgeagtgtacttetgtgeagcaage
agattcactgttttcttaaacaaaagtgccaageacctctctctgeacattgtgeccteccagectggagactcetgeagtgtacttetgtgcageaageg
ctttgaagctgaatttaacaagagccaaacctccttccacctgaagaaaccatctgeccttgtgagegactcegcetttgtacttctgtgetgtgagaccc
tcgtgaaaaaatatctgcttcatttaatgaaaaaaagcagcaaagetecctgtaccttacggecteccagetcagttactcaggaacctacttctgeggg
tcatgaaaaaatatctgcttcatttaatgaaaaaaageggcaaagetecctgtaccttacggecteccagetcagttactcaggaacctacttctgegge
tcctgatgatattactgaagggtggagaacagaagegtcatgaaaaaatatcetgcttcatttaatgaaaaaaagcagcaaagceteectgtaccttacgge
aaatggaagactgactgctcagtttggtataaccagaaaggacagcttcctgaatatctcageatccatacctagtgatgtaggeatctacttetgtgcet
ggaagactaagtagcatattagataagaaagaacttttcagcatcctgaacatcacagccacccagaccggagacteggecgtctacctetgtgetgtgg
gtcaggaagactaagtagcatattagataagaaagaacttttcagcatcctgaacatcacagccacccagaccggagacteggecgtctacctetgtget
tcaggaagactaagtagcatattagataagaaagaacttttcagcatcctgaacatcacagccacccagaccggagacteggecgtctacctetgtgetg
gagaatcgtttctctgtgaacttccagaaagcagecaaatecttcagtctcaagatctcagactcacagetgggggacactgegatgtatttetgtgett

aatcgtttctctgtgaacttccagaaagcagccaaatccttcagtctcaagatctcagactcacagetgggggacactgegatgtatttctgtgcetttca



Gene
TRAV38-1*04
TRAV6*02
TRAV6*03
TRAV6*04
TRAV6*05
TRAV6*06
TRAV8-1*02
TRAV8-2*02
TRAV8-3*02
TRAV8-3*03
TRAV8-4*02
TRAV8-4*03
TRAV8-4*04
TRAV8-4*05
TRAV8-4*06
TRAV8-4*07
TRAV9-2*02
TRAV9-2*03
TRAV9-2*04
TRBV10-1*03
TRBV10-2*02
TRBV10-3*03
TRBV10-3*04
TRBV11-2*02
TRBV11-2*03
TRBV11-3*02
TRBV11-3*03
TRBV12-4*02
TRBV13*02
TRBV14*02
TRBV15*02
TRBV15*03
TRBV16*03
TRBV19*03
TRBV2*02
TRBV2*03
TRBV20-1*02
TRBV20-1*04
TRBV20-1*05
TRBV20-1*06
TRBV20-1*07

TRBV20/OR9-2*02

120bp capture probe sequence
ggagaatcgtttctctgtgaacttccagaaagcagcecaaatecttcagtctcaagatctcagactcacagetgggggacactgegatgtatttetgtgea
gaaagaaagactgaaggtcacctttgataccacccttaaacagagtttgtttcatatcacagectcccagectgcagactcagetacctacctetgtget
gaaagaaagactgaaggtcacctttgataccacccttaaacagagtttgtttcatatcacagectcccagectgeagactcagetacctacctetgtget
gaaagaaagactgaaggtcacctttgataccacccttaaacagagtttgtttcatgtcacagectcccagectgcagactcagetacctacctetgtget
gaaagaaagactgaaggtcacctttgataccacccttaaacagagtttgtttcatatcacagectcccagectgeagactcagetacctacctetgtget
ccaggaagaggccctgttttcttgetactcatacgtgaaaatgagaaagaaaaaaggaaagaaagactgaaggtcacctttgataccacccttaaccaga
ttttcaggggatccactggttaaaggcatcaagggegttgaggctgaatttataaagagtaaattctectttaatctgaggaaaccctetgtgeagtgga
tttaagaagagtgaaacctccttccacctgacgaaaccctcageccatatgagegacgeggcetgagtacttctgtgttgtgacecgtcacgagetttcag
aggctttgaggctgaatttaagaggagtcaatcttecttcaacctgaggaaaccctetgtgeattggagtgatgetgetgagtacttetgtgetgtggtt
tattaaaggctttgaggctgaatttaagaggagtcaatcttecttcaatctgaggaaaccctcetgtgeattggagtgatgegtctgagtacttctgtget
gaatttaagaagagtgaaacctccttccacctgacaaaaccctcageccatatgagegacgeggcetgagtacttctgtgetgtgagtgatctegaaccga
catcaacggttttgaggctgaatttaagaagagtgaaacctccttccacctgacgaaaccctcageccatatgagegacgeggcetgagtacttetgtget
aggcatcaacggttttgaggctgaatttaagaagagtgaaacctecttccacctgacgaaaccctcageccatatgagegacgeggetgagtacttetgt
ggctgaatttaagaagagtgaaacctccttccacctgacgaaaccctcageccatatgagegacgeggcetgagtacttctgtgetgtgagtgagtcteca
gaatttaagaagagtgaaacctccttccacctgacgaaacccgcageccatatgagegacgeggetgagtacttetgtgetgtgagtgatctcgaaccga
acggttttgaggctgaatttaaaaagagtgaaacctecttccacctgacgaaaccctcageccatatgaccgacecggetgagtacttetgtgetgtgag
caacaaaggttttgaagccacataccgtaaagaaaccacttctttccacttggagaaaggctcagttcaagtgtcagactcageggtgtacttetgtgcet
caacaaaggttttgaagccacataccgtaaggaaaccacttctttccacttggagaaaggctcagttcaagtgtcagactcageggtgtacttetgtgcet
caacaaaggttttgaagccacataccgtaaggaaaccacttctttccacttggagaaaggcetcagttcaagtgtcagactcageggtgtacttetgtgcet
ctaacaaaggagaagtctcagatggctacagtgtctctagatcaaacacagaggacctcccectcactcetgtagtetgetgectectcccagacatetgt
agataaaggagaagtccccgatggcetacgttgtctecagatccaagacagagaatttcecectcactetggagtcagetacecgeteccagacatctgtg
agaagtctcagatggctatagtgtctctagatcaaagacagaggatttcctcctcactctggagtecgetaccageteecagacatctgtgtacttcetgt
agaagtctcagatggctatagtgtctctagatcaaagacagaggatttcctcctcactctggagtcegetaccageteecagacatctgtgtacttctgt
ggatcgattttctgcagagaggctcaaaggagtagactccactctcaagatccagectgcaaagettgagaactceggeegtgtatctetgtgecageagt
ggatcgattttctgcagagaggctcaaaggagtagactccactctcaagatccaacctgcaaagettgaggactceggecgtgtatcetetgtgecageage
ggatcgattttctgcagagaggctcaaaggagtagactccactctcaagatccagectgeagagettggggacteggeegtgtatcetetgtgecageage
ggatcgattttctgcagagaggctcaaaggagtagactccactctcaagatccagecageagagcettggggacteggecatgtatctetgtgecageage
tcgattctcagctaagatgectaatgeatcattctecactctgaggatccagecctcagaacccagggactcagetgtgtacttetgtgecageagttta
tgatcgattctcagctcaacagttcagtgactatcattctgaactgaacatgagetecttggagetgggggactcagecctgtacttcetgtgecageage
caatcgattcttagctgaaaggactggagggacgtattctactctgaaggtgeagectgeagaactggaggattctggagtttatttctgtgecageage
tgataacttccaatccaggaggcecgaacacttctttetgetttcttgacatcegetcaccaggectgggggacgeagecatgtacctgtgtgecaccage
tgataacttccaatccaggaggecgaacacttctttetgetttctagacatccgetcaccaggectgggggacgceagecatgtaccagtgtgecaccage
ggaaagattttcagctaagtgectcccaaattcaccctgtagecttgagatccaggcetacgaagettgaggattcageagtgtatttttgtgecageage
tgaagggtacagcgtctctcgggagaagaaggaatcctttectctecactgtgacateggeccaaaagaaccegacagcetttcetatctetgtgecagtage
tgatcaattctcagttgaaaggcectgatggatcaaatttcactctgaagatccggtccacaaagetggaggactcagecatgtacttetgtgecageagt
tcaattctcagttgagaggcctgatggatcaaatttcactctgaagatecggtccacaaagetggaggactcagecatgtacttctgtgecageagtgaa
gaaggacaagtttctcatcaaccatgcaagectgaccttgtecactctgacagtgaccagtgeccatcectgaagacageagcettctacatctgeagtget
ggacaagtttctcatcaaccatgcaagectgaccttgtccactctgacagtgaccagtgeccatectgaagacageagcettctacatctgeagtgetagt
ggacaagtttctcatcaaccatgcaagectgaccttgtccactctgacagtgaccagtgeccatectgaagacageagcettctacatctgeagtgetaga
gaaggacaagtttctcatcaaccatgcaagectgaccttgtecactctgacagtgaccagtgeccatectgaagacageagcettctacatctgeagtget
ggacaagtttctcatcaaccatgcaagectgaccttgtccactctgacagtgaccagtgeccatectgaagacageagcettctacatetgeagtgetaga

gaaggacaagtttcccatcaaccatccaaacctgaccttctecgetctgacagtgacctgtgeccatectgaagacageagcettctacatetgeagtget



Gene 120bp capture probe sequence

TRBV23/0R9-2*02 gtttttgatttcctttcagaatgaacaagttcttcaagaaatggagatgcacaagaagegattctcatctcaatgecccaagaacgcaccctgeagectg
TRBV24/0R9-2*02 cagttgatctattgctectttgatgtcaaaatatataaacaaaagagagatctctgatggatacagtgtctcttgacaggaacaggctaaattctcectg
TRBV25/0R9-2*02 gagttaattccacagagaagggagatctttgctctgagtcaacagtctccagaataaggatagagegttttceccctgaccctggagtcetgecagecccte
TRBV29-1*02 tgacaagtttcccatcagecgeccaaacctaacattctcaagtctgactgtgagcaacatgagecctgaagacagcagcatatatctctgecagegttgaa
TRBV29-1*03 tgacaagtttcccatcagecgeccaaacctaacattctcaactctgactgtgagcaacatgagecctgaagacagcagcatatatctctgecagegegggce
TRBV3-1*02 tccaaatcgattctcacctaaatctccagacaaagctaaattaaatcttcacatcaattccctggagcettggtgactetgetgtgtatttctgtgecage
TRBV3-2*03 tcgettctcacctgactctccagacaaagttcatttaaatcttcacatcaattcectggagettggtgactctgetgtgtatttetgtgecagecagecaa
TRBV30*02 agaatctctcagcctccagaccccaggaccggeagttcatecctgagttctaagaagctectectcagtgactetggcettctatetetgtgectggagtgt
TRBV30*04 ccagaatctctcagcectccagaccccaggaccggeagttcattctgagttctaagaagcetectectcagtgactetggcettetatetetgtgectggagt
TRBV30*05 ccagaatctctcagcectccagaccccaggaccggeagttcatectgagttctaagaagcetcecttctcagtgactetggcettcetatetetgtgectgggga
TRBV4-1*02 tcgettctcacctgaatgecccaacagcetcetcetcttaaaccttcacctacacgecctgcagecagaagactcagecctgtatctetgegecageagecaa
TRBV4-2*02 aagtcgcttctcacctgaatgecccaacagctctcacttatgecttcacctacacaccctgcagecagaagacteggecectgtatetetgtgecageacc
TRBV4-3*02 aagtcgcttctcacctgaatgecccaacagcetctcacttatececttcacctacacaccctgecagecagaagacteggecectgtatetetgegecageage
TRBV4-3*03 aagtcgcttctcacctgaatgecccaacagctctcacttattecttcacctacacaccctgcagecagaagacteggecctgtatctetgegecageage
TRBV4-3*04 aagtcgcttctcacctgaatgecccaacagctctcacttattecttcacctacacaccctgcagecagaagacteggecctgtatctetgegecageage
TRBV5-1*02 tcgattctcagggegecagttctctaactctegetctgagatgaatgtgageaccttggagetgggggacteggecctttatetttgegecagegettge
TRBV5-4*02 tcctagattctcaggtctccagttccctaattataactctgagetgaatgtgaacgecttggagetggacgacteggecctgtatctetgtgecageage
TRBV5-4*03 tcctagattctcaggtctccagttccctaattatagetctgagetgaatgtgaacgecttggagetggacgacteggecctgtatctetgtgecageage
TRBV5-4*04 tcctagattctcaggtctccagttccctaattatagetctgagetgaatgtgaacgecttggagetggacgacteggecctgtatctetgtgecageage
TRBV5-5*02 tgatcgattctcagctcgecagttccctaactatagetctgagetgaatgtgaacgcecttgttgetgggggacteggecectgtatctetgtgecageage
TRBV5-5*03 tgatcgattctcagctcgecagttccctaactatagetctgagetgaatgtgaacgcecttgttgetgggggacteggecectgtatctetgtgecageage
TRBV5-8*02 tcctagattttcaggtcgccagttccctaattatagetctgagetgaatgtgaacgecttggagetggaggacteggecctgtatctetgtgecageage
TRBV6-2*02 tggctacaatgtctccagattaaaaaaacagaatttcctgetggggttggagtcggetgetecctecccaaacatetgtgtacttetgtgecageagecect
TRBV6-6*03 gaatggctacaacgtctccagatcaaccacagaggatttccecgetcaggetggagttggetgeteecctecccagacatetgtgtacttetgtgecageagt
TRBV6-6*04 tggctacaatgtctccagatcaaccacagaggatttcccgcetcaggetggagttggetgetecctecccagacatcetgtgtacttetgtgecageagtega
TRBV6-6*05 gaatggctacaacgtctccagatcaaccacagaggatttccecgetcaggetggagttggetgetgectcccagacatcetgtgtacttetgtgecageage
TRBV7-2*03 gcttctctgcagagaggactggggaatcecgtctecactectgacgatccagegeacacagecaggaggacteggecegtgtatctetgtaccageagettage
TRBV7-2*04 tcgettctctgcagagaggactgggggatcegtctccactctgacgatccagegecacacageaggaggacteggecgtgtatetetgtgecageagetta
TRBV7-3*04 cgatcggttctttgcagtcaggcectgagggatcecgtctctactctgaagatccagegcacagageggggggactctgecgtgtatetetgtgecageage
TRBV7-3*05 cgatcggttctttgcagtcaggcectgagggatcecgtctctactctgaagatccagegcacagageggggggactcagecegtgtatctetgtgecageage
TRBV7-4*02 aacgagacaaatcagggceggcccagtggteggttctctgcagagaggectgagagatcegtctccactccgaagatccagegcacagagceagggggactca
TRBV7-6*02 tgatcggttctctgcagagaggcectgagggatccatctecactctgacgatccagegcacagageagegggacteggecatgtategetgtgecageage
TRBV7-7*02 tgatcggttctctgcagagaggcectgagggatccatctecactctgacgattcagegcacagagcagegggactcagecatgtatecgetgtgecageage
TRBV7-8*03 tcgettctttgcagaaaggectgagggatcecgtctccactctgaagatccagegeacacagcaggaggactceecgecegtgtatcetetgtgecageageega
TRBV7-9*02 tcggttctctgcagagaggectaagggatctttctccaccttggagatccagegcacagageagggggacteggecatgtatetetgtgecageagcetta
TRBV7-9*04 tcggatctctgcagagaggcectaagggatctttctccaccttggagatccagegcacagageagggggacteggecatgtatctetgtgecageagcetcet
TRBV7-9*05 tcggttctctgcagagaggectaagggatctctctccaccttggagatccagegcacagageagggggacteggecatgtatcetetgtgecageaccaaa
TRBV7-9*06 tcggttctctgcagagaggectaagggatctctttccaccttggagatccagegcacagageagggggacteggecatgtatcetetgtgecageacgttg
TRBV7-9*07 gttctctgcagagaggcctaagggatctttctccaccttggagatccagegcacagaggagggggacteggecatgtatetetgtgeccageageageagt
TRBV9*03 tgaacgattctccgcacaacagttccctgacttgeactctgaactaaacctgagcetctctggagetgggggactcagetttgtatttctgtgecageage
TRGV2*02 gaagtattatacttacgcaagcacaaggaacaacttgagattgatactgcaaaatctaattgaaaatgactctggggtctattactgtgecacctgggac

TRBV20-1*03 gaaggacaagtttctcatcaaccatgcaagcectgaccttgtccactctgacagtgaccagtgeccatcctgaagacagceagcettctacatctgeagtget



Gene

TRGV6*01
TRGV4*02
TRGV5P*01
TRBV10-3*02
TRBV24/0R9-2*01
TRBV20/0OR9-2*01
TRGV11*01
TRBV7-8*02
TRBV7-3*02
TRGV10*01
TRGV9*02
TRDV3*02
TRDV2*02
TRGV3*02
TRDV2*01
TRBV19*02
TRAV14/DV4*01
TRBV3-2*02
TRGV10*02
TRAV11*01
TRBVS5-2*01
TRBV8-1*01
TRAV38-1*01
TRBV22-1*01
TRBV16*01
TRBV30*01
TRAV3*01
TRAV26-1*01
TRAV32*01
TRAV33*01
TRBV13*01
TRBV15*01
TRAV2*01
TRBV7-1*01
TRBV23-1*01
TRBV23/0R9-2*01
TRBVA*01
TRBVA/OR9-2*01
TRBV12-1*01
TRBV26/0R9-2*01
TRGV9*01

TRGVB*01

120bp capture probe sequence
gcatgatacttatggaagtagaaggataagctggaaatttatacctccaaaactaaatgaaaatgectctggggtctattactgtgecacctaggacagg
gtatgatacttacggaagcacaaggaagaacttgagaatgatactgcgaaatcttattgaaaatgactctggagtctattactgtgecacctgggatggg
gtattatactcatacaccgaggaggtggagctggaatttgagactgcaaaatctaattgaaaatgattctggggtctattactgtgecacctggggeagg
gctatagtgtctctagatcaaagacagaggatttcctectcactctggagtecgetaccageteccagacatcetgtgtacttetgtgecatcagtgagtc
atacagtgtctctcgacaggcacaggctaaattcteectgtecctagagtetgecatccccaaccagacagetctttacttetgtgecaccagtgatttg
acaagtttcccatcaaccatccaaacctgaccttcteegetctgacagtgaccagtgeccatectgaagacageagcettctacatctgeagtgetagaga
ggtaagtaaaaatgctcacacttccacttccactttgaaaataaagttcttagagaaagaagatgaggtggtgtaccactgtgectgetggattaggeac
gcttctttgcagaaaggectgagggatcegtetecactctgaagatccagegcacacagaaggaggactecgecgtgtatctetgtgecageagettage
ggttctttgcagtcaggectgagggatecgtctctactctgaagatccagegeacagageagggggactcagecgtgtatctecgtgecageagettaac
aggcaagaaagaattctcaaactctcacttcaatecttaccatcaagtccgtagagaaagaagacatggecgtttactactgtgetgegtggtgggtggc
tgaggtggataggatacctgaaacgtctacatccactctcaccattcacaatgtagagaaacaggacatagctacctactactgtgecttgtgggaggtg
gacggttttctgtgaaacacattctgacccagaaagcectttcacttggtgatctctccagtaaggactgaagacagtgecacttactactgtgectttag
aatttccaaggtgacattgatattgcaaagaacctggetgtacttaagatacttgcaccatcagagagagatgaagggtcttactactgtgectgtgaca
agtattatactcatacacccaggaggtggagctggatattgagactgcaaaatctaattgaaaatgattctggggtctattactgtgecacctgggacag
tttccaaggtgacattgatattgcaaagaacctggetgtacttaagatacttgcaccatcagagagagatgaagggtcttactactgtgectgtgacacc
ggtacagcgtctctcgggagaagaaggaatcctttectctcactgtgacatcggeccaaaagaacccgacagetttctatetetgtgecagtagtataga
actcattgaatttccagaaggcaagaaaatccgecaaccttgtcatctecgettcacaactgggggactcageaatgtacttctgtgcaatgagagaggg
gcttctcacctgactctccagacaaagttcatttaaatcttcacatcaattecctggagettggtgactcetgetgtgtatttctgtgecageagecaaga
tggaggcaagaaagaattctcaaactctcacttcaatccttaccatcaagtccgtagagaaagaagacatggecgtttactactgtgetgegtgggatta
caaatattttaaagaactgcttggaaaagaaaaattttatagtgtttggaatatcgeagectctcatctgggagattcagecacctacttetgtgetttg
aacttgcctaattgattctcagctcaccacgtccataactattactgagtcaaacacggagcetaggggactcageectgtatctctgtgecageaacttg
ggaagggtacaatgtctctggaaacaagctcaageattttcectcaaccctggagtctactageaccagecagacctctgtacctetgtggeagtgeate
tctctgtgaacttccagaaagcagecaaatecttcagtctcaagatctcagactcacagetgggggacactgegatgtatttetgtgcetttcatgaagea
aggctacgtgtctgecaagaggagaaggggctatttcttctcagggtgaagttggeccacaccagecaaacagcetttgtacttetgtectgggagegeac
gattttcagctaagtgectcccaaattcaccectgtagecttgagatccaggcetacgaagettgaggattcageagtgtatttttgtgecageagecaate
agaatctctcagectccagacceccaggaccggeagttcatectgagttctaagaagetecttctcagtgactctggcttcetatctetgtgectggagtgt
tttgaagctgaatttaacaagagccaaacctecttecacctgaagaaaccatetgeccttgtgagegactecgetttgtacttetgtgetgtgagagaca
gectetctgatcatcacagaagacagaaagtccageaccttgatectgecccacgctacgetgagagacactgetgtgtactattgeategtcagagteg
aggctcactgtactgttgaataaaaatgctaaacatgtctcectgeatattacagecacccaaccaggagactcattcctgtacttctgtgcagtgagaa
gcaaagcctgtgaactttgaaaaaaagaaaaagttcatcaacctcaccatcaattccttaaaactgactcagecaagtacttctgtgetctcaggaatec
gattctcagctcaacagttcagtgactatcattctgaactgaacatgagcetecttggagetgggggactcagecctgtacttetgtgecageagettagg
acttccaatccaggaggccgaacacttctttcetgetttcttgacatecgetcaccaggectgggggacacagecatgtacctgtgtgecaccageagaga
agggacgatacaacatgacctatgaacggttctcttcatcgetgetcatectccaggtgegggaggeagatgetgcetgtttactactgtgetgtggagga
ggttctctgcacagaggtctgagggatccatctecactctgaagttccagegeacacageagggggacttggcetgtgtatcetetgtgecageagetcage
gattctcatctcaatgecccaagaacgeaccctgeagectggeaatectgtectcagaaccgggagacacggeactgtatctctgegecageagtcaate
gatgcacaagaagcgattctcatctcaatgecccaagaacccaccetgeagectggeaatectgtectcggaaccgggagacaccgeactgtatctetgt
tcectattgaaaatatttcctggcaaaaaatagaagttctetttggetctgaaatcetgcaactecctttcaggtgteectgtgtecttgtacegteacte
tcectgttgaaaatatttcccggcaaaaaacagaagttecctttggetctgaaatctgeaaagecctttcagatgtecctgtgtecttgtgeegteacte
gattctcagcacagatgcctgatgtatcattctccactctgaggatccageccatggaacccagggacttgggectatatttetgtgecageagetttge
ggtatcatgtttcttgaaatactatagcatcttttctcctgaccetgaagtctgcetagcaccaaccagacatgtgtgtatctctgegecageagttcate
tgaggtggataggatacctgaaacgtctacatccactctcaccattcacaatgtagagaaacaggacatagctacctactactgtgecttgtgggaggtg

cttgaggcaagaacaaattttcaaatgtctacttcagtctttaccataaacttcataggaaaggaagatgaggccatttactactgcactgcttaggacc



Gene
TRBV7-3*01
TRBV7-9*01
TRBV7-2*01
TRBV7-2*02
TRBV7-7*01
TRBV7-8*01
TRBV17*01
TRBV5-8*01
TRBVS5-7*01
TRBV5-6*01
TRBVS5-5*01
TRBV5-4*01
TRBVS5-1*01
TRBV3-1*01
TRBV1*01
TRBVS5-3*01
TRBV5-3*02
TRBV9*01
TRBV3-2*01
TRBV2*01
TRBV4-3*01
TRBV4-1*01
TRBV4-2*01
TRAV34*01
TRBV28*01
TRBV20-1*01
TRBV20/0OR9-2*03
TRBV6-6*02
TRBV6-6*01
TRBV6-5*01
TRBV6-8*01
TRBV6-9*01
TRBV6-7*01
TRBV12-3*01
TRBV12-4*01
TRBV12-5*%01
TRBV12-2*01
TRBV6-1*01
TRBV7-4*01
TRBV7-5*01
TRAV20*01

TRBV11-1*01

120bp capture probe sequence
ggttctttgcagtcaggectgagggatecgtctctactctgaagatccagegeacagageggggggactcagecgtgtatetetgtgecageagettaac
ggttctctgcagagaggectaagggatctttctecaccttggagatccagegcacagagceagggggacteggecatgtatetetgtgecageagcettage
gcttctctgcagagaggactgggggatecgtctecactctgacgatccagegeacacageaggaggacteggeegtgtatcetetgtgecageagettage
gcttctctgcagagaggactggggaatecgtctecactctgacgatccagegeacacageaggaggacteggeegtgtatcetetgtgecageagettage
ggttctctgcagagaggectgagggatcecatctecactctgacgattcagegcacagagceagegggactcagecatgtategetgtgecageagcettage
gcttctttgcagaaaggectgagggatcegtetecactctgaagatccagegcacacageaggaggacteegeegtgtatetetgtgecageagcettage
aacgattcacagctgaaagacctaacggaacgtcttccacgetgaagatccatecegeagagecgagggactcagecgtgtatctctacagtageggtgg
agattttcaggtcgecagttcectaattatagetctgagetgaatgtgaacgecttggagetggaggacteggecctgtatcetetgtgecageagettgg
caattctcaggtcaccagttccctaactatagetctgagetgaatgtgaacgecttgttgctaggggacteggeectctatcetetgtgecageagettgg
cgattctcaggtcaccagttcectaactatagetctgagetgaatgtgaacgcecttgttgetgggggacteggeectctatcetetgtgecageagettgg
cgattctcagctcgecagttecctaactatagetctgagetgaatgtgaacgecttgttgetgggggacteggecctgtatcetetgtgecageagettgg
agattctcaggtctccagttccctaattatagetctgagetgaatgtgaacgecttggagetggacgacteggecctgtatcetetgtgecageagettgg
cgattctcagggcgecagttctctaactctegetctgagatgaatgtgageaccttggagetgggggacteggecctttatcetttgegecageagettgg
gcttctcacctaaatctccagacaaagcetcacttaaatcttcacatcaattcectggagettggtgactcetgetgtgtatttetgtgecageagecaaga
acttcacacctgaatgccctgacagctctegettataccttcatgtggtegeactgcageaagaagactcagetgegtatctcetgcaccageagecaaga
cgattctcagggcgecagttccatgactgttgetctgagatgaatgtgagtgecttggagetgggggacteggecctgtatetetgtgeccagaagettgg
cgattctcagggcgecagttccatgactattgetctgagatgaatgtgagtgecttggagetgggggacteggecctgtatetetgtgeccagaagettgg
cgattctccgeacaacagttcectgacttgeactctgaactaaacctgagetctctggagetgggggactcagetttgtatttetgtgecageagegtag
gcttctcacctgactctccagacaaagctcatttaaatcttcacatcaattecctggagettggtgactctgetgtgtatttetgtgecageagecaaga
aattctcagttgaaaggcctgatggatcaaatttcactctgaagatecggtccacaaagetggaggactcagecatgtacttctgtgecageagtgaage
gcttctcacctgaatgcecccaacagetcteacttattecttcacctacacaccetgecagecagaagacteggeectgtatctetgegecageagecaaga
gcttctcacctgaatgcecccaacagetctctcttaaaccttcacctacacgeectgcagecagaagactcagecctgtatetctgegecageagecaaga
gcttctcacctgaatgcecccaacagetcteacttattecttcacctacacaccetgecagecagaagacteggeectgtatctetgtgecageagecaaga
aagataactgccaagttggatgagaaaaagcagcaaagttccctgeatatcacagectcccageccagecatgeaggeatctacctetgtggageagaca
ggtacagtgtctctagagagaagaaggagegcttcteectgattctggagtecgecageaccaaccagacatctatgtacctetgtgecageagtttatg
acaagtttctcatcaaccatgcaagcectgaccttgtecactctgacagtgaccagtgeccatectgaagacageagcttctacatctgeagtgetagaga
acaagtttcccatcaaccatccaaacctgaccttctecgetctgacagtgaccagtgeccatectgaagacageagcttctacatetgeagtgetagaga
gaatggctacaacgtctccagatcaaccacagaggatttcecgetcaggetggagttggetgeteccteccagacatcetgtgtacttetgtgecageagt
gctacaacgtctccagatcaaccacagaggatttcccgetcaggetggagttggetgeteectcecagacatetgtgtacttctgtgecageagttactc
gctacaatgtctccagatcaaccacagaggatttcecgetcaggetgetgteggetgeteectcccagacatctgtgtacttctgtgecageagttacte
gctacaatgtctctagattaaacacagaggatttcccactcaggetggtgteggetgeteccteccagacatcetgtgtacttgtgtgecageagttactc
gctacaatgtatccagatcaaacacagaggatttcecgetcaggetggagtcagetgetecctecccagacatctgtatacttcetgtgecageagttattc
gctacaatgtctccagatcaaacacagaggatttccccctcaagetggagtcagetgetecctetcagacttctgtttacttetgtgecageagttacte
gattctcagctaagatgcctaatgcatcattctccactctgaagatccageectcagaacccagggactcagetgtgtacttetgtgecageagtttage
gattctcagctaagatgcctaatgcatcattctccactctgaagatccageectcagaacccagggactcagetgtgtacttetgtgecageagtttage
gattctcagcagagatgcctgatgeaactttagecactctgaagatccagecctcagaacccagggactcagetgtgtattittgtgctagtggtitggt
gattctcagctgagaggcectgatggatcattctctactctgaagatccagectgeagageagggggacteggecgtgtatgtetgtgcaagtegettage
gctacaatgtctccagattaaacaaacgggagttctegetcaggetggagteggetgetecctecccagacatctgtgtacttcetgtgecageagtgaage
ggttctctgcagagaggectgagagatecgtctecactctgaagatccagegeacagageagggggactcagetgtgtatctetgtgecageagettage
tcaattctccacagagaggtctgaggatctttctccacctgaagatccagegcacagagcaagggegacteggcetgtgtatetetgtgecagaagcettag
aaagaaaggctaaaagcecacattaacaaagaaggaaagctttctgeacatcacageecctaaacctgaagactcagecacttatcetetgtgetgtgcagg

gattttctgcagagaggctcaaaggagtagactccactctcaagatccagectgcagagettggggacteggecatgtatctcetgtgecageagettage



Gene
TRAV15*01
TRAV7*01
TRAV16*01
TRAV6*01
TRBV19*01
TRAV14/DV4*02
TRAV9-1*01
TRAV9-2*01
TRAV1-1*01
TRAV38-2/DV8*01
TRAV19*01
TRAV30*01
TRGV7*01
TRGV1*01
TRGV3*01
TRGV5*01
TRGV8*01
TRGV4*01
TRGV2*01
TRGV5P*02
TRAV21*01
TRBV29/0R9-2*01
TRAV37*01
TRBV21/0R9-2*01
TRBV21-1*01
TRAV8-6*01
TRAV8-3*01
TRBV29-1*01
TRBV25/0R9-2*01
TRBV25-1*01
TRAV35*01
TRAV25*01
TRAV12-2*01
TRAV12-1*01
TRAV12-3*01
TRAV23/DV6*01
TRAV22*01
TRAV41*01
TRAV39*01
TRAV36/DV7*01
TRAV29/DV5*01
TRAV27*01

120bp capture probe sequence
acattttaaagaagcgcttggaaaagagaagttttatagtgttttgaatatgetggtctcteatectggagattcaggeacctacttctgtgetttgagg
aaaggaagactaaatgctacattactgaagaatggaagcagcttgtacattacagecgtgcagectgaagattcagecacctatttctgtgetgtagatg
gcttcactgetgaccttaacaaaggegagacatctttccacctgaagaaaccatttgctcaagaggaagactcagecatgtattactgtgetctaagtgg
agactgaaggtcacctttgataccacccttaaacagagtttgtttcatatcacagectcccagectgcagactcagetacctacctetgtgetctagaca
ggtacagcgtctctcgggagaagaaggaatcctttectctcactgtgacatcggeccaaaagaacccgacagetttctatetetgtgecagtagtataga
actcattgaatttccagaaggcaagaaaatccgecaaccttgtcatctecgettcacaactgggggactcageaatgtatttctgtgcaatgagagaggg
gttttgaagccatgtaccgtaaagaaaccacttctttccacttggagaaagactcagttcaagagtcagactcegcetgtgtacttetgtgetctgagtga
gttttgaagccacataccgtaaagaaaccacttctttccacttggagaaaggctcagttcaagtgtcagactcageggtgtacttetgtgetctgagtga
gtttttcttcattccttagtegetctgatagttatggttacctecttctacaggagcetccagatgaaagactctgectcttacttctgegetgtgagaga
ttctctgtgaacttccagaaagcagecaaatccttcagtctcaagatctcagactcacagetgggggatgeegegatgtatttetgtgcttataggageg
attcttggaacttccagaaatccaccagttccttcaacttcaccatcacagectcacaagtegtggactcageagtatacttctgtgetctgagtgagge
aaaatatctgcttcatttaatgaaaaaaagcagcaaagcteectgtaccttacggectceccagetcagttactcaggaacctacttetgeggeacagaga
agtattttacttatgcaagcatgaggaggagctggaaattgatactgcaaaatctaattgaaaatgattctggatctattactgtgccacctgggacagg
aaagtatgacactggaagcacaaggagcaattggaatttgagactgcaaaatctaattaaaaatgattctgggttctattactgtgecacctgggacagg
gtattatactcatacacccaggaggtggagctggatattgagactgcaaaatctaattgaaaatgattctggggtctattactgtgecacctgggacagg
gtattatactcatacacccaggaggtggagctggatattgatactacgaaatctaattgaaaatgattctggggtctattactgtgecacctgggacagg
gtatcatacttatgcaagcacagggaagagccttaaatttatactggaaaatctaattgaacgtgactctggggtctattactgtgecacctgggatagg
gtatgatacttatggaagcacaaggaagaacttgagaatgatactgcgaaatcttattgaaaatgactctggagtctattactgtgecacctgggatggg
gtattatacttacgcaagcacaaggaacaacttgagattgatactgcgaaatctaattgaaaatgactctggggtctattactgtgccacctgggacggg
gtattatactcatacaccgaggaggtggagctggaatttgagactgcaaaatctaattgaaaatgattctggggtctattactgtgecacctggggcagg
aagacttaatgcectcgetggataaatcatcaggacgtagtactttatacattgeagcettctcagectggtgactcagecacctacctetgtgetgtgagg
acaagtttcccatcagecgeccaaacctaacattctcaactctgactgtgagcaacaggagacctgaagacagcageatatacctetgeagegttgaaga
agattcacagccaggcttaaaaaaggagaccagcacatttccctgcacatacaggattcccagetecatgactcaaccacattcttctgegeageaagea
gattttcagcccaatgeccccaaaactcaccctgtaccttggagatccagtccacggagtcaggagacacagceacggtatttetgtgecaacagcaaage
gatttttagcccaatgctccaaaaactcatectgtaccttggagatccagtccacggagtcaggggacacageactgtatttetgtgeccagcageaaage
gttttgaggctgaatttaacaagagtcaaacttccttccacttgaggaaaccctcagtccatataagegacacggetgagtacttetgtgetgtgagtga
gctttgaggctgaatttaagaggagtcaatcttccttcaatctgaggaaaccctetgtgeattggagtgatgetgetgagtacttetgtgetgtgggtge
acaagtttcccatcagecgeccaaacctaacattctcaactctgactgtgagcaacatgagecctgaagacageageatatatcetetgecagegttgaaga
agtcaacagtctccagaataaggatagagcegttttcccctgaccctggagtetgecageccectcacatacctetcagtacctetgtgecageagtgaata
agtcaacagtctccagaataaggacggagcattttccectgacectggagtetgecaggecctcacatacctctcagtacctetgtgecageagtgaata
aagactgactgctcagtttggtataaccagaaaggacagcttcctgaatatctcagcatccatacctagtgatgtaggceatctacttctgtgetgggeag
gaaaagactgacatttcagtttggagaagcaaaaaagaacagctccctgeacatcacagecacccagactacagatgtaggaacctacttetgtgeaggg
aggtttacagcacagctcaataaagccagecagtatgtttctctgetcatcagagactcccageccagtgattcagecacctacctetgtgeegtgaaca
aggtttacagcacagctcaatagagccagecagtatatttcectgetcatcagagactccaagcetcagtgattcagecacctacctetgtgtggtgaaca
aggtttacagcacaggtcgataaatccagcaagtatatctecttgttcatcagagactcacageccagtgattcagecacctacctctgtgeaatgageg
agattcacaatctccttcaataaaagtgccaageagttctcattgeatatcatggattcccagectggagactcagecacctacttctgtgecageaagea
agattaagcgccacgactgtcgcetacggaacgctacagettattgtacatttectcttcccagaccacagactcaggegtttatttetgtgetgtggage
aagattaattgccacaataaacatacaggaaaagcacagctcectgcacatcacagecteccateccagagactetgecegtctacatetgtgetgtcaga
cgattaatggcctcacttgataccaaageccgtctcageaccctccacatcacagetgecegtgeatgacctetetgecacctacttetgtgeegtggaca
agactaagtagcatattagataagaaagaactttccagcatcctgaacatcacagccacccagaccggagacteggcecatctacctetgtgetgtggagg
agattcactgtcttcttaaacaaaagtgecaageacctctctctgeacattgtgeccteccagectggagactcetgeagtgtacttetgtgeagcaageg

aagagactaacctttcagtttggtgatgcaagaaaggacagttctctccacatcactgecageccagectggtgatacaggectctacctetgtgcaggag



Gene
TRBV6-4*01
TRBV10-1*01
TRBV10-2*01
TRBV6-2*01
TRBV10-3*01
TRAV24*01
TRBV14*01
TRBV24-1*01
TRBV24/0R9-2*03
TRAV8-2*01
TRAV8-4*01
TRBV22/0R9-2*01
TRAV26-2*01
TRBV11-2*01
TRBV11-3*01
TRAV8-1*01
TRBV7-5*02
TRBV7-6*01
TRGV11*02
TRAV17*01
TRBV27*01
TRDV1*01
TRBV18*01
TRAV5*01
TRAV13-2*01
TRDV2*03
TRAV1-2*01
TRDV3*01
TRAV31*01
TRAV10*01
TRAV28*01
TRAV40*01
TRGV6*02
TRAV18*01
TRBV26*01
TRBV8-2*01
TRGVA*01
TRAV4*01
TRAV8-7*01
TRAV13-1*01
TRBVB*01

TRAV8-5*01

120bp capture probe sequence
gttatagtgtctccagagcaaacacagatgatttccecctcacgttggegtctgetgtaccetctcagacatcetgtgtacttetgtgecageagtgacte
gctacagtgtctctagatcaaacacagaggacctcccectcactctggagtetgetgectecteccagacatctgtatatttcetgegecageagtgagte
gctatgttgtctccagatccaagacagagaatttceccectcactctggagtcagetacecgeteccagacatcetgtgtatttectgegecageagtgagtc
gctacaatgtctccagattaaaaaaacagaatttcctgetggggttggagteggetgceteectcccaaacatctgtgtacttcetgtgecageagttacte
gctatagtgtctctagatcaaagacagaggatttcctectcactctggagtecgetaccageteccagacatcetgtgtacttetgtgecatcagtgagtc
ggacgaataagtgccactcttaataccaaggagggttacagctatttgtacatcaaaggatcccagectgaagactcagecacatacctetgtgecttta
gattcttagctgaaaggactggagggacgtattctactctgaaggtgcagectgcagaactggaggattctggagtttatttctgtgccageagecaaga
atacagtgtctctcgacaggcacaggctaaattcteectgtecctagagtetgecatccccaaccagacagetctttacttetgtgecaccagtgatttg
agtgtctcttgacaggaacaggctaaattctcectgteectagagectgecaccecccaaccagacagcettctaggttacttcagtgecaccagtgattte
gttttgaggctgaatttaagaagagtgaaacctccttccacctgacgaaaccctcageccatatgagegacgeggcetgagtacttetgtgttgtgagtga
gttttgaggctgaatttaagaagagtgaaacctccttccacctgacgaaaccctcageccatatgagegacgeggcetgagtacttetgtgetgtgagtga
ggctacggtgtctcccgagaggagaaggggctgtttcttctcatggtgaagetggeccacaccagecaaacagetctgtacttetgtectgggagtgeac
ggcctctctggeaatcgctgaagacagaaagtceagtaccttgatectgeacegtgetaccttgagagatgetgetgtgtactactgeatectgagagac
gattttctgcagagaggctcaaaggagtagactccactctcaagatccagectgcaaagettgaggacteggecegtgtatcetetgtgecageagettaga
gattttctgcagagaggctcaaaggagtagactccactctcaagatccagectgeagagettggggacteggeegtgtatcetetgtgecageagettaga
gctttgaggctgaatttataaagagtaaattctectttaatctgaggaaaccctctgtgeagtggagtgacacagcetgagtacttetgtgeegtgaatge
caattctccacagagaggtctgaggatctttctccacctgaagatccagegeacagagcaagggegacteggetgtgtatctetgtgtcagaagettage
ggttctctgcagagaggectgagggatcecatctecactctgacgatccagegcacagageagegggacteggecatgtategetgtgecageagcettage
gataagtaaaaatgctcacacttccacttccactttgaaaataaagttcttagagaaagaagatgaggtggtgtaccactgtgectgetggattaggeac
agattaagagtcacgcttgacacttccaagaaaagcagttccttgttgatcacggettecegggeageagacactgcttettacttetgtgcetacggacg
ggtacaaagtctctcgaaaagagaagaggaatttcecectgatectggagtegeccagecccaaccagacctctetgtacttetgtgecageagtttate
attctgtcaacttcaagaaagcagcgaaatcegtegecttaaccatttcagecttacagctagaagattcagcaaagtacttttgtgetcttggggaact
gattttctgctgaatttcccaaagagggecccageatectgaggatccageaggtagtgegaggagatteggeagettatttetgtgecagetcaccace
agactcactgttctattgaataaaaaggataaacatctgtctctgegeattgeagacacccagactggggactcagctatctacttctgtgeagagagta
agagtcaccgttttattgaataagacagtgaaacatctctctctgcaaattgeagetactcaacctggagactcagetgtctacttttgtgcagagaata
tttccaaggtgacattgatattgcaaagaacctggetgtacttaagatacttgecaccatcagagagagatgaagggtcttactactgtgectgtgacacc
gtttttcttcattccttagteggtctaaagggtacagttacctecttttgaaggagcetccagatgaaagactctgectcttacctetgtgetgtgagaga
gacggttttctgtgaaacacattctgacccagaaagcectttcacttggtgatctctccagtaaggactgaagacagtgecacttactactgtgectttag
tattctgtgagcttccagaaaacaactaaaactattcagcttatcatatcatcatcacagecagaagacctgcaacatatttctgttgtctcaaagagec
agatatacagcaactctggatgcagacacaaagcaaagctctctgeacatcacagecteccagetcagegattcagectectacatctgtgtggtgageg
gaagactaaaatccgcagtcaaagcetgaggaactttatggecacctatacatcagattcccagectgaggactcagetatttacttetgtgetgtgggga
aaaacttcggaggceggaaatattaaagacaaaaactcecccattgtgaaatattcagtccaggtatcagactcagecgtgtactactgtcettctgggaga
gcatgatacttatggaagtagaaggataagctggaaatttatacctccaaaactaaatgaaaatgectctggggtctattactgtgecacctaggacagg
gttttcaggccagtcctatcaagagtgacagttecttccacctggagaagececteggtgeagetgteggactctgecegtgtactactgegetetgagaga
ggtatcatgtttcttgaaatactatagcatcttttcccctgaccetgaagtctgecageaccaaccagacatctgtgtatctctatgecageagtteate
agaggggtactgtgtttcttgaaacaagcttgageatttccccaatectggeatccaccageaccagecagacctatctgtaccactgtggeageacate
agataaaatcatagccaaggatggcageagctctatcttggeagtactgaagttggagacaggcatcgagggeatgaactactgcacaacctgggecctg
gectecctgtttatecctgecgacagaaagtccageactctgagectgeccegggtttecctgagegacactgetgtgtactactgectegtgggtgaca
aggctgaatttaagaagagcgaaacctecttctacctgaggaaaccatcaacccatgtgagtgatgetgetgagtacttetgtgetgtgggtgacaggag
cgaattgctgttacattgaacaagacagccaaacatttctecctgeacatcacagagacccaacctgaagacteggcetgtetacttctgtgeageaagta
gactctgagaccctctgcageagcagectatcagtgeagecacatectctctgageggatatgacaaaccccagggttgaagegacctaacctatgagee

tggacacttatcacttccccaatcaataccectgtgatttcctatgectgtctttactttaatctettaatectgtcagetgaggaggatgtatgtcacc



Gene

TRBV16*02
TRBV26/0R9-2*02
TRBV7-3*03
TRBV7-9*03
TRBV9*02
TRBV29/0R9-2*02
TRAV8-6*02
TRBV6-4*02
TRBV10-1*02

TRBV6-3*01

TRAJ1*01

TRAJ10*01
TRAJ11*01
TRAJ12*01
TRAJ13*01
TRAJ13*02
TRAJ14*01
TRAJ15*01
TRAJ15*02
TRAJ16*01
TRAJ17*01
TRAJ18*01
TRAJ19*01
TRAJ2*01

TRAJ20*01
TRAJ21*01
TRAJ22*01
TRAJ23*01
TRAJ23*02
TRAJ24*01
TRAJ24*02
TRAJ25*01
TRAJ26*01
TRAJ27*01
TRAJ28*01
TRAJ29*01
TRAJ3*01

TRAJ30*01
TRAJ31*01
TRAJ32*01

TRAJ32*02

120bp capture probe sequence
gattttcagctaagtgectcccaaattcacectgtagecttgagatccaggetacgaagettgaggattcageagtgtatttttgtgecageagecaate
ggtatcatgtttcttgaaatactatagcatcttttctcctgaccctgaagtctgcetagcaccaaccagacatgtgtgtatctctgegecageagttcate
ggttctttgcagtcaggectgagggatecgtctctactctgaagatccagegeacagageagggggactcagecgegtatetecgtgecageagettaac
tgatcggttctctgcagagaggectaagggatctttctccaccttggagatccagegeacagageagggggacteggecatgtatcetetgtgecageage
cgattctccgeacaacagttcectgacttgeactctgaactaaacctgagetctctggagetgggggactcagetttgtatttetgtgecageagegtag
acaagtttcccatcagecgeccaaacctaacattctcaactctgactgtgagcaacaggagacctgaagacagcageatatacctetgeagegttgaaga
gttttgaggctgaatttaacaagagtcaaacttccttccacttgaggaaaccctcagtccatataagegacacggetgagtacttetgtgetgtgagtga
gttatagtgtctccagagcaaacacagatgatttcccectcacgttggegtetgetgtaccctctcagacatctgtgtacttctgtgecageagtgacte
agatggctacagtgtctctagatcaaacacagaggacctccecctcactctggagtcetgetgectectcecagacatctgtatatttctgegecageagt

gctacaatgtctccagattaaaaaaacagaatttcctgetggggttggagteggcetgeteecteccaaacatctgtgtacttetgtgecageagttacte

aatagagacacggggcatggtatgaaagtattacctcccagttgcaatttggcaaaggaaccagagtttccacttctecccgtacgtetgeccatgecca
gaggcatcaaacactgtgatactcacgggaggaggaaacaaactcacctttgggacaggcactcagctaaaagtggaactcagtaagtatgagattctat
tatggggatttgctatagtgtgaattcaggatacagcaccctcacctttgggaaggggactatgcttctagtctctccaggtacatgttgaccecatece
actgactaagaaacactgtgggatggatagcagctataaattgatcttcgggagtgggaccagactgcetggtcaggectggtaagtaaggtgtcagagag
aaggcaggcattacagtgtgaattctgggggttaccagaaagttacctttggaattggaacaaagctccaagtcatcccaagtgagtecaatttectatg
aaaggcaggcattacagtgtgaattctgggggttaccagaaagttacctttggaactggaacaaagctccaagtcatcccaagtgagtccaatttectat
tttgtcaggcagcacagtgctgtgatttatagcacattcatctttgggagtgggacaagattatcagtaaaacctggtaagtaggcaatatgtcactaaa
cagggcctcatttcactgtgccaaccaggeaggaactgcetetgatetttgggaagggaaccaccttatcagtgagttccagtaagtacctgataattatt
cagggcctcatttcactgtgecaaccaggeaggaactgctetgatcetttgggaagggaacccacctatcagtgagttccagtaagtacctgataattatt
tggtacaatagatcactgtgggttttcagatggccagaagctgctctttgcaaggggaaccatgttaaaggtggatcttagtaagtattattactaatga
cctgtggtttttgctgggecttaaatcattgtgtgatcaaagetgeaggeaacaagcetaacttttggaggaggaaccagggtgctagttaaaccaagtga
aggggaccagcattgtgccgacagaggctcaaccctggggaggctatactttggaagaggaactcagttgactgtctggectggtgagtgagtegcttte
ttttgcagaggacagatgtggctatcaaagattttacaatttcacctttggaaagggatccaaacataatgtcactccaagtaagtgagceagecttttgt
tggtgtcacctacggtatgaatactggaggaacaattgataaactcacatttgggaaagggacccatgtattcattatatctggtgagtcatcccaggtg
tgtaggcgacctcgeactgtggttctaacgactacaagetcagcetttggageecggaaccacagtaactgtaagagcaagtaagtaagaaagaaaagtcca
tgtaatgccaataaacatggtgtacaacttcaacaaattttactttggatctgggaccaaactcaatgtaaaaccaagtaagttatagttgectagaaga
gttgagcaaatcatagtgtttcttctggttctgcaaggcaactgacctttggatctgggacacaattgactgttttacctggtaggetgectcaattaaa
aggatatgtaacacagtgtgatttataaccagggaggaaagcttatcttcggacagggaacggagttatctgtgaaacccagtaagtataaaattgtatc
gactggatgtgtttttgacaggatatgtaacacagtgtgatttataaccagggaggaaagcttatcttcggacagggaacggagctatctgtgaaaccca
gaggtgtttgtcacagtgtgacaactgacagctgggggaaattcgagtitggagcagggacccaggtigtggtcaccccaggtaageccattectggage
gaggtgtttgtcacagtgtgacaactgacagctgggggaaattgcagtttggagcagggacccaggtigtggtcaccccaggtaagecccatteectgga
atgctgagataatcactatgcagaaggacaaggcttctectttatctttgggaaggggacaaggctgcettgtcaagccaagtaagtgacatataatttat
ctgagcccagaaacactgtggggataactatggtcagaattttgtctttggtcccggaaccagattgtecgtgcetgecctgtaagtacagttaagtggag
caatagcactaaagactgtgtaacaccaatgcaggcaaatcaacctttggggatgggactacgctcactgtgaagccaagtaagttgtgttcttetttge
agaaaggaaactctgtgcatactctggggctgggagttaccaactcactttcgggaaggggaccaaactcteggtcataccaagtaagttcttctttctg
ttatggaggaaatcactgtgggaattcaggaaacacacctcttgtctttggaaagggcacaagactttctgtgattgcaagtaagtgtttctagecatec
aaagaccttacccacagtgggggtacagcagtgcttccaagataatctttggatcagggaccagactcagcatccggccaagtaagtagaatgaageagg
gttatggtcccaatcacagtgtgaacagagatgacaagatcatctttggaaaagggacacgacttcatattctccccagtaagtgcetgtttatgtgattt
agtaaaggcaggaagtgctgtggaataacaatgccagactcatgtttggagatggaactcagetggtggtgaageccagtaagtggecatgttttattga
ggctctgaaggactgtgtgaattatggeggtgctacaaacaagetcatctttggaactggeactctgettgetgtccagecaagtacgtaagtagtggea

gtgattcagccacctacctetgtgecgatggtggtgctacaaacaagetcatctttggaactggeactctgettgetgtccagecaaatatccagaaccc



Gene
TRAJ33*01
TRAJ34*01
TRAJ35*01
TRAJ36*01
TRAJ37*01
TRAJ37*02
TRAJ38*01
TRAJ39*01
TRAJA*01
TRAJA0*01
TRAJ4A1*01
TRAJA2*01
TRAJA3*01
TRAJ4A4*01
TRAJA5*01
TRAJA6*01
TRAJA7*01
TRAJA7*02
TRAJA8*01
TRAJA9*01
TRAJ5*01
TRAJ50*01
TRAJ51*01
TRAJ52*01
TRAJ53*01
TRAJ54*01
TRAJ55*01
TRAJ56*01
TRAJ57*01
TRAJ58*01
TRAJ59*01
TRAJ6*01
TRAJ60*01
TRAJ61*01
TRAJ7*01
TRAJ8*01
TRAJ9*01
TRBJ1-1*01
TRBJ1-2*01
TRBJ1-3*01
TRBJ1-4*01

TRBJ1-5*%01

120bp capture probe sequence
gttaaggtttttgtgtctgtgtggatagcaactatcagttaatctggggegetgggaccaagetaattataaagecaggtaagtctcagagatgtgactg
aggtttttgtagatctcagtatcactgtgtcttataacaccgacaagctcatctttgggactgggaccagattacaagtctttccaagt
taaaagaatgagccattgtggataggctttgggaatgtgctgeattgegggtecggeactcaagtgattgttttaccacgtaagtatatcttttctcatt
tactgggcagaaacactgtgtcaaactggggcaaacaacctcttctttgggactggaacgagactcaccgttattcectgtaagtecttacctettgaca
aaagtacagcattagagtgtggctctggcaacacaggcaaactaatctttgggcaagggacaactttacaagtaaaaccaggtaggtctggatgtttcca
ctcagcggtgtacttctgtgctcttcatggetctagcaacacaggeaaactaatctttgggeaagggacaactttacaagtaaaaccagatatccagaac
aaagctttctatgactgtgtaatgetggcaacaaccgtaagcetgatttggggattgggaacaagectggcagtaaatecgagtgagtcttegtgttaact
cagccgaagatcactgtgtgaataataatgcaggcaacatgctcacctttggagggggaacaaggttaatggtcaaacccegtgagtatctetgetgaat
aagcaccatctgattgtgtgttttctggtggctacaataagcetgatttttggagcagggaccaggetggetgtacacccatgtgagtatgaccctgeaag
tatgttggtttatgtagagacacataacactgtgactacctcaggaacctacaaatacatctttggaacaggcaccaggctgaaggttttagcaagt
ttagggagaacgcactgtggaactcaaattccgggtatgcactcaacttcggcaaaggeacctegetgttggtcacacccegtgagtttttgtggtttac
agccccataggactgtgtgaattatggaggaagccaaggaaatctcatctttggaaaaggceactaaactctctgttaaaccaagtaagtgttggggattc
ttgttagagcatgtattactgtgacaataacaatgacatgegctttggagcagggaccagactgacagtaaaaccaagtaagttgggggaatgggtcaat
aggtttctgttatgaagcatctcacagtgtaaataccggeactgccagtaaactcacctttgggactggaacaagacttcaggtcacgeteggt
agggttggcccagagtgtgtattcaggaggaggtgctgacggactcacctttggcaaagggactcatctaatcatccageectgtaagtgcttttgectg
aagctgctgacagecgtgagaagaaaagcageggagacaagetgacttttgggacegggactegtttageagttaggeccagtaagtctgageagaaagt
gtagaggagtttgacgctgtgtggaatatggaaacaaactggtctttggegcaggaaccattctgagagtcaagtcctgtgagtataaaacacactcaag
gtgtactattgcatctcggecctggaatatggaaacaagetggtcetttggegcaggaaccattctgagagtcaagtcctatatccagaaccctgaccctg
atgacttagaacactgtgtatctaactttggaaatgagaaattaacctttgggactggaacaagactcaccatcatacccagtaagttcttcatecttgg
tgttgagcttcctatcacagtggaacaccggtaaccagttctattttgggacagggacaagtttgacggtcattccaagtaagtcaaagaaaattttcca
tactgtgatgtaccagggtgtggacacgggcaggagageacttacttttgggagtggaacaagactccaagtgcaaccaagtaagtacccaaacttagge
taaaggtttggatggctgtgtgaaaacctectacgacaaggtgatatttgggccagggacaagettatcagtcattccaagtaagtgteectggggtgct
aaactccctgaagcagggagatgegtgacagcetatgagaagctgatatttggaaaggagacatgactaactgtgaagecaageaagetggaaagacctaa
gccteccagtgeagtgctaatgetggtggtactagetatggaaagetgacatttggacaagggaccatcttgactgtccatccaagtaagtgtaacaagac
agccttctgtggetgtgagaatagtggaggtageaactataaactgacatttggaaaaggaactctcttaaccgtgaatccaagtaagtttgaagggagt
taaagcctcegtgetgtggtgtaattcagggageccagaagetggtatttggecaaggaaccaggetgactatcaacccaagtaagtatgacagggtgaag
gaggatggatccctgttagtgacaagtgetggtaatgetectgttggggaaaggggatgagtacaaaaataaatccaagtaagtgtggagggacaagaag
agatcctcgtgtcattgtgttatactggagccaatagtaagetgacatttggaaaaggaataactctgagtgttagaccaggtatgttttaatgaatgtt
aagcagtctgtgggggtgtaactcagggeggatctgaaaagetggtctttggaaagggaacgaaactgacagtaaacccatgtaagtctgaataatgctt
aagcccctcagcacagtgtttaagaaaccagtggetctaggttgacctttggggaaggaacacagcetcacagtgaatectggtaagtggaggggagceatt
atgtaaaggcagcagctcctgtgggaaggaaggaaacaggaaatttacatttggaatggggacgcaagtgagagtgaagcetatctttaaaccaaaggtgt
caggttttatcaaaggctgtcctcactgtgtgcatcaggaggaagcetacatacctacatttggaagaggaaccagcecttattgttcatccgtgtaagt
gtaaagggcctgggcactatgtgaagatcacctagatgetcaactttgggaaggggactgagttaattgtgagectgggtgagtacctcaactccagagg
taaaggtgcccactectgtgggtaccgggttaataggaaactgacatttggagecaacactagaggaatcatgaaactcagcaagtaatatttggcagaa
tgtaatacacttacacagtgtgactatgggaacaacagactcgcttttgggaaggggaaccaagtggtggtcataccaagtaagtgagetgggatcctec
tacagagttatgtcagagtgtgaacacaggctttcagaaacttgtatttggaactggcacccgacttctggtcagtccaagtaagtcaaatctgcagaaa
cgcagtgcaaatcactgtgggaaatactggaggcttcaaaactatctttggagcaggaacaagactatttgttaaagcaagtaagttccatgaaataacc
ttttcaccttgacccctgtcactgtgtgaacactgaagetttctttggacaaggcaccagactcacagttgtaggtaagacatttttcaggttcttttge
ttttagagtggctatattcttatgtgctaactatggetacaccttcggttcggggaccaggttaaccgttgtaggtaaggetgggggtctctaggagges
tttgaagtggccctgggaggctgtgetctggaaacaccatatattttggagagggaagttggctcactgttgtaggtgagtaagtcaaggetggacaget
ttccttccagtctttaatgttgtgcaactaatgaaaaactgttttttggcagtggaacccagetctctgtcttgggtatgtaaaagacttctttegggat

tttgccacactcatgatgcactgtgtagcaatcagecccageattttggtgatgggactcgactctecatectaggtaagttggcagaatcagggtggta



Gene
TRBJ1-6*01
TRBJ1-6*02
TRBJ2-1*01
TRBJ2-2*01
TRBJ2-2P*01
TRBJ2-3*01
TRBJ2-4*01
TRBJ2-5*%01
TRBJ2-6*01
TRBJ2-7*01
TRBJ2-7*02
TRDJ1*01
TRDJ2*01
TRDJ3*01
TRDJ4*01
TRGJ1*01
TRGJ1*02
TRGJ2*01
TRGJP*01
TRGJP1*01
TRGJP2*01

120bp capture probe sequence
ttatctaagcctctgeagetgtgctectataattcaceectecactttgggaatgggaccaggetcactgtgacaggtatgggggetecactcttgacte
ttatctaagcctctgeagetgtgctectataattcaccectecactttgggaacgggaccaggetcactgtgacaggtatgggggctecactcttgactc
ttctgggcagecectteccactgtgetectacaatgageagttcttcgggecagggacacggcetcaccgtgetaggtaagaagggggctecaggtgggag
tgcgcecagggtecccagggctgtgegaacaccggggagetgttttttggagaaggetctaggetgaccgtactgggtaaggaggeggctggggcteegga
agctgeeccactctgagaggggcetgtgctgagaggegetgetgggegtetgggeggaggactectggttetgggtgctgggagagegatggggctcteag
ttttgtcctgggectecaggetgtgageacagatacgeagtattttggeccaggcacceggetgacagtgeteggtaagegggggcteecgetgaageec
ttctgtgeegegtcteggggcetgtgagecaaaaacattcagtactteggegecgggacecggetcteagtgetgggtaagetggggecgeecgggggaccg
tttttgtgcggggctegggggcegtgaccaagagacccagtacttegggecaggeacgeggctectggtgcteggtgagegegggetgetggggegeges
ttgcggggagtcecegggetgtgctetggggecaacgtectgacttteggggecggeageaggetgaccgtgetgggtgagttttcgegggaccaccegg
tttgcatgegggggtgeacctecgtgetectacgageagtacttegggecgggcaccaggetcacggtcacaggtgagattegggegtetecccacctte
tttgcatgeggggatgeacctecgtgetectacgageagtacgtegggeegggeaccaggctcacggtcacaggtgagattegggegtcteeccacctte
ttttggaacgtcctcaagtgetgtgacaccgataaactcatctttggaaaaggaaccegtgtgactgtggaaccaagtaagtaactcattatttatctga
tttttcgtaatgacgectgtggtagtgetttgacagcacaactcttctttggaaagggaacacaactcatcgtggaaccaggtaagttatgeattttact
tgaggcactgtcataatgtgctcctgggacaccecgacagatgtttttcggaactggeatcaaactcttcgtggagecccgtgagttgatctttttectat
atgagacatacaaaaaggtaatgccgecccagacccctgatctttggcaaaggaacctatctggaggtacaacaac
ttttgatatggactgaatcactgtggaattattataagaaactctttggcagtggaacaacactggttgtcacaggtaagtatcggaagaatacaacatt
tactgtgccttgtgggaggtgcttattataagaaactctttggcagtggaacaacacttgttgtcacaggt
ttttgatatggactgaatcactgtggaattattataagaaactctttggcagtggaacaacacttgttgtcacaggtaagtatcggaagaatacaacatt
ataaaggcttctcaggtggtgggcaagagttgggcaaaaaaatcaaggtatttggtcccggaacaaagcttatcattacaggtaagttttctttaaattt
gatttttctagaagcttagaccggtgtgataccactggttggttcaagatatttgctgaagggactaagetcatagtaacttcacctggtaagt

gatttttgtagaagcttagaccagtgtgatagtagtgattggatcaagacgtttgcaaaagggactaggctcatagtaacttcgectggtaagt



Table 2: Sanger Sequencing Results
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TRAV1-1 & TRAJ12 275 877 1155401 1370124 1384 985843 1182258
TRAV1-1 & TRAJ33 282 877 1155401 1370124 1384 985843 1182258
TRAV1-1 & TRAJ49 278 877 1155401 1370124 1384 985843 1182258
TRAV12-2 & TRAJ45 285 877 1155401 1370124 1384 985843 1182258
TRAV17 & TRAJ52 103 877 1155401 1370124 1384 985843 1182258
TRAV27 & TRAJ17 326 877 1155401 1370124 1384 985843 1182258
TRAV27 & TRAJ40 327 877 1155401 1370124 1384 985843 1182258
TRAV29/DV5 & TRAJ26 327 877 1155401 1370124 1384 985843 1182258
TRAV29/DV5 & TRAJ4 315 877 1155401 1370124 1384 985843 1182258
TRAV35 & TRAJ48 333 877 1155401 1370124 1384 985843 1182258
TRAV8-3 & TRAJ42 333 877 1155401 1370124 1384 985843 1182258
TRBV10-3 & TRBJ2-5 296 877 1155401 1370124 1384 985843 1182258
TRBV12-3 & TRBJ1-2 103 877 1155401 1370124 1384 985843 1182258
TRBV18 & TRBJ2-2 264 877 1155401 1370124 1384 985843 1182258
TRBV20-1 & TRBJ2-1 349 877 1155401 1370124 1384 985843 1182258
TRBVS5-7 & TRBJ2-2 133 877 1155401 1370124 1384 985843 1182258
TRBV7-8 & TRBJ1-6 257 877 1155401 1370124 1384 985843 1182258
TRBV7-8 & TRBJ2-5 240 877 1155401 1370124 1384 985843 1182258
TRBV9 & TRBJ2-1 336 877 1155401 1370124 1384 985843 1182258
TRGV11 & TRGJ1 297 877 1155401 1370124 1384 985843 1182258
TRGV2 & TRGJP2 325 877 1155401 1370124 1384 985843 1182258
TRGV3 & TRGJ1 241 877 1155401 1370124 1384 985843 1182258
TRGV4 & TRGJ1 254 877 1155401 1370124 1384 985843 1182258
TRGV8 & TRGJ1 263 877 1155401 1370124 1384 985843 1182258
TRGV8 & TRGJP1 266 877 1155401 1370124 1384 985843 1182258
TRGV9 & TRGJ1 182 877 1155401 1370124 1384 985843 1182258
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TRAV1-1 & TRAJ12 275 115 1377194 1595646 2095 926207 1145281
TRAV1-1 & TRAJ33 282 115 1377194 1595646 2095 926207 1145281
TRAV1-1 & TRAJ49 278 115 1377194 1595646 2095 926207 1145281
TRAV12-2 & TRAJ45 285 115 1377194 1595646 2095 926207 1145281
TRAV17 & TRAJ52 103 115 1377194 1595646 2095 926207 1145281
TRAV27 & TRAJ17 326 115 1377194 1595646 2095 926207 1145281
TRAV27 & TRAJ40 327 115 1377194 1595646 2095 926207 1145281
TRAV29/DV5 & TRAJ26 327 115 1377194 1595646 2095 926207 1145281
TRAV29/DV5 & TRAJ4 315 115 1377194 1595646 2095 926207 1145281
TRAV35 & TRAJ48 333 115 1377194 1595646 2095 926207 1145281
TRAV8-3 & TRAJ42 333 115 1377194 1595646 2095 926207 1145281
TRBV10-3 & TRBJ2-5 296 115 1377194 1595646 2095 926207 1145281
TRBV12-3 & TRBJ1-2 103 115 1377194 1595646 2095 926207 1145281
TRBV18 & TRBJ2-2 264 115 1377194 1595646 2095 926207 1145281
TRBV20-1 & TRBJ2-1 349 115 1377194 1595646 2095 926207 1145281
TRBVS5-7 & TRBJ2-2 133 115 1377194 1595646 2095 926207 1145281
TRBV7-8 & TRBJ1-6 257 115 1377194 1595646 2095 926207 1145281
TRBV7-8 & TRBJ2-5 240 115 1377194 1595646 2095 926207 1145281
TRBV9 & TRBJ2-1 336 115 1377194 1595646 2095 926207 1145281
TRGV11 & TRGJ1 297 115 1377194 1595646 2095 926207 1145281
TRGV2 & TRGJP2 325 115 1377194 1595646 2095 926207 1145281
TRGV3 & TRGJ1 241 115 1377194 1595646 2095 926207 1145281
TRGV4 & TRGJ1 254 115 1377194 1595646 2095 926207 1145281
TRGV8 & TRGJ1 263 115 1377194 1595646 2095 926207 1145281
TRGV8 & TRGJP1 266 115 1377194 1595646 2095 926207 1145281
TRGV9 & TRGJ1 182 115 1377194 1595646 2095 926207 1145281
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TRAV1-1 & TRAJ12 275 2074 1379128 1675034 2796 1066413 1315476
TRAV1-1 & TRAJ33 282 2074 1379128 1675034 2796 1066413 1315476
TRAV1-1 & TRAJ49 278 2074 1379128 1675034 2796 1066413 1315476
TRAV12-2 & TRAJ45 285 2074 1379128 1675034 2796 1066413 1315476
TRAV17 & TRAJ52 103 2074 1379128 1675034 2796 1066413 1315476
TRAV27 & TRAJ17 326 2074 1379128 1675034 2796 1066413 1315476
TRAV27 & TRAJ4A0 327 2074 1379128 1675034 2796 1066413 1315476
TRAV29/DV5 & TRAI26 327 2074 1379128 1675034 2796 1066413 1315476
TRAV29/DVS & TRAJ4 315 2074 1379128 1675034 2796 1066413 1315476
TRAV35 & TRAJ48 333 2074 1379128 1675034 2796 1066413 1315476
TRAV8-3 & TRAJ42 333 2074 1379128 1675034 2796 1066413 1315476
TRBV10-3 & TRBJ2-5 296 2074 1379128 1675034 2796 1066413 1315476
TRBV12-3 & TRBJ1-2 103 2074 1379128 1675034 2796 1066413 1315476
TRBV18 & TRBJ2-2 264 2074 1379128 1675034 2796 1066413 1315476
TRBV20-1 & TRBJ2-1 349 2074 1379128 1675034 2796 1066413 1315476
TRBV5-7 & TRBJ2-2 133 2074 1379128 1675034 2796 1066413 1315476
TRBV7-8 & TRBJ1-6 257 2074 1379128 1675034 2796 1066413 1315476
TRBV7-8 & TRBJ2-5 240 2074 1379128 1675034 2796 1066413 1315476
TRBV9 & TRBJ2-1 336 2074 1379128 1675034 2796 1066413 1315476
TRGV11 & TRGJ1 297 2074 1379128 1675034 2796 1066413 1315476
TRGV2 & TRGJP2 325 2074 1379128 1675034 2796 1066413 1315476
TRGV3 & TRGJ1 241 2074 1379128 1675034 2796 1066413 1315476
TRGV4 & TRGJ1 254 2074 1379128 1675034 2796 1066413 1315476
TRGV8 & TRGJ1 263 2074 1379128 1675034 2796 1066413 1315476
TRGV8 & TRGJP1 266 2074 1379128 1675034 2796 1066413 1315476
TRGV9 & TRGJ1 182 2074 1379128 1675034 2796 1066413 1315476
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w SE14-2005 (SUPT1) SE14-2033 (Jurkat)
TRAV1-1 & TRAJ12 275 2371 837044 1096080 1554 817921 995632
TRAV1-1 & TRAJ33 282 2371 837044 1096080 1554 817921 995632
TRAV1-1 & TRAJ49 278 2371 837044 1096080 1554 817921 995632
TRAV12-2 & TRAJ45 285 2371 837044 1096080 1554 817921 995632
TRAV17 & TRAJ52 103 2371 837044 1096080 1554 817921 995632
TRAV27 & TRAJ17 326 2371 837044 1096080 1554 817921 995632
TRAV27 & TRAJ4A0 327 2371 837044 1096080 1554 817921 995632
TRAV29/DV5 & TRAI26 327 2371 837044 1096080 1554 817921 995632
TRAV29/DVS & TRAJ4 315 2371 837044 1096080 1554 817921 995632
TRAV35 & TRAJ48 333 2371 837044 1096080 1554 817921 995632
TRAV8-3 & TRAJ42 333 2371 837044 1096080 1554 817921 995632
TRBV10-3 & TRBJ2-5 296 2371 837044 1096080 1554 817921 995632
TRBV12-3 & TRBJ1-2 103 2371 837044 1096080 1554 817921 995632
TRBV18 & TRBJ2-2 264 2371 837044 1096080 1554 817921 995632
TRBV20-1 & TRBJ2-1 349 2371 837044 1096080 1554 817921 995632
TRBV5-7 & TRBJ2-2 133 2371 837044 1096080 1554 817921 995632
TRBV7-8 & TRBJ1-6 257 2371 837044 1096080 1554 817921 995632
TRBV7-8 & TRBJ2-5 240 2371 837044 1096080 1554 817921 995632
TRBV9 & TRBJ2-1 336 2371 837044 1096080 1554 817921 995632
TRGV11 & TRGJ1 297 2371 837044 1096080 1554 817921 995632
TRGV2 & TRGJP2 325 2371 837044 1096080 1554 817921 995632
TRGV3 & TRGJ1 241 2371 837044 1096080 1554 817921 995632
TRGV4 & TRGJ1 254 2371 837044 1096080 1554 817921 995632
TRGV8 & TRGJ1 263 2371 837044 1096080 1554 817921 995632
TRGV8 & TRGJP1 266 2371 837044 1096080 1554 817921 995632
TRGV9 & TRGJ1 182 2371 837044 1096080 1554 817921 995632
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TRAV1-1 & TRAJ12 275 1723 741549 906513 1744 981779 1289677
TRAV1-1 & TRAJ33 282 1723 741549 906513 1744 981779 1289677
TRAV1-1 & TRAJ49 278 1723 741549 906513 1744 981779 1289677
TRAV12-2 & TRAJ45 285 1723 741549 906513 1744 981779 1289677
TRAV17 & TRAJ52 103 1723 741549 906513 1744 981779 1289677
TRAV27 & TRAJ17 326 1723 741549 906513 1744 981779 1289677
TRAV27 & TRAJ40 327 1723 741549 906513 1744 981779 1289677
TRAV29/DV5 & TRAJ26 327 1723 741549 906513 1744 981779 1289677
TRAV29/DV5 & TRAJ4 315 1723 741549 906513 1744 981779 1289677
TRAV35 & TRAJ48 333 1723 741549 906513 1744 981779 1289677
TRAV8-3 & TRAJ42 333 1723 741549 906513 1744 981779 1289677
TRBV10-3 & TRBJ2-5 296 1723 741549 906513 1744 981779 1289677
TRBV12-3 & TRBJ1-2 103 1723 741549 906513 1744 981779 1289677
TRBV18 & TRBJ2-2 264 1723 741549 906513 1744 981779 1289677
TRBV20-1 & TRBJ2-1 349 1723 741549 906513 1744 981779 1289677
TRBVS5-7 & TRBJ2-2 133 1723 741549 906513 1744 981779 1289677
TRBV7-8 & TRBJ1-6 257 1723 741549 906513 1744 981779 1289677
TRBV7-8 & TRBJ2-5 240 1723 741549 906513 1744 981779 1289677
TRBV9 & TRBJ2-1 336 1723 741549 906513 1744 981779 1289677
TRGV11 & TRGJ1 297 1723 741549 906513 1744 981779 1289677
TRGV2 & TRGJP2 325 1723 741549 906513 1744 981779 1289677
TRGV3 & TRGJ1 241 1723 741549 906513 1744 981779 1289677
TRGV4 & TRGJ1 254 1723 741549 906513 1744 981779 1289677
TRGV8 & TRGJ1 263 1723 741549 906513 1744 981779 1289677
TRGV8 & TRGJP1 266 1723 741549 906513 1744 981779 1289677
TRGV9 & TRGJ1 182 1723 741549 906513 1744 981779 1289677

Cell colors correspond to band intensity (green: positive, yellow: weak, red: negative)
and number of corresponding VJ counts for a given sample (orange: 0, light yellow: >0).



Table 3: PCR Validation Primer Sequences

Gene
TRAJ12
TRAJ17
TRAJ26
TRAJ33
TRAJ4
TRAJ40
TRAJ42
TRAJ45
TRAJ48
TRAJ49
TRAJ52
TRAV1-1
TRAV12-2
TRAV17
TRAV27
TRAV29/DV5
TRAV35
TRAVS-3
TRBJ1-2
TRBJ1-6
TRBJ2-1
TRBJ2-2
TRBJ2-5
TRBV10-3
TRBV12-3
TRBV18
TRBV20-1
TRBV5-7
TRBV7-8
TRBV9
TRGJ1 *
TRGJ2 *
TRGJP1
TRGJP2
TRGV11
TRGV2
TRGV3
TRGV4
TRGV8
TRGV9

Primer Sequence
ggtcccactcccgaagatca
actagcaccctggttectec
agggcagcacggacaatctg
taattagcttggtcccagegec
gcetggtecctgetccaaaa
aaaaccttcagcctggtgec
ttggtttaacagagagtttagtgcc
ttgccaaaggtgagtccgtc
tgggtatgatggtgagtcttgt
tcaaacttgtccctgteccaa
ggacagtcaagatggtcccttgtc
aggagccattgtccagataaa
cagtgttccagagggagccattg
cgggcagcagacactgcttctt
cagctgctggagcagagcec
agcaaaattcaccatccctgageg
cagctgaatcagagtcctcaatct
gcctgacatccacatcactg
tcceccgaaccgaaggtgtag
cctggtecccattcccaaagt
acggtgagccgtgtccc
tacggtcagcctagagcectt
cccgaagtactgggtctcett
acacaaggtcacagagacagg
gaagatccagccctcagaacc
tcatgtttactggtatcggcag
tgtcgtctctcaacatccgage
agctctgagctgaatgtgaacgcec
atcccttttttggtaccaacag
cacacaaaccccaaagcacct
ccagtgttgttccactgec
caagtgttgttccactgcca
gagcttagtcccttcage
ggcgaagttactatgagect
tgcccacatatcttggaaggc
atcaggcagactgggtcatc
actggtacctacaccaggagg
accggctacatccactggta
gtagaaaatgccgtctacac
cggcactgtcagaaaggaatc



Table 4.1: Capture Sample Method Data

Sample

A037 healthy reference
Sample_A037_PBMC_TCR_A_all
Sample_A037_PBMC_TCR_B_all
Sample_A037_PBMC_TCR_D_all
Sample_A037_PBMC_TCR_E_all
Sample_A037_PBMC_TCR_F_all
Sample_A037_PBMC_TCR_G_all
Sample_A037_PBMC_TCR_H_all
Sample_A037_PBMC_TCR_J_all
Sample_A037_PBMC_TCR_K_all
Sample_A037_PBMC_TCR_L_all

Sample_16_01_A037_PBMC_TCR_F_all
Sample_16_01_A037_PBMC_TCR_H_all

Sample_A037_S1_all
Sample_A037_PBMC_1S_all

Sample_16_11_A037_PBMC_TCR_VJ_all

Sample_A037_CD3_1S_all

Cell lines and flow sorted
M36_EZM

M36_TIL2

OV7-TIL2

CEM

Jurkat

MOLT4

SUPT1

STIM1

L2D8

Patient samples
TCL-001
TCL-002
TCL-003
TCL-004
TCL-005
TCL-006
TCL-007
TCL-008
TCL-009
TCL-010
TCL-011
TCL-012
TCL-013
TCL-014
TCL-015
TCL-016
TCL-017
TCL-018
TCL-019
TCL-020
TCL-021
TCL-022
TCL-023
TCL-024
TCL-025
TCL-026
TCL-027
TCL-028
TCL-029
TCL-030
TCL-031
TCL-032
TCL-033
TCL-034
TCL-035
TCL-036
TCL-037
TCL-038
TCL-039
TCL-040
TCL-041
TCL-042
TCL-043
TCL-044
TCL-045
TCL-046
TCL-047
TCL-048
TCL-049
TCL-050
TCL-051
TCL-052
TCL-053
TCL-054
TCL-055

Sample

A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_PBMC
A037_CD3

flow_sorted
flow_sorted
flow_sorted
cell_line
cell_line
cell_line
cell_line
flow_sorted
flow_sorted

patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor

Protocol Type

CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_V
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ

CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ

CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ

Library Input (ng)

100
200
600
800
1000
200
600
200
600
1000
500
250
100
100
100
100

100
100
100
100
100
100
100
100
100

100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100



TCL-056
TCL-057
TCL-058
TCL-059
TCL-060
TCL-061
TCL-062
TCL-063
TCL-064

patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor
patient_tumor

CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ
CapSeq_One-Step_VJ

100
100
100
100
100
100
100
100
100



Table 4.2: Capture Sample Read Counts

Sample

A037 healthy reference
Sample_A037_PBMC_TCR_A_all
Sample_A037_PBMC_TCR_B_all
Sample_A037_PBMC_TCR_D_all
Sample_A037_PBMC_TCR_E_all
Sample_A037_PBMC_TCR_F_all
Sample_A037_PBMC_TCR_G_all
Sample_A037_PBMC_TCR_H_all
Sample_A037_PBMC_TCR_J_all
Sample_A037_PBMC_TCR_K_all
Sample_A037_PBMC_TCR_L_all

Sample_16_01_A037_PBMC_TCR_F_all
Sample_16_01_A037_PBMC_TCR_H_all

Sample_A037_S1_all
Sample_A037_PBMC_1S_all

Sample_16_11_A037_PBMC_TCR_VJ_all

Sample_A037_CD3_1S_all

Cell lines and flow sorted
M36_EZM

M36_TIL2

OV7-TIL2

CEM

Jurkat

MOLT4

SUPT1

STIM1

L2D8

Patient samples
TCL-001
TCL-002
TCL-003
TCL-004
TCL-005
TCL-006
TCL-007
TCL-008
TCL-009
TCL-010
TCL-011
TCL-012
TCL-013
TCL-014
TCL-015
TCL-016
TCL-017
TCL-018
TCL-019
TCL-020
TCL-021
TCL-022
TCL-023
TCL-024
TCL-025
TCL-026
TCL-027
TCL-028
TCL-029
TCL-030
TCL-031
TCL-032
TCL-033
TCL-034
TCL-035
TCL-036
TCL-037
TCL-038
TCL-039
TCL-040
TCL-041
TCL-042
TCL-043
TCL-044
TCL-045
TCL-046
TCL-047
TCL-048
TCL-049
TCL-050
TCL-051

total reads

1961529
9915634
11554469
8208382
13434420
11585206
8680363
17147171
8812446
21053845
4457394
6835579
1920124
4868959
1433221
4701054

2318060
1569122
2392656
1291244
1339529
1278441
1678562
1880814
1651306

3874239
4921789
4961317
4284116
5480831
5405827
5135793
7798007
5006452
5044768
2912824
6403753
6648103
4577658
4919394
6045676
4339950
2621464
6616839
4825285
7352598
7015117
6427168
6466998
5149354
7717729
5310114
6854324
4473140
2901414
4194422
4534911
3653179
6905643
5989679
4715544
6664469
6155725
5025139
5190944
5745439
5328896
6030251
7376555
5401734
5346366
6495674
6562054
4503869
5502711
6305701

on-target reads

96884
865444
359807

4019972
3925996
217323
1631345
504177
518449
429885
958772
1719308
1082540
2120537
413057
2361517

1380043
769525
1271622
476090
662257
564484
743158
900492
910355

1363917
1618479
1742809
1363269
1885151
415885
1690789
2759564
739003
1512141
980216
976423
894302
964191
671943
1996999
334232
397567
3224927
658203
3438740
3588858
2297299
2244807
740986
4019388
1719071
449983
636717
389561
328356
634273
489927
3346628
2953254
2109689
2293770
3173681
361053
361315
2814128
1787753
3161144
3887519
2916998
233692
3372030
3324004
1426322
387341
392089

off-target reads

1864620
9050165
11194637
4188385
9508399
11367858
7048993
16642969
8293972
20623935
3498597
5116246
837559
2748397
1020139
2339512

937992
799572
1121009
815129
677247
713932
935379
980297
740926

2510297
3303285
3218483
2920822
3595655
4989917
3444979
5038418
4267424
3532602
1932583
5427305
5753776
3613442
4247426
4048652
4005693
2223872
3391887
4167057
3913833
3426234
4129844
4222166
4408343
3698316
3591018
6404316
3836398
2511828
3866041
3900613
3163227
3558990
3036400
2605830
4370674
2982019
4664061
4829604
2931286
3541118
2869082
3489011
2484711
5112649
3123619
3238025
3077522
5115345
5913587

on-target ratio

0.049392081
0.087280753
0.031140072
0.489739878
0.292234127
0.018758665
0.187935113
0.029402926
0.058831453
0.020418361
0.215096983

0.25152339
0.563786505
0.435521638
0.288201889
0.502337774

0.595343951
0.490417571
0.531468795
0.368706457
0.494395418
0.441540908
0.442734912
0.478777806
0.551293946

0.352047718
0.328839574
0.351279509
0.318214773
0.343953499
0.076932725
0.329216734
0.353880677
0.147610124
0.299744408
0.336517414

0.15247668
0.134519877
0.210629759
0.136590604
0.330318562
0.077012869
0.151658386
0.487381815
0.136407072
0.467690468
0.511589187
0.357435654
0.347117318
0.143898827
0.520799318
0.323735234
0.065649508
0.142342292
0.134265913
0.078283969
0.139864487
0.134109771
0.484622214

0.49305714
0.447390375
0.344178959
0.515565754
0.071849356
0.069604873
0.489802085
0.335482809
0.524214332
0.527010102
0.540011411
0.043710438

0.51911934
0.506549321
0.316688163

0.07039094
0.062180081

merged reads

1961504
9915609
11554444
8208357
13434395
11585181
8680338
17147146
8812421
21053820
4457369
6835554
1920099
4768430
1433196
4701029

2318035
1569097
2392631
1291219
1339504
1278416
1678537
1880789
1651281

3874214
4921764
4961292
4284091
5480806
5405802
5135768
7797982
5006427
5044743
2912799
6403728
6648078
4577633
4919369
6045651
4339925
5799400
6616814
4825260
7352573
7015092
6427143
6466973
5149329
7717704
5310089
6854299
4473115
2901389
4194397
4534886
3653154
6905618
5989654
4715519
6664444
6155700
5025114
5190919
5745414
5328871
6030226
7376530
5401709
5346341
6495649
6562029
4503844
5502686
6305676

reads after threshold

1900159
9488814
10839947
8069762
13076224
11162632
8302862
14908072
7851064
17568322
4389100
6750376
1867339
4706036
1427599
4651006

2255858
1518502
2320790
1216685
1293618
1240462
1611636
1827853
1603088

3641564
4871138
4808248
4230674
5423859
5177500
5098364
7715502
4799839
4998359
2891403
6226299
6520478
4516409
4678232
5967138
4253000
5552790
6538041
4721235
7230944
6912948
6377748
6357148
4979117
7610950
5258149
6571528
4255663
2690711
4104557
4132215
3443643
6814973
5933921
4633852
6605136
6034814
4886216
5085124
5649598
5288026
5874655
7249500
5338260
5202430
6455304
6458959
4452847
5398233
6065963



TCL-052
TCL-053
TCL-054
TCL-055
TCL-056
TCL-057
TCL-058
TCL-059
TCL-060
TCL-061
TCL-062
TCL-063
TCL-064

8302037
3834967
6935912
6078396
6865892
6227227
6215041
5639514
5680891
6906018
3920359
4275264
6551470

2704496

292000
3615566
1963007
3557974
3087220
2213245
2766020
2792325
3575635

589850

769512
3277319

5597516
3542942
3320321
4115364
3307893
3139982
4001771
2873469
2888541
3330358
3330484
3505727
3274126

0.325762942
0.076141464
0.521281989
0.322948192
0.518210016
0.495761597
0.356111086
0.490471342

0.49152941
0.517756397

0.15045816
0.179991692
0.500241778

8302012
3834942
6935887
6078371
6865867
6227202
6215016
5639489
5680866
6905993
3920334
4275239
6551445

8107829
3767575
6892616
6014071
6816073
6169114
6155386
5564062
5628837
6843330
3808959
4205077
6481344



Table 4.3: Capture Sample V and J Calls

Sample

A037 healthy reference
Sample_A037_PBMC_TCR_A_all
Sample_A037_PBMC_TCR_B_all
Sample_A037_PBMC_TCR_D_all
Sample_A037_PBMC_TCR_E_all
Sample_A037_PBMC_TCR_F_all
Sample_A037_PBMC_TCR_G_all
Sample_A037_PBMC_TCR_H_all
Sample_A037_PBMC_TCR_J_all
Sample_A037_PBMC_TCR_K_all
Sample_A037_PBMC_TCR_L_all

Sample_16_01_A037_PBMC_TCR_F_all
Sample_16_01_A037_PBMC_TCR_H_all

Sample_A037_S1_all
Sample_A037_PBMC_1S_all

Sample_16_11_A037_PBMC_TCR_VJ_all

Sample_A037_CD3_1S_all

Cell lines and flow sorted
M36_EZM

M36_TIL2

OV7-TIL2

CEM

Jurkat

MOLT4

SUPT1

STIM1

L2D8

Patient samples
TCL-001
TCL-002
TCL-003
TCL-004
TCL-005
TCL-006
TCL-007
TCL-008
TCL-009
TCL-010
TCL-011
TCL-012
TCL-013
TCL-014
TCL-015
TCL-016
TCL-017
TCL-018
TCL-019
TCL-020
TCL-021
TCL-022
TCL-023
TCL-024
TCL-025
TCL-026
TCL-027
TCL-028
TCL-029
TCL-030
TCL-031
TCL-032
TCL-033
TCL-034
TCL-035
TCL-036
TCL-037
TCL-038
TCL-039
TCL-040
TCL-041
TCL-042
TCL-043
TCL-044
TCL-045
TCL-046
TCL-047
TCL-048
TCL-049
TCL-050
TCL-051
TCL-052
TCL-053
TCL-054
TCL-055

alpha VI calls

30
473
298

4470
3932
101
1607
323
352
259
925
1397
1052
1008
340
6368

138
2136
2619
2450
1389
1910
3031
3068
2074

1971
585
1423
182
210
17
343
1267
986
1600
215
1620
1995
155
1083
981
166
623
3489
4218
4607
1974
186
484
575
863

119
1274
497

409
1122
901
2181
5077
536
682
264
340
1987
229
273
638
140
741
451
868
1208
407
119
8600
327
446
969

beta VJ calls

111
806
244
1956
1815
186
1125
139
169
111
363
763
606
599
161
3264

94
1579
1879
1293

924
2833
2017
1524

962

1098
283
901
251

65
36
141
857
607
960
87
688

1039
163
562
247

84
332

2654

1546

2563
904

86
371
241
471

77
727
190

228
577
469
861
4087
342
417
104
228
1338
150
223
335
107
374
268
350
712
183
84
3192
203
253
508

gamma VJ calls

46
538
127

2916
3169

78
252
135
200
136
628

1015
734
834
329

4805

94
1963
1918
2070
1344
1377
2157
2503

948

1674
628
1278
142
192
25
2481
1327
967
2053
248
2344
2144
290
967
494
174
545
3136
1551
3523
1199
271
533
481
705

140
888
442
396
420
915
861

1674

4193
860
723
232
434

1755
287
299
605
117
842
447
718

1318
387

83

5559
562
483

1009

delta VJ calls

» oo

unmatched VJ calls

NORNNRWONRMOOGOUOOO

Oo0oo0oo0oo0OoRrNO

ONRPRNOOOROONOOOOONOOONRROORARWOOOOORININWROWORONROROWOOWNO®OO

single V orJ

171866
1634949

583395
5486404
5949549

420033
2160797
1112523
1027278
1057487
3437777
4575171
1255308
2536312

934369
2753833

1521931
1015956
1515855
818261
895089
856362
1020846
1192227
1060361

2380500
2811142
2599812
2473198
3272558

768985
2982597
4868928
1069367
2485050
1710714
1571492
1527402
1742539
1084783
3030809

613083
1160605
4047376

986010
4297650
4479570
2435125
3411599
1235788
4942133
2721814

913846

985106

615177

630487

936724

797093
1741112
3472975
2889813
4144765
3850370

735636

739308
3223885
3138235
3574689
4327667
3224632

643355
3838965
4020234
2691103

779518

767911
5264470

561308
3805780
3034468

absent Vand J

1728107
7852049
10255883
2573930
7117670
10742220
6139066
13794947
6823060
16510319
949382
2172015
609626
2167257
492390
1882607

733602
496858
798467
392612
394873
377981
583586
628532
538744

1256274
2058492
2204821
1756900
2150832
4408438
2112155
2843117
3727899
2508656
1180118
4650142
4987784
2773218
3590830
2934593
3639487
4390679
2481367
3727908
2922532
2429285
3942078
2944150
3742032
2666740
2536336
5657347
3267662
2074397
3473057
3194412
2643934
5071606
2456088
1730683
2458628
2182602
4149979
4344815
2420622
2149123
2299172
2920227
2113263
4557119
2615162
2436788
1758500
4617737
5297767
2825901
3205175
3085647
2977105



TCL-056
TCL-057
TCL-058
TCL-059
TCL-060
TCL-061
TCL-062
TCL-063
TCL-064

269
2011
276
1559
1475
200
647
360
1187

127
885
191
821
761

84
375
159
596

286
1324
275
1398
1463
143
627
355
1118

WWNO WO R A O

2887666
3843001
3558414
3448607
3503916
3519287

931289
1064180
2942292

3927692
2321808
2596230
2111654
2121179
3323608
2876009
3140014
3536136



Table 4.4: Capture Sample Unique V and J Calls

Sample

A037 healthy reference
Sample_A037_PBMC_TCR_A_all
Sample_A037_PBMC_TCR_B_all
Sample_A037_PBMC_TCR_D_all
Sample_A037_PBMC_TCR_E_all
Sample_A037_PBMC_TCR_F_all
Sample_A037_PBMC_TCR_G_all
Sample_A037_PBMC_TCR_H_all
Sample_A037_PBMC_TCR_J_all
Sample_A037_PBMC_TCR_K_all
Sample_A037_PBMC_TCR_L_all

Sample_16_01_A037_PBMC_TCR_F_all
Sample_16_01_A037_PBMC_TCR_H_all

Sample_A037_S1_all
Sample_A037_PBMC_1S_all

Sample_16_11_A037_PBMC_TCR_VJ_all

Sample_A037_CD3_1S_all

Cell lines and flow sorted
M36_EZM

M36_TIL2

OV7-TIL2

CEM

Jurkat

MOLT4

SUPT1

STIM1

L2D8

Patient samples
TCL-001
TCL-002
TCL-003
TCL-004
TCL-005
TCL-006
TCL-007
TCL-008
TCL-009
TCL-010
TCL-011
TCL-012
TCL-013
TCL-014
TCL-015
TCL-016
TCL-017
TCL-018
TCL-019
TCL-020
TCL-021
TCL-022
TCL-023
TCL-024
TCL-025
TCL-026
TCL-027
TCL-028
TCL-029
TCL-030
TCL-031
TCL-032
TCL-033
TCL-034
TCL-035
TCL-036
TCL-037
TCL-038
TCL-039
TCL-040
TCL-041
TCL-042
TCL-043
TCL-044
TCL-045
TCL-046
TCL-047
TCL-048
TCL-049
TCL-050
TCL-051
TCL-052
TCL-053
TCL-054

alpha unique VJ
counts

11
44
213
955
1343

502
192
268
220
414
463
446
466
263

1704

67
244
143

14

101

225
137
242
37
35
14
59
174
433
178
44
221
410
34
485
227
73
327
352
19
798
260
53
99
278
173

66
513
157

148
456
164
480
237
105
150

76
171
258

34

72
125

44

17

20
177
190

85

45

1019

50
120

beta unique
VJ counts

20
65
158
405
527
18
305
90
122
85
175
235
227
253
125
710

41
163
114

13

16

71

142
63
147
39
14
16
32
132
229
104
19
146
201
33
242
62
43
173
203
18
405
132
23
79
113
112

37
262
70

89
205
103
186
146

64

99

32
106
160

28

60

77

32

61
75
128
41
32
362
38
59

gamma unique

18
25
49
49

24
21
32
24
41
34
36
36
36
54

15
38
49

NIT}

23

33
28
39
15
21

15
34
47
25
21
33
46
18
50
26
24
41
46

53
31
24
32
40
29

27
32
23

35
45
29
39
43
26
34
22
39
34
21
29
27
19
13
30
29
27
29
24
55
28
24

delta unique VJ

NWhAWWNWAWNROWER OO

Oooo0ooowukro

PO NORWHRNOOWORNOONROUURAEWRWOOWRRRERNAMAOUWRNNWUONNRMRRRLOOORNN

total unique VJ

37
127
397

1412
1925

32
833
306
426
332
632
735
712
759
427

2475

123
446
311
24
22
28
24
195
12

402
230
429

91
70
38
107
341
713
311
86
402
662
88
779
317
141
544
606
44

1260
425
101
211
432
317

130
810
251

10
276
707
301
710
426
196
285
130
316
454

84
161
232

95

39
183
282
348
156
101

1442
116
204

Unique VJ
normalized to input

0.37
0.64
0.66
177
1.93
0.16
1.39
1.53
0.71
0.33
1.26
294
7.12
7.59
4.27
24.75

1.23
4.46
3.11
0.24
0.22
0.28
0.24
1.95
0.12

4.02
2.30
4.29
0.91
0.70
0.38
1.07
3.41
7.13
3.11
0.86
4.02
6.62
0.88
7.79
3.17
141
5.44
6.06
0.44
12.60
4.25
1.01
211
4.32
3.17
0.00
1.30
8.10
251
0.10
2.76
7.07
3.01
7.10
4.26
1.96
2.85
1.30
3.16
4.54
0.84
161
2.32
0.95
0.39
1.83
2.82
3.48
1.56
1.01
14.42
1.16
2.04



TCL-055
TCL-056
TCL-057
TCL-058
TCL-059
TCL-060
TCL-061
TCL-062
TCL-063
TCL-064

214

20
435

51
294
349

44
309
174
353

121
46
194
36
169
185
25
159
73
170

30
32
33
21
57
31
15
39
38
57

P NBAROWOON R

366
170
668
108
523
570

85
511
287
581

3.66
1.70
6.68
1.08
5.23
5.70
0.85
5.11
2.87
5.81



Table 4.5: Capture Sample Unique CDR3 Calls

Sample

A037 healthy reference
Sample_A037_PBMC_TCR_A_all
Sample_A037_PBMC_TCR_B_all
Sample_A037_PBMC_TCR_D_all
Sample_A037_PBMC_TCR_E_all
Sample_A037_PBMC_TCR_F_all
Sample_A037_PBMC_TCR_G_all
Sample_A037_PBMC_TCR_H_all
Sample_A037_PBMC_TCR_J_all
Sample_A037_PBMC_TCR_K_all
Sample_A037_PBMC_TCR_L_all

Sample_16_01_A037_PBMC_TCR_F_all
Sample_16_01_A037_PBMC_TCR_H_all

Sample_A037_S1_all
Sample_A037_PBMC_1S_all

Sample_16_11_A037_PBMC_TCR_VJ_all

Sample_A037_CD3_1S_all

Cell lines and flow sorted
M36_EZM

M36_TIL2

OV7-TIL2

CEM

Jurkat

MOLT4

SUPT1

STIM1

L2D8

Patient samples
TCL-001
TCL-002
TCL-003
TCL-004
TCL-005
TCL-006
TCL-007
TCL-008
TCL-009
TCL-010
TCL-011
TCL-012
TCL-013
TCL-014
TCL-015
TCL-016
TCL-017
TCL-018
TCL-019
TCL-020
TCL-021
TCL-022
TCL-023
TCL-024
TCL-025
TCL-026
TCL-027
TCL-028
TCL-029
TCL-030
TCL-031
TCL-032
TCL-033
TCL-034
TCL-035
TCL-036
TCL-037
TCL-038
TCL-039
TCL-040
TCL-041
TCL-042
TCL-043
TCL-044
TCL-045
TCL-046
TCL-047
TCL-048
TCL-049
TCL-050

alpha total
unique CDR3

12
63
229
1367
2066
11
633
216
297
242
482
555
509
539
293
2840

70
310
219

32

32

10

33
160

14

279
151
287
41
39
14
66
206
494
223
55
253
516
35
562
255
76
371
448
83
1084
303
57
114
308
202

69
613
177

162
532
189
583
317
123
166

82
181
306

37

77
140

45

31
114
212
224
104

beta total gamma total
unique CDR3 unique CDR3
27 9
104 31
188 65
778 348
1100 540
23 11
482 62
104 48
148 82
99 63
229 155
330 158
303 141
344 157
142 114
1672 691
48 26
25 101
192 83
29 21
21 10
66 8
39 23
136 55
21 10
201 101
80 54
193 97
57 30
17 28
16 11
43 52
185 89
323 183
164 79
23 32
216 102
313 167
40 34
321 193
75 66
47 42
224 140
314 163
67 10
714 275
170 84
31 40
101 68
140 108
139 71
0 0
38 50
381 164
78 72
1 13
109 79
290 158
129 78
252 138
301 99
82 74
125 75
38 37
125 102
231 118
34 33
73 50
99 65
35 26
21 16
78 53
100 78
168 85
52 42

delta total total unique
unique CDR3 CDR3

0 48
0 198
2 484
21 2514
24 3730
3 48
3 1180
4 372
5 532
8 412
14 880
4 1047
5 958
13 1053
8 557
47 5250

144
438
503
82
63
84
95
351
45

Oo0ooooowN o

584
287
578
128
84
41
18 179
1 481
7 1007
10 476
6 116
577
1016
117
1079
399
167
740
933
160
2085
561
129
286
557
417

nN
O UL NWW®O O cCoOoORrNW

-
N

157
1161
330
28
360
981
409
983
717
280
370
157
408
658
105
200
312
106
68
250
391
480
199

WWoOoO Uk WwkRrA

2o 2o
oOwropr

PWRUOO®MORWOOAERLO

Unique CDR3
normalized to input

0.48
0.99
0.81
3.14
3.73
0.24
1.97
1.86
0.89
0.41
1.76
4.19
9.58
10.53
5.57
52.50

1.44
4.38
5.03
0.82
0.63
0.84
0.95
3.51
0.45

5.84
2.87
5.78
1.28
0.84
0.41
1.79
4.81
10.07
4.76
1.16
5.77
10.16
117
10.79
3.99
1.67
7.40
9.33
1.60
20.85
5.61
1.29
2.86
5.57
4.17
0.00
1.57
11.61
3.30
0.28
3.60
9.81
4.09
9.83
7.17
2.80
3.70
1.57
4.08
6.58
1.05
2.00
3.12
1.06
0.68
2.50
391
4.80
1.99



TCL-051
TCL-052
TCL-053
TCL-054
TCL-055
TCL-056
TCL-057
TCL-058
TCL-059
TCL-060
TCL-061
TCL-062
TCL-063
TCL-064

48
1469
57
127
259
96
520
58
351
408
47
346
188
418

36
619
44
71
147
54
284
45
220
247
29
214
85
242

32
279
50
56
108
59
120
32
123
123
25
113
87
162

WwaNN MO

116
2382
151
255
516
213
935
135
698
785
103
679
363
825

1.16
23.82
1.51
2.55
5.16
213
9.35
135
6.98
7.85
1.03
6.79
3.63
8.25



Table 5: AO37 Lymphotrack vs A037 CapTCR-Seq (single sample), V] gene
rearrangement counts and proportions (MiXCR)

V-
Gene
TRBV
10-1
TRBV
10-2
TRBV
10-3
TRBV
11-1
TRBV
11-2
TRBV
13
TRBV
12-5
TRBV
14
TRBV
15
TRBV
16
TRBV
18
TRBV
19
TRBV

TRBV
20-1
TRBV
21-1
TRBV
23-1
TRBV
24-1
TRBV
25-1
TRBV
27
TRBV
28
TRBV
29-1
TRBV
3-1
TRBV
30
TRBV
4-1
TRBV
4-2
TRBV
4-3
TRBV
5-1
TRBV
5-4
TRBV
5-6
TRBV
5-8

A037-Cap-
TRBJ1

19
28
13

35

19
22

13

A037-Cap-
TRBJ2

20
17

39

17

14

14

A037-Cap-
Prop-TRBJ1

0.01
0.01
0.02
0.00
0.01
0.00
0.00
0.01
0.01
0.00
0.06
0.08
0.04
0.10
0.03
0.00
0.02
0.01
0.06
0.07
0.04
0.01
0.02
0.04
0.01
0.00
0.05
0.01
0.00

0.00

A037-Cap-
Prop-TRBJ2

0.02
0.00
0.03
0.00
0.01

0.02

0.02
0.00
0.03
0.07
0.06
0.14

0.02

0.05
0.05

0.02

0.02

0.02

0.00

0.06

0.00

0.00

A037-PCR-
TRBJ1

33

15

68

10

104

30

35

55

74

135

166

163

362

27

63

57

134

182

105

42

56

87

40

57

114

50

37

24

A037-PCR-
TRBJ2

38

10

47

19

89

29

65

59

52

86

112

138

330

15

57

46

103

122

85

30

39

78

44

45

113

71

46

31

A037-PCR-
Prop-TRBJ1

0.01
0.00
0.02
0.00
0.03
0.01
0.01
0.02
0.02
0.00
0.04
0.05
0.05
0.11
0.00
0.01
0.02
0.02
0.04
0.05
0.03
0.01
0.02
0.03
0.01
0.02
0.03
0.01
0.01

0.01

A037-PCR-
Prop-TRBJ2

0.01
0.00
0.02
0.01
0.03
0.01
0.02
0.02
0.02
0.00
0.03
0.04
0.05
0.11
0.00
0.00
0.02
0.02
0.03
0.04
0.03
0.01
0.01
0.03
0.01
0.01
0.04
0.02
0.02

0.01



TRBV
6-1
TRBV
6-4
TRBV
6-5
TRBV
6-6
TRBV
7-2
TRBV
6-7
TRBV
7-3
TRBV
7-4
TRBV
7-6
TRBV
7-8
TRBV
7-9
TRBV

TRBV
11-3
TRBV
12-4
TRBV
12-3
TRBV
5-5
TRBV
6-3
TRBV
6-2
TRBV
7-1
TRBV
7-7

20

20

11

17

0.02

0.01

0.04

0.01

0.01

0.00

0.02

0.00

0.00

0.01

0.06

0.06

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.02

0.02

0.02

0.00

0.00

0.04

0.06

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.00

96

66

169

69

99

85

63

150

171

19

68

109

123

51

122

123

38

124

186

67

0.03

0.02

0.05

0.02

0.03

0.00

0.03

0.00

0.00

0.02

0.04

0.05

0.01

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.02

0.04

0.04

0.02

0.04

0.00

0.04

0.00

0.00

0.01

0.04

0.06

0.02

0.00

0.00

0.00

0.00

0.00

0.00

0.00



Table 6.1: Additional PBMC Lymphotrack vs CapTCR-Seq V] rearrangement counts
and proportions (MiXCR) for sample H128

H128-PCR:Cap- H128-PCR:Cap-

V-Gene H128-Cap-TRBJ1 ~ H128-Cap-TRBJ2  H128-PCR-TRBJ1  H128-PCR-TRBJ2  TRBJ1 TRBJ2

TRBV10-1 0.001574803 0.004918033 0.006918664 0.005820557 4.393351333 1.183513155
TRBV10-2 0 0.001639344 0.001349983 0.001561613 #DIV/0! 0.952583759
TRBV10-3 0.015748031 0.02295082 0.016537293 0.016183986 1.050118124 0.705159406
TRBV11-1 0 0.001639344 0.003881201 0.006246451 #DIV/0! 3.810335037
TRBV11-2 0.001574803 0.008196721 0.022105974 0.029244747 14.03729328 3.567859171
TRBV12-5 0.011023622 0.008196721 0.005906176 0.020159001 0.535774553 2.459398069
TRBV11-3 0.001574803 0.004918033 0.018224772 0.024701874 11.57273034 5.022714367
TRBV13 0.004724409 0.008196721 0.006074924 0.005252697 1.285858927 0.640829074
TRBV14 0.023622047 0.026229508 0.017549781 0.024134015 0.742940713 0.920109313
TRBV15 0.003149606 0.016393443 0.012656092 0.018171493 4.018309146 1.108461102
TRBV16 0.001574803 0.001639344 0.001518731 0.000993754 0.964394195 0.606189665
TRBV18 0.028346457 0.02295082 0.032230847 0.023282226 1.137032662 1.014439847
TRBV19 0.092913386 0.086885246 0.089436382 0.063884157 0.96257801 0.735270483
TRBV2 0.064566929 0.054098361 0.043368208 0.029386712 0.671678342 0.543208921
TRBV20-1 0.108661417 0.11147541 0.072561593 0.107467348 0.667776979 0.964045329
TRBV21-1 0.031496063 0.024590164 0 0 0 0
TRBV23-1 0.006299213 0.006557377 0.004724941 0.006672345 0.750084374 1.017532652
TRBV24-1 0.018897638 0.032786885 0.013668579 0.02399205 0.723295646 0.731757524
TRBV25-1 0.020472441 0.009836066 0.016537293 0.010647359 0.807783172 1.082481545
TRBV27 0.040944882 0.049180328 0.039487006 0.0379046 0.964394195 0.77072686
TRBV28 0.091338583 0.032786885 0.059061762 0.0379046 0.64662446 1.15609029
TRBV29-1 0.031496063 0.042622951 0.02716841 0.027683135 0.86259703 0.649488927
TRBV3-1 0.011023622 0.003278689 0.015356058 0.012208972 1.393013837 3.723736513
TRBV30 0.058267717 0.037704918 0.044380695 0.022288472 0.761668689 0.591129052
TRBV4-1 0.004724409 0.009836066 0.011643604 0.01362862 2.464562943 1.385576377
TRBV4-2 0.003149606 0.001639344 0.009956126 0.011641113 3.161069862 7.101078932
TRBV4-3 0 0.001639344 0.007762403 0.010647359 #DIV/0! 6.494889267
TRBV5-1 0.056692913 0.093442623 0.069186635 0.078648495 1.22037537 0.841676878
TRBV5-4 0.012598425 0.01147541 0.023455957 0.027115275 1.861816571 2.362902572
TRBV5-5 0 0 0.001181235 0.000851789 #DIV/0! #DIV/0!
TRBV5-6 0.004724409 0.004918033 0.016368545 0.014764338 3.464675442 3.00208215
TRBV5-8 0.001574803 0 0.007087411 0.005252697 4.500506244 #DIV/0!
TRBV6-1 0.053543307 0.032786885 0.056530543 0.03762067 1.055791031 1.147430437
TRBV6-4 0.014173228 0.01147541 0.012993588 0.012492902 0.91676979 1.088667153
TRBV6-6 0.011023622 0.004918033 0.02480594 0.01717774 2.250253122 3.492807117
TRBV6-5 0.028346457 0.014754098 0.038643267 0.031516184 1.363248584 2.136096915
TRBV6-7 0 0 0.001012487 0.001561613 #DIV/0! #DIV/0!
TRBV7-1 0 0 0 0 #DIV/0! #DIV/0!

TRBV7-2 0.017322835 0.009836066 0.035774553 0.038614424 2.065167367 3.925799735



TRBV7-3
TRBV7-4
TRBV7-6
TRBV7-7
TRBV7-8
TRBV7-9
TRBV9Y
TRBV12-4
TRBV12-3
TRBV6-3

0.006299213
0
0.004724409
0.001574803
0.017322835
0.053543307
0.039370079
0
0

0.029508197
0
0
0.003278689
0.009836066
0.055737705
0.085245902
0
0

0.014681066
0.002531218
0.001181235
0.000674992
0.01518731
0.040668242
0.036955788
0.000843739
0
0.000168748

0.026973311
0.002413401
0.000141965
0.001135718
0.017319705
0.043015332
0.05124929
0.00028393
0
0.000141965

2.330619305
#DIV/0!
0.250028125
0.428619642
0.876721996
0.759539219
0.938677017
#DIV/0!
#DIV/0!
#DIV/0!

0.914095527
#DIV/0!
#DIV/0!

0.346394094

1.760836646

0.771745666

0.601193596
#DIV/0!
#DIV/0!
#DIV/0!



Table 6.2: Additional PBMC Lymphotrack vs CapTCR-Seq V] rearrangement counts
and proportions (MiXCR) for sample H129

H129-PCR:Cap- H129-PCR:Cap-

V-Gene H129-Cap-TRBJ1 ~ H129-Cap-TRBJ2  H129-PCR-TRBJ1  H129-PCR-TRBJ2  TRBJ1 TRBJ2

TRBV10-1 0.010822511 0.019148936 0.008981425 0.008946878 0.82988365 0.467225847
TRBV10-2 0 0.004255319 0.003470096 0.003168686 #DIV/0! 0.744641193
TRBV10-3 0.043290043 0.019148936 0.018371096 0.014911463 0.424372321 0.778709744
TRBV11-1 0.004329004 0 0.004286589 0.005032619 0.990202082 #DIV/0!
TRBV11-2 0.002164502 0.004255319 0.024698918 0.02833178 11.41090018 6.657968313
TRBV12-5 0.002164502 0 0.009185548 0.018266542 4.243723209 #DIV/0!
TRBV11-3 0 0.012765957 0.007552562 0.016029823 #DIV/0! 1.255669463
TRBV13 0.008658009 0.008510638 0.004490712 0.006523765 0.518677281 0.766542404
TRBV14 0.012987013 0.027659574 0.01735048 0.021621622 1.335986936 0.781704782
TRBV15 0.019480519 0.012765957 0.018575219 0.017707363 0.953527931 1.387076732
TRBV16 0.004329004 0.00212766 0.001632986 0.000745573 0.377219841 0.350419385
TRBV18 0.032467532 0.034042553 0.035517453 0.038024231 1.093937538 1.116961789
TRBV19 0.097402597 0.082978723 0.065931823 0.044920783 0.676900048 0.541353024
TRBV2 0.067099567 0.053191489 0.047560727 0.037278658 0.708808249 0.70083877
TRBV20-1 0.119047619 0.144680851 0.091243111 0.118732526 0.766442131 0.82065128
TRBV21-1 0.036796537 0.014893617 0 0 0 0
TRBV23-1 0.004329004 0.006382979 0.009389671 0.005591799 2.169014085 0.876048462
TRBV24-1 0.03030303 0.031914894 0.012655644 0.018639329 0.417636252 0.584032308
TRBV25-1 0.004329004 0.008510638 0.015717493 0.012861137 3.630740968 1.511183597
TRBV27 0.060606061 0.040425532 0.032047357 0.033178006 0.528781384 0.820719086
TRBV28 0.071428571 0.046808511 0.057562768 0.031500466 0.805878751 0.672964501
TRBV29-1 0.025974026 0.036170213 0.034496836 0.035228332 1.328128189 0.973959761
TRBV3-1 0.008658009 0.004255319 0.008777301 0.008574091 1.013778322 2.014911463
TRBV30 0.062770563 0.023404255 0.036538069 0.021062442 0.582089237 0.899940693
TRBV4-1 0.004329004 0.004255319 0.020820576 0.020876048 4.80955297 4.905871389
TRBV4-2 0 0.00212766 0.012859767 0.01584343 #DIV/0! 7.446411929
TRBV4-3 0.002164502 0.00212766 0.016533987 0.027586207 7.638701776 12.96551724
TRBV5-1 0.071428571 0.09787234 0.067768932 0.076421249 0.948765054 0.780825803
TRBV5-4 0.002164502 0.008510638 0.015105123 0.020316869 6.978567055 2.38723206
TRBV5-5 0 0 0.000816493 0.000372787 #DIV/0! #DIV/0!
TRBV5-6 0.004329004 0.004255319 0.012247397 0.012115564 2.829148806 2.847157502
TRBV5-8 0 0.00212766 0.011022658 0.005778192 #DIV/0! 2.715750233
TRBV6-1 0.019480519 0.017021277 0.027556644 0.017520969 1.414574403 1.029356943
TRBV6-4 0.010822511 0.025531915 0.014901 0.017148183 1.376852419 0.671637154
TRBV6-6 0.019480519 0.006382979 0.020004082 0.014352283 1.026876233 2.248524386
TRBV6-5 0.017316017 0.019148936 0.044090631 0.034296365 2.546233925 1.791032412
TRBV6-7 0.002164502 0 0.000204123 0.000745573 0.09430496 #DIV/0!
TRBV7-1 0.006493506 0 0 0 0 #DIV/0!

TRBV7-2 0.019480519 0.029787234 0.04960196 0.056290774 2.546233925 1.889761683



TRBV7-3
TRBV7-4
TRBV7-6
TRBV7-7
TRBV7-8
TRBV7-9
TRBV9Y
TRBV12-4
TRBV12-3
TRBV6-3

0.008658009
0
0
0
0.010822511
0.036796537
0.034632035
0
0

0.021276596
0.004255319
0
0
0.010638298
0.042553191
0.063829787
0
0

0.01796285
0.00183711
0.000408247
0.000408247
0.019799959
0.045723617
0.033272096
0.00061237
0
0.000408247

0.029263747
0.00111836
0.000931966
0.000186393
0.019384902
0.035228332
0.046598322
0.000186393
0

0.00055918

2.074709124
#DIV/0!
#DIV/0!
#DIV/0!

1.829516228

1.242606534

0.960731782
#DIV/0!
#DIV/0!
#DIV/0!

1.375396086
0.262814539
#DIV/0!
#DIV/0!
1.822180801
0.827865797
0.730040385
#DIV/0!
#DIV/0!
#DIV/0!



Table 6.3: Additional PBMC Lymphotrack vs CapTCR-Seq V] rearrangement counts
and proportions (MiXCR) for sample H130

H130-PCR:Cap- H130-PCR:Cap-

V-Gene H130-Cap-TRBJ1 ~ H130-Cap-TRBJ2  H130-PCR-TRBJ1 ~ H130-PCR-TRBJ2  TRBJ1 TRBJ2

TRBV10-1 0.008532423 0.00896861 0.006614039 0.007214206 0.775165351 0.804384018
TRBV10-2 0.003412969 0.006726457 0.003627054 0.001664817 1.062726691 0.247502775
TRBV10-3 0.0221843 0.031390135 0.017921912 0.013041065 0.807864634 0.415451086
TRBV11-1 0.001706485 0.002242152 0.004053766 0.00554939 2.375506721 2.475027747
TRBV11-2 0.005119454 0.006726457 0.019842116 0.016925638 3.875826755 2.516278209
TRBV12-5 0 0.006726457 0.00981438 0.019700333 #DIV/0! 2.928782834
TRBV11-3 0.001706485 0.006726457 0.007467463 0.016648169 4.375933433 2.475027747
TRBV13 0.005119454 0.00896861 0.004267122 0.006936737 0.83351113 0.773446171
TRBV14 0.020477816 0.033632287 0.01856198 0.017480577 0.906443354 0.519755827
TRBV15 0.029010239 0.029147982 0.016855131 0.016925638 0.581006288 0.580679587
TRBV16 0.001706485 0 0.000640068 0.000277469 0.375080009 #DIV/0!
TRBV18 0.04778157 0.02690583 0.039684233 0.038290788 0.830534305 1.423140954
TRBV19 0.097269625 0.080717489 0.06165991 0.055771365 0.633907149 0.690945246
TRBV2 0.054607509 0.035874439 0.050352038 0.038013319 0.922071688 1.059621254
TRBV20-1 0.138225256 0.109865471 0.101130787 0.101553829 0.731637548 0.924347097
TRBV21-1 0.027303754 0.033632287 0 0 0 0
TRBV23-1 0.011945392 0.004484305 0.005333902 0.006936737 0.44652382 1.546892342
TRBV24-1 0.0221843 0.024663677 0.011094517 0.020532741 0.500106678 0.832509333
TRBV25-1 0.006825939 0.004484305 0.013014722 0.008046615 1.90665671 1.794395117
TRBV27 0.035836177 0.047085202 0.024109238 0.027469478 0.672762555 0.583399397
TRBV28 0.064846416 0.053811659 0.055259228 0.052441731 0.852155458 0.974542175
TRBV29-1 0.035836177 0.044843049 0.026456155 0.029689234 0.738252715 0.662069922
TRBV3-1 0.003412969 0.006726457 0.013014722 0.014983352 3.81331342 2.227524972
TRBV30 0.034129693 0.02690583 0.036270536 0.018867925 1.062726691 0.701257862
TRBV4-1 0.0221843 0.015695067 0.02837636 0.028024417 1.279119003 1.785555732
TRBV4-2 0.003412969 0 0.013441434 0.022752497 3.93834009 #DIV/0!
TRBV4-3 0.005119454 0.006726457 0.02240239 0.023862375 4.375933433 3.547539771
TRBV5-1 0.061433447 0.060538117 0.052698955 0.065760266 0.857821871 1.086262178
TRBV5-4 0.005119454 0.011210762 0.019842116 0.016370699 3.875826755 1.460266371
TRBV5-5 0 0.002242152 0.000640068 0.000554939 #DIV/0! 0.247502775
TRBV5-6 0.003412969 0 0.019202048 0.013318535 5.626200128 #DIV/0!
TRBV5-8 0.003412969 0.002242152 0.013014722 0.008879023 3.81331342 3.960044395
TRBV6-1 0.011945392 0.015695067 0.032430126 0.024694784 2.714864824 1.573410496
TRBV6-4 0.008532423 0.015695067 0.011947941 0.014150943 1.400298699 0.901617251
TRBV6-6 0.011945392 0.004484305 0.019202048 0.014983352 1.607485751 3.341287458
TRBV6-5 0.018771331 0.015695067 0.039470877 0.034406215 2.10272126 2.192167433
TRBV6-7 0 0.002242152 0.000853424 0.001942286 #DIV/0! 0.866259711
TRBV7-1 0 0 0 0 #DIV/0! #DIV/0!

TRBV7-2 0.039249147 0.047085202 0.055259228 0.062708102 1.407909018 1.331800645



TRBV7-3
TRBV7-4
TRBV7-6
TRBV7-7
TRBV7-8
TRBV7-9
TRBV9Y
TRBV12-4
TRBV12-3
TRBV6-3

0.015358362
0.005119454
0.001706485
0.001706485
0.013651877
0.04778157
0.040955631
0

0

0.031390135
0
0.004484305
0.002242152
0.013452915
0.060538117
0.047085202
0
0

0.016855131
0.002133561
0.000426712
0.000213356
0.018988692
0.046084916
0.038617453
0.000640068

0
0.000213356

0.028579356
0.001942286
0.001109878
0.000554939
0.018035516
0.036625971
0.044395117
0.000277469

0
0.001109878

1.097456321
0.416755565
0.250053339
0.12502667
1.390921698
0.964491451
0.942909466
#DIV/0!
#DIV/0!
#DIV/0!

0.910456635
#DIV/0!
0.247502775
0.247502775
1.34064003
0.605006783
0.942867713
#DIV/0!
#DIV/0!
#DIV/0!



Table 6.4: Additional PBMC Lymphotrack vs CapTCR-Seq V] rearrangement counts
and proportions (MiXCR) for sample H131

H131-PCR:Cap- H131-PCR:Cap-

V-Gene H131-Cap-TRBJ1 ~ H131-Cap-TRBJ2  H131-PCR-TRBJ1  H131-PCR-TRBJ2  TRBJ1 TRBJ2

TRBV10-1 0.006263048 0.009677419 0.009836852 0.007963989 1.570617402 0.822945522
TRBV10-2 0.006263048 0.006451613 0.003598848 0.008310249 0.574616123 1.288088643
TRBV10-3 0.03131524 0.029032258 0.019433781 0.024238227 0.620585413 0.834872268
TRBV11-1 0 0 0.002639155 0.004155125 #DIV/0! #DIV/0!
TRBV11-2 0.012526096 0.006451613 0.02831094 0.025277008 2.26015675 3.917936288
TRBV12-5 0.006263048 0.003225806 0.008637236 0.021468144 1.379078695 6.655124654
TRBV11-3 0 0.003225806 0.010796545 0.018351801 #DIV/0! 5.689058172
TRBV13 0.004175365 0.009677419 0.003598848 0.007271468 0.861924184 0.751385042
TRBV14 0.012526096 0.019354839 0.020873321 0.019736842 1.666386756 1.019736842
TRBV15 0.035490605 0.019354839 0.017514395 0.017313019 0.493493847 0.894506002
TRBV16 0.002087683 0 0.002399232 0.000692521 1.149232246 #DIV/0!
TRBV18 0.043841336 0.061290323 0.029510557 0.036703601 0.673121744 0.598848229
TRBV19 0.108559499 0.070967742 0.060940499 0.055401662 0.561355751 0.780659783
TRBV2 0.043841336 0.029032258 0.035988484 0.020775623 0.820880175 0.715604801
TRBV20-1 0.158663883 0.151612903 0.114443378 0.10699446 0.721294449 0.705708139
TRBV21-1 0.018789144 0.019354839 0 0.000692521 0 0.03578024
TRBV23-1 0.010438413 0.019354839 0.00743762 0.004501385 0.712523992 0.23257156
TRBV24-1 0.022964509 0.009677419 0.009836852 0.019044321 0.428350201 1.967913204
TRBV25-1 0.010438413 0.006451613 0.010796545 0.00900277 1.034309021 1.395429363
TRBV27 0.060542797 0.041935484 0.038387716 0.03601108 0.63405917 0.858725762
TRBV28 0.060542797 0.041935484 0.0506238 0.033933518 0.83616553 0.809183891
TRBV29-1 0.029227557 0.029032258 0.030950096 0.029432133 1.058935426 1.013773469
TRBV3-1 0 0.012903226 0.011516315 0.007271468 #DIV/0! 0.563538781
TRBV30 0.025052192 0.022580645 0.02231286 0.010734072 0.89065499 0.475366047
TRBV4-1 0.010438413 0.006451613 0.024472169 0.024238227 2.344433781 3.756925208
TRBV4-2 0.002087683 0.012903226 0.007917466 0.013157895 3.792466411 1.019736842
TRBV4-3 0 0.003225806 0.02303263 0.029432133 #DIV/0! 9.123961219
TRBV5-1 0.052192067 0.05483871 0.050863724 0.065443213 0.974548944 1.193376242
TRBV5-4 0.002087683 0.009677419 0.01559501 0.015927978 7.470009597 1.645891043
TRBV5-5 0 0.003225806 0.00071977 0.00034626 #DIV/0! 0.10734072
TRBV5-6 0.006263048 0.003225806 0.019673704 0.013850416 3.141234805 4.293628809
TRBV5-8 0 0.006451613 0.011036468 0.007963989 #DIV/0! 1.234418283
TRBV6-1 0.014613779 0.022580645 0.025191939 0.023545706 1.723848369 1.042738425
TRBV6-4 0.010438413 0.016129032 0.012236084 0.021814404 1.172216891 1.352493075
TRBV6-6 0.006263048 0.006451613 0.021113244 0.019044321 3.371081254 2.951869806
TRBV6-5 0.022964509 0.025806452 0.053262956 0.031163435 2.319359623 1.207583102
TRBV6-7 0 0.003225806 0.000479846 0.000692521 #DIV/0! 0.21468144
TRBV7-1 0 0.003225806 0 0 #DIV/0! 0

TRBV7-2 0.025052192 0.038709677 0.057101727 0.065789474 2.279310621 1.699561404



TRBV7-3
TRBV7-4
TRBV7-6
TRBV7-7
TRBV7-8
TRBV7-9
TRBV9Y
TRBV12-4
TRBV12-3
TRBV6-3

0.014613779
0
0.004175365
0
0.012526096
0.052192067
0.054279749
0
0

0.029032258
0

0
0.003225806
0.019354839
0.05483871
0.051612903
0

0
0.003225806

0.01487524
0.001919386
0.00071977
0.000239923
0.016794626
0.049664107
0.041506718
0.000479846
0
0.00071977

0.025623269
0.002077562
0

0
0.022160665
0.037396122
0.054709141
0.00034626
0

0

1.017891418
#DIV/0!
0.172384837
#DIV/0!
1.340770953
0.951564299
0.764681456
#DIV/0!
#DIV/0!
#DIV/0!

0.882579255
#DIV/0!
#DIV/0!

0
1.144967682
0.681929281
1.059989612

#DIV/0!
#DIV/0!



Table 6.5: Additional PBMC Lymphotrack vs CapTCR-Seq V] rearrangement counts
and proportions (MiXCR) for sample H132

H132-PCR:Cap- H132-PCR:Cap-

V-Gene H132-Cap-TRBJ1 ~ H132-Cap-TRBJ2  H132-PCR-TRBJ1  H132-PCR-TRBJ2  TRBJ1 TRBJ2

TRBV10-1 0.00887574 0.008517888 0.010612639 0.014319809 1.195690626 1.681145585
TRBV10-2 0.01035503 0.008517888 0.0065927 0.005114218 0.636666437 0.600409137
TRBV10-3 0.029585799 0.04088586 0.02106448 0.016365496 0.711979418 0.400272758
TRBV11-1 0.00147929 0 0.001607976 0.002216161 1.086991478 #DIV/0!
TRBV11-2 0.00591716 0.005110733 0.021386075 0.024036822 3.614246663 4.70320491
TRBV12-5 0.00887574 0 0.005306319 0.019093079 0.597845313 #DIV/0!
TRBV11-3 0.00147929 0.008517888 0.009004663 0.024548244 6.087152275 2.88196386
TRBV13 0.00739645 0.010221465 0.005145522 0.006648483 0.695674546 0.650443232
TRBV14 0.019230769 0.017035775 0.021386075 0.023695875 1.112075896 1.390947835
TRBV15 0.026627219 0.02044293 0.025406014 0.019945448 0.954136964 0.975664848
TRBV16 0 0.003407155 0.001768773 0.00085237 #DIV/0! 0.250170474
TRBV18 0.035502959 0.02725724 0.041968162 0.02829867 1.182103232 1.038207467
TRBV19 0.087278107 0.06132879 0.061585464 0.048073645 0.705623281 0.783867485
TRBV2 0.038461538 0.04770017 0.045344911 0.035288101 1.17896768 0.73978983
TRBV20-1 0.112426036 0.165247019 0.093905773 0.120866008 0.835267136 0.731426252
TRBV21-1 0.013313609 0.032367973 0 0.000170474 0 0.005266747
TRBV23-1 0.00591716 0.00681431 0.0065927 0.005114218 1.114166265 0.750511422
TRBV24-1 0.031065089 0.025553663 0.017044541 0.026252983 0.548671889 1.027366746
TRBV25-1 0.017751479 0.01362862 0.009165461 0.012444596 0.516320952 0.91312223
TRBV27 0.051775148 0.02725724 0.034571475 0.040402318 0.667723336 1.482260058
TRBV28 0.088757396 0.098807496 0.0657662 0.048926014 0.740965857 0.495165007
TRBV29-1 0.023668639 0.030664395 0.026531597 0.02437777 1.120959961 0.794986173
TRBV3-1 0.016272189 0.00681431 0.01575816 0.017047392 0.968410589 2.501704739
TRBV30 0.041420118 0.023850085 0.036340248 0.024889192 0.877357407 1.043568263
TRBV4-1 0.016272189 0.00681431 0.02894356 0.025571088 1.778713327 3.752557109
TRBV4-2 0 0.003407155 0.0065927 0.006648483 #DIV/0! 1.951329697
TRBV4-3 0.00443787 0.003407155 0.014793375 0.016195022 3.333440532 4.753239004
TRBV5-1 0.066568047 0.066439523 0.056118347 0.068019093 0.843022279 1.023774555
TRBV5-4 0.01183432 0.003407155 0.023315646 0.022843505 1.970172053 6.704568701
TRBV5-5 0 0.001703578 0.000803988 0.000170474 #DIV/0! 0.10006819
TRBV5-6 0.00591716 0.005110733 0.018813314 0.0156836 3.179450072 3.068757813
TRBV5-8 0.01035503 0.003407155 0.009808651 0.009205592 0.947235431 2.701841118
TRBV6-1 0.026627219 0.035775128 0.037787426 0.03221957 1.419127763 0.900613706
TRBV6-4 0.016272189 0.059625213 0.025245216 0.042618479 1.551433291 0.714772783
TRBV6-6 0.00739645 0.008517888 0.014632578 0.013808387 1.978324489 1.621104671
TRBV6-5 0.028106509 0.017035775 0.04341534 0.032560518 1.5446721 1.911302421
TRBV6-7 0.00147929 0 0.00128638 0.001534265 0.869593182 #DIV/0!
TRBV7-1 0 0.001703578 0 0 #DIV/0! 0

TRBV7-2 0.026627219 0.01362862 0.038430616 0.034435731 1.443283129 2.526721787



TRBV7-3
TRBV7-4
TRBV7-6
TRBV7-7
TRBV7-8
TRBV7-9
TRBV9Y
TRBV12-4
TRBV12-3
TRBV6-3

0.00443787
0
0.00295858
0
0.014792899
0.034023669
0.038461538
0

0

0.010221465
0
0.001703578
0.001703578
0.00681431
0.018739353
0.04088586
0

0

0

0.008039878
0.000803988
0.000803988
0.000321595
0.014632578
0.046309696
0.024441228
0.000160798
0
0.00064319

0.009035118
0.001022844
0.000681896
0.000681896
0.01261507
0.037504262
0.027616775
0.000170474
0
0.000170474

1.811652463
#DIV/0!
0.271747869
#DIV/0!
0.989162245
1.361102372
0.635471941
#DIV/0!
#DIV/0!
#DIV/0!

0.883935675
#DIV/0!
0.400272758
0.400272758
1.851261507
2.001363791
0.67546028
#DIV/0!
#DIV/0!
#DIV/0!



Table 6.6: Additional PBMC Lymphotrack vs CapTCR-Seq V] rearrangement counts
and proportions (MiXCR) for sample H133

H133-PCR:Cap- H133-PCR:Cap-

V-Gene H133-Cap-TRBJ1 ~ H133-Cap-TRBJ2  H133-PCR-TRBJ1  H133-PCR-TRBJ2  TRBJ1 TRBJ2

TRBV10-1 0.013761468 0.018867925 0.008936243 0.010028871 0.649367016 0.531530163
TRBV10-2 0.004587156 0.003537736 0.004811823 0.005014435 1.048977488 1.417413767
TRBV10-3 0.027522936 0.030660377 0.020793951 0.018994074 0.755513548 0.619499024
TRBV11-1 0.002293578 0 0.004639973 0.003950767 2.023028012 #DIV/0!
TRBV11-2 0.006880734 0.008254717 0.024918371 0.028415134 3.621469897 3.442290577
TRBV12-5 0.001146789 0.003537736 0.00618663 0.023248746 5.394741364 6.571645647
TRBV11-3 0.004587156 0.001179245 0.008764393 0.014891354 1.910637567 12.62786811
TRBV13 0.006880734 0.005896226 0.006702183 0.006837867 0.974050524 1.159702173
TRBV14 0.016055046 0.018867925 0.022340608 0.017626501 1.391500749 0.934204528
TRBV15 0.028669725 0.017688679 0.017700636 0.017170643 0.617398178 0.970713671
TRBV16 0.002293578 0.001179245 0.000515553 0.000455858 0.22478089 0.386567391
TRBV18 0.027522936 0.037735849 0.037291631 0.030542471 1.354929255 0.809375475
TRBV19 0.095183486 0.067216981 0.058772985 0.045129919 0.617470397 0.671406521
TRBV2 0.053899083 0.057783019 0.050867847 0.035708859 0.943760901 0.617981884
TRBV20-1 0.135321101 0.149764151 0.107750473 0.127488224 0.79625773 0.85125995
TRBV21-1 0.029816514 0.017688679 0.000171851 0 0.005763613 0
TRBV23-1 0.009174312 0.009433962 0.007045884 0.006989819 0.768001375 0.740920833
TRBV24-1 0.014908257 0.033018868 0.013060663 0.019297979 0.87606911 0.584453079
TRBV25-1 0.013761468 0.005896226 0.014091768 0.010940587 1.024001833 1.855523477
TRBV27 0.047018349 0.04009434 0.031105001 0.031302234 0.661550262 0.780714535
TRBV28 0.060779817 0.043632075 0.046056023 0.026743656 0.757751932 0.612935683
TRBV29-1 0.025229358 0.04245283 0.038494587 0.039051816 1.525785436 0.919887217
TRBV3-1 0.012614679 0.001179245 0.010139199 0.007141772 0.803761971 6.056222459
TRBV30 0.04587156 0.02004717 0.035573123 0.02583194 0.775494071 1.28855797
TRBV4-1 0.020642202 0.018867925 0.020450249 0.015499164 0.99070096 0.821455706
TRBV4-2 0.001146789 0.001179245 0.010998453 0.012612065 9.590651315 10.69503115
TRBV4-3 0.002293578 0.005896226 0.017872487 0.021577268 7.792404193 3.659504635
TRBV5-1 0.069954128 0.076650943 0.061522598 0.07156967 0.879470587 0.933708929
TRBV5-4 0.008027523 0.009433962 0.015122873 0.02112141 1.883877937 2.238869473
TRBV5-5 0.001146789 0 0.000515553 0.000759763 0.44956178 #DIV/0!
TRBV5-6 0.001146789 0.010613208 0.009451796 0.009421061 8.241965974 0.887673268
TRBV5-8 0.005733945 0.001179245 0.009623647 0.007749582 1.67836398 6.571645647
TRBV6-1 0.026376147 0.017688679 0.028183537 0.017778453 1.068523652 1.005075217
TRBV6-4 0.013761468 0.015330189 0.014091768 0.015347212 1.024001833 1.001110423
TRBV6-6 0.010321101 0.008254717 0.0206221 0.012612065 1.998052357 1.527861593
TRBV6-5 0.019495413 0.009433962 0.048461935 0.032669807 2.485812197 3.462999544
TRBV6-7 0 0.002358491 0.000171851 0.001063668 #DIV/0! 0.450995289
TRBV7-1 0.001146789 0 0 0 0 #DIV/0!

TRBV7-2 0.026376147 0.035377358 0.04949304 0.060629084 1.876431779 1.7137821



TRBV7-3
TRBV7-4
TRBV7-6
TRBV7-7
TRBV7-8
TRBV7-9
TRBV9Y
TRBV12-4
TRBV12-3
TRBV6-3

0.014908257
0.001146789
0
0
0.005733945
0.052752294
0.032110092
0
0

0.028301887
0.004716981
0.001179245
0.001179245
0.011792453
0.045990566
0.058962264

0

0

0.016325829
0.002234061
0.000171851
0.000171851
0.016669531
0.043478261
0.036604228
0.000343702

0
0.000687403

0.038444005
0.001063668
0.00060781
0.00060781
0.017322595
0.037076432
0.051056071
0.000303905
0
0.000303905

1.095086388
1.948101048
#DIV/0!
#DIV/0!
2.90716618
0.824196597
1.139960229
#DIV/0!
#DIV/0!
#DIV/0!

1.35835486
0.225497645
0.515423188
0.515423188
1.468956086
0.80617473
0.865910956
#DIV/0!
#DIV/0!
#DIV/0!



Table 6.7: Average and median fractional prevalences of V] rearrangements for
additional PBMC Lymphotrack vs CapTCR-Seq samples

All-Average- All-Average- All-Median- All-Median-

V-Gene PCR:Cap-TRBJ1 PCR:Cap-TRBJ2 PCR:Cap-TRBJ1 PCR:Cap-TRBJ2

TRBV10-1 1.569012563 0.915124048 1.012787138 0.81366477
TRBV10-2 0.830746685 0.875106546 0.842821962 0.848612476
TRBV10-3 0.728405576 0.625660715 0.733746483 0.662329215
TRBV11-1 1.618932073 3.142681392 1.555009745 3.142681392
TRBV11-2 6.469982256 4.134256245 3.748648326 3.74289773
TRBV12-5 2.430232627 4.653737801 1.379078695 4.75021424
TRBV11-3 5.986613404 4.992050285 5.231542854 3.952339113
TRBV13 0.861616099 0.790391349 0.847717657 0.758963723
TRBV14 1.192555734 0.927743188 1.224031416 0.927156921
TRBV15 1.269645392 0.986183657 0.785463055 0.973189259
TRBV16 0.618141436 0.414309177 0.377219841 0.386567391
TRBV18 1.045276456 1.000162294 1.1154851 1.026323657
TRBV19 0.692972439 0.700583757 0.655403598 0.713107865
TRBV2 0.874361172 0.729507577 0.871475932 0.708221786
TRBV20-1 0.753112662 0.832906341 0.749039839 0.835955615
TRBV21-1 0.000960602 0.006841164 0 0
TRBV23-1 0.993385652 0.860746212 0.759042874 0.813279942
TRBV24-1 0.582354963 0.954672032 0.524389283 0.782133429
TRBV25-1 1.486635443 1.425355888 1.029155427 1.45330648
TRBV27 0.688211817 0.882757616 0.664636799 0.80071681
TRBV28 0.773256998 0.786813591 0.781815341 0.741074196
TRBV29-1 1.10577646 0.835694245 1.089947694 0.857436695
TRBV3-1 1.598455628 2.847939821 1.013778322 2.364614856
TRBV30 0.824998514 0.833303314 0.826425739 0.800599277
TRBV4-1 2.277847164 2.73465692 2.061573554 2.76905642
TRBV4-2 5.120631919 5.64271771 3.86540325 7.101078932
TRBV4-3 5.785119983 6.757441856 6.007317604 5.624064136
TRBVS-1 0.954000684 0.976604098 0.91411782 0.978741742
TRBVS5-4 4.006711661 2.799955037 2.922999404 2.300886022
TRBVS5-5 0.44956178 0.151637228 0.44956178 0.10734072
TRBVS5-6 4.413779204 2.819859909 3.322062757 3.00208215
TRBVS5-8 2.734854769 3.436739935 2.7458387 2.715750233
TRBV6-1 1.566121673 1.116437537 1.416851083 1.036047684
TRBV6-4 1.240262154 0.95504964 1.274534655 0.951363837
TRBV6-6 2.038678868 2.530575839 1.988188423 2.600197096
TRBV6-5 2.060341282 2.116863638 2.211040442 2.023699668
TRBV6-7 0.481949071 0.51064548 0.481949071 0.450995289
TRBV7-1 0 0 0 0

TRBV7-2 1.936389306 2.181237892 1.970799573 1.801771891



TRBV7-3
TRBV7-4
TRBV7-6
TRBV7-7
TRBV7-8
TRBV7-9
TRBV9Y
TRBV12-4
TRBV12-3
TRBV6-3

1.571235836
1.182428307
0.236053542
0.276823156
1.555709883
1.017250079
0.897071982

0

0

1.05413634
0.244156092
0.387732907
0.301918563
1.564807125
0.949014341

0.81257709

0
0

1.454554392
1.182428307
0.250040732
0.276823156
1.365846326
0.958027875
0.940793241

0

0

0.912276081
0.244156092
0.400272758
0.346394094
1.614896366
0.788960198
0.79797567
0

0



Table 7: Top 200 frequently observed clones across all samples (MiXCR/tcR)

CDR3.nucleotide.sequence
TGCGCCAGCAGCCAAGACACAGCCTTGCAGAGTCACCGCTTTCCTGTGCAGAAACCTTC
TGTGCTCTAAGTGGCACAGTAGCTGGTTTT

TGTGCTCTAAGTGGCACAGTAGCTGGTTTTGCAAGGAAGCAGAACACAAACCCTTTAAATACAGGAAATATTTCTTT
TGTGCCAGCAGCTTAGGCACAGCCCTGGAGAATTACTGGCTTTCTGTACCCAAACCCTCCTATCTCACTTGAGGATGTA
ATAG
TGTGCTGTGAGAGACACGGTGACTATGAGGCCTCTTTAGCTGCACCAAAATTCAAAAGGCAACCACAGCAGCGAGAA
GCTGTATTT

TGTGCCAGCAGTGAAGCCACAGCGCTGCATGGC
TGTGCTCTGAGTGAGGCCACAGTGAGATGGGTGCCTGTGGGAGCCCTACAAAAACCTCAACAAGAGGCAGGGCTCC
TGGGGAGAGACTCTGTCACAGACAGGAAGAAGCAAGGAGGGTCTGTGTCAGCACAGGTGGTTT
TGTGCAGTGAGAACACAGAACTCTTCAGGCACCTGCAACCTGTACTCAAACCTGCAACTGGGAGTCCAGTCACATTCT
TTGTCTTT

TGCGCCAGGGTCCCCAGGGCTGTGCGAACACCGGGGAGCTGTTTTTT

TGCGCTCTGAGAGACAGAGTGGGA
TGCGCTCTGAGAGACAGAGTGGGAGGGACTGCAGCGAGAGCCCAGCACAAACCCTGGGGAACGCAGGTGGGGCCT
GGGTGTGAGCCGCTTT
TGTGCAGAGAATACACATTGCTTTCCAGGCATCTGTAACCATCACCCAAACCTGAGATGGGAGGTGAAGCAGCATCC
CTTTCCTTT
TGTGCTGTGAGAGACACGGTGACTATGAGGCCTCTTTAGCTGCACCAAAATTCAAAAGGCAACCACAGCAGCGAGAA
GCTGTATTTCCTGAGTGTATGCCTGCTGTGAGTTAAGACTGGGGACTTT

TGTGCTTATAGGAGCGCACAGTGAGACAAGCAACAGGGAGAGGCTTACAGAAACCTCAGACCTCAGCATCTGT
TGTGCTTTGCAGTAGTGTCTCCCCAGCACCTGCAGCCTGTACCATAACCTGCAGCCGGGACCCTTGACACAGGCTAGC
CTTGCAGGT

TGTGCTGGGCAGCACAGTGCTCCCCAAACACCTGCAGCCTGTACTCAAACTTGCAGCT

TGTGCTGTGAGAGACACACACTGATAGGGGCTGCAGGG
TGTGCTGTGGAGGACACAGAGGCAGGGAACCCATGAAGAGCTGAACAGAAACAGAGATCACAGCCTTTGCAGGAG
GCAAAACAGAGATGAGCAATAACTTTT
TGTGTGGTGAACACACAGTGCTCCCCAGACACCTGCAGTCTGTACCCAAACCTGCTGGGCCCCAGGAATGCCTGATGT
AGAGCTTAGACTGCAGGGCAGTAAAGTCCTCTTT
TGCATCGTCAGAGTCGCACACTGGGACAGATGGGGCTGCACCTGTGCAATATCTCCCTGGTGGCAAGTGAGGAGGA
GGGTAGCATTCACCTAGAGCAAAATGTCGATAGGAGTCAAAAAGTAACAAGAAAAGA

TGTGCTCTGAGTGACACAGTGACAGGGACTGCAG
TGTGCTGGGCAGCACAGTGCTCCCCAAACACCTGCAGCCTGTACTCAAACTT
TGCATCCTGAGAGACCACAGT

TGTGCCGTGAATGCCACAGTGTCT
TATGCCTTCAATGTGATTTTCACCTTGACCCCTGTCACTGTGTGAACACTGAAGCTTTCTTT
TGTGCAGCAAGCGCACAGTGCTCTCCAGGCACCTGCAGCCCGTACTCAAACCTGCTTTGG
TGTGCTGTGAGTGACACAGTGCCTGAGACTGCAGGAGAGCTGAACACAAACCTCCTGAGATGCTGAGACTTT

TGTGACAATAACAATGACATGCGCTTT
TGTGCCAGCAGCTTTGCCACAGCACTGCAGAATCTCCCCATCTCTGTGCAGAAACCCTGGTGCTTCCTCTTCTCCCCAC
AGCTCTCAGCAGTCGTCAGCAAAGTCTTTCCTGCTCTCTGCTCACCATGGCTCACGCCTATAATCCCAGCACTTT

TGTGTGAATAATAATGCAGGCAACATGCTCACCTTT

TGTTATGAAGCATCTCACAGTGTAAATACCGGCACTGCCAGTAAACTCACCTTT
TGTGCTGTGGAGGCACAGTGCTCCCTAGTCACCTGCAGCCTGTACTCAAATTCTACAGCTGAGGCTCTGCAACTGTAA
GATGGGGAACTTGCTACATT

TGTGCCTTTACACAGTGCTGTTCAGGCACCTGCAGCCCATACGCAAACCTGTGTCTGGTGTTGCACTGTTACCAGCATT
TGTGCTGGGCAGCACAGTGCTCCCCAAACACCTGCAGCCTGTACTCAAACTTGCAGCTGGAACTCTAGTCTCTATGCT
GCCTTCAGCTCTTAGTCCTCTTGGCATGAAATGTGATTATGCATGCCACCTTT

TGCCTGGTTTTTGTTGAGCTTCCTATCACAGTGGAACACCGGTAACCAGTTCTATTTT

V.gene

TRBV4-1
TRAV16
TRAV16

TRBV13

TRAV1-2
TRBV6-1

TRAV19

TRAV32
TRBV5-1
TRAV18

TRAV18

TRAV13-2

TRAV1-2

TRAV38-2DV8

TRAV11
TRAV35
TRAV3

TRAV2

TRAV12-1

TRAV26-1
TRAV9-1
TRAV35
TRAV26-2
TRAVS-1
TRBV26
TRAV29DV5
TRAVS8-6
TRAV16

TRBV12-1
TRAV16
TRAV31

TRAV36DV7
TRAV24

TRAV35
TRAV13-1

Pe
op

95
93
92

91

90
89

89

88
87
87

87

87

86
86

86
84
84

84

84

83
83
83
82
82
81
81
81
80

80
80
79

78
77

77
76



TGTGCTTTGAGGCACAGGGTCCCCAAGCACCTGCAGCCTGTACCACAACCTGCATCCGGGACCCTTGACACAGCCTTG
CCTTGCAGGTGGGAGTGAAGGTGTTGTCTTT

TGTGGCTGTGAGAATAGTGGAGGTAGCAACTATAAACTGACATTT
TGCGCTGTGAGAGACACAGTGACTATGAGGCCTCCTTAACTGTGCCAAAATTCAAAAGACAATCAGTGGAGTACAGG
TGGGCTTGAGAAGTTCTAGAACTTCCTGAGTGTATCTTT

TGTGCTGTGGGTGACAGGAGGACTGTGCCT
TGTGCTTTGAGGCACAGGGTCCCCAAGCACCTGCAGCCTGTACCACAACCTGCATCCGGGACCCTTGACACAGCCTTG
CCTTGCAGGT
TGTGCCAGCAGCTTAACCACAGCATGACACAATCGCCTCCTTCCTGCTCATAAACCTCCTCCTCTCTCTCCTTGCTTCCTT
ATGATACTATTTT
TGTGCAGCAAGTACACATTGCTTCCCAGGCACCTGCTACCCGTACACAAACCTGAGACTGGAGCTGAAGCTGCACCCC
CTTTCCTTTGTCATAGATCGTCAATTATAGCATTTGTCATATTGTTTGTTT

TGTACAGAGTTATGTCAGAGTGTGAACACAGGCTTTCAGAAACTTGTATTT
TGTGCCTTTACACAGTGCTGTTCAGGCACCTGCAGCCCATACGCAAACCTGTGTCTGGTGTTGCACTGTTACCAGCATT
GACAAAGAACCATGAGTAGGAT

TGTGCAGCAAGCGCACAGTGCTCTCCAGGCACCTGCAGCCCGTACTCAAACCTGCTTT
TGTGCTGTAGATGCACAGTACTCCCTAGGCACCTGCAACCTGTATCCAAACATGCAGCTGGGTAGAAGTACCATAACA
GAAGCATCAGCAATAGGGGCCCTGAGCCTGAGTAGACGTGAAGAACTAAGGCATGAGTATGACCAGAGAGG
TGTGCTGTGCAGGCACAGCGTTCCCCAGGCACCTGCAACTTGTATCAAAACCCTGCAGCTGAGGATCTGAAATGATG
GCAGAGGTATCTCTGCTGTTCTTCCTCTTGAAGGAGTATTTATTTAATGCCCAGGACCTTTTTCCAAATGGTCCTTT
TTTGCTCTAGACTTTTTGTCTGGGCTTTGTCTCTAATAGGATCCCCGGAAGGACAGTGAAGGTTTTTGTTAAGGTTTTT
GTGTCTGTGTGGATAGCAACTATCAGTTAATCTGG
TGTGCAATGAGCGCACAGTGCTCCCCAGACACTTGCAGTCTGTACCCAAACCTGCTGGGCCCCAGGAATGCCTGATGT
AGAGCTTAGACTGCAAGGCAATGAAGTTCTATTTGTTCTCTAGATGCAAATGAAAACTAAAAGCAGTAGTATTGAAG
GTTTGATTAATTT
TGTGCCAGCTCACCACCCACATTGATGCAGAGCCACATCCTCTCAGTCCACAAACATCCTCCAGACCTGCCTTGGAAAC
AGCGGT

TGCTGTGGGAATAACAATGCCAGACTCATGTTT
TGTGACTACCTCAGGAACCTACAAATACATCTTT

TGTGATACTCACGGGAGGAGGAAACAAACTCACCTTT
TGTGCTTTGCTCTAGACTTTTTGTCTGGGCTTTGTCTCTAATAGGATCCCCGGAAGGACAGTGAAGGTTTTTGTTAAGG
TTTTTGTGTCTGTGTGGATAGCAACTATCAGTTAATCTGG
TGGGAAGCAATGTGTACTTGCTGCACAGAAGTAGACAGCCGAGTCTTCAGGTTGGGTCTCTGTGATGTGCAGGGAGA
AATGTTT
TGTGCAGCAAGTACACATTGCTTCCCAGGCACCTGCTACCCGTACACAAACCTGAGACTGGAGCTGAAGCTGCACCCC
CTTTCCTTTGTCATAGATCGTCAATTATAGCATTTGTCATATTGTTTGTTTGCAAGTTGAAACTAACATATTGACATTT
TATGCTGTGAGTGGTCTGATTTTCTCAGCATCTCTGGGGTTTTTGCAAAGAAAGGAAACTCTGTGCATACTCTGGGGC
TGGGAGTTACCAACTCACTTTC
TGCACAACCTGGGCCCTGCGCAGCCTTGCATGCTGCCCCAGCCCTACACAAAAGGACTCTTCCTCCCGATCCAACAAG
GCCTTGGGCATTTTCACTTACTCTT
TGTGCCAGCAGCTTAGCCACAGCATGGCACAGTTGCCTCCTTCCTGTTCACAAACCTCATCCTTCTCTCTCCTTGCAGCT
CCTAGAGACCCTAAACAGAGGCCTCTCTTTGCTCCTCACTTTTCATGGGAAAGAATTACATCTGGACTTCAGCTGTTCT
T
TGTGCTGTGAGAGACACGGTGACTATGAGGCCTCTTTAGCTGCACCAAAATTCAAAAGGCAACCACAGCAGCGAGAA
GCTGTATTTCCTGAGTGTATGCCTGCTGTGAGTTAAGACTGG

TGGTTTTTGTAAAGGTGCCCACTCCTGTGGGTACCGGGTTAATAGGAAACTGACATTT

TGTACTGGGCAGAAACACTGTGTCAAACTGGGGCAAACAACCTCTTCTTT
TGTGCTACGGACGCACAGTGTTCCCCAGGAACCTGCAGCCTCTACGCAAACCCTGCCAAAGCAGCTTCTTAGAAGCCC
TAATAGTGGGTAGAATTAGTGGTTATGTCTTTCAGTCAAGAAGAGTCTACAAACAGCT

TGTGCTGTGGAGGACACAGAGGCAGGGAACCCATGAAGAGCTGAACAGAAACAGAGATCACAGCCTTT
TGTGCAGAGAGTACACATTGCTTCTCAGGCACCTGTATCCTGTACCCAAACCTGCACCTGGGACTAAAGCCACATTCT
ATTTCCTTTACCTTT
TGTGCTGTCAGACACAGTGCTCCCCAGGCACCTGGAGCCCGTACCTAAACTCTAAAGTTGAGGCATCATTTCTTACTCC
TGTCTTT
TGTGCTGTGGAGGACACAGAGGCAGGGAACCCATGAAGAGCTGAACAGAAACAGAGATCACAGCCTTTGCAGGAG
GCAAAACAGAGATGAGCAATAACTTTTT

TGTGCTTTGCAGTAGTGTCTCCCCAGCACCTGCAGCCTGTACCATAACCT
TGCCTCGTGGGTGACACACAGTGAGACAGATGGGCCTGCACCTGTGCCGTTTTCCTCTGTGGGGTGGGAGTCACAGC
CTAGAAAGAAGTCCAAAAGTGCTTTCTAAAATTTTTATTT

TRAV15
TRAV3

TRAV1-1
TRAVS-7

TRAV15

TRBV7-3

TRAV13-1

TRAV13-2

TRAV24
TRAV29DV5

TRAV7

TRAV20

TRAV6

TRAV12-3

TRBV18
TRAV28
TRAV24
TRAV34

TRAV11

TRAV13-1

TRAV13-1

TRAVS-4

TRGVA

TRBV7-8

TRAV1-2
TRAV24
TRAV35

TRAV17
TRAV2

TRAV5S

TRAV41

TRAV2
TRAV11

TRAV4

76
76
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72

72
71
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70
69
69
69

69
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68

65

65

65

65
64
64

64
64

63

62

62
61

59



TGTGCCGTGAATGCCACAGTGTCTGGGACTGCAAA
TGTATCTCTGTGCCAGAAGCTTAGCCACAGCGTGGCACAGTCGCGTCCTTCCTGCTCACAAACCTCATCCTTCTCTCTCC
TTGCACCTCCTAGAGACCCTTAATAGAGGCCTATCTTTGATCCTCACTTTTCGTGGGAAATAAGTAGATTT

TGTGCATCAGGAGGAAGCTACATACCTACATTT
GTGCTGTGGTGTAATTCAGGGAGCCCAGAAGCTGGTATTT

TGTGCTGTGCAGGCACAGCGTTCCCCAGGCACCTGCAACTTGTATCAAAACCCTGCAGCTGAGGATCTGAAATGAT
TGTGCTGTGGGTGACAGGAGGACTGTGCCTGGGACTGCAGGAGGAGCTGAACACAAACTTCCTGAGACACTGAGGT
TTTCAGGAACTCAAGGGCACAGCCTGACCTATTTGTAGCAAGGTCTCTCATTT
TGTGGAGCAGACACACAGCGATCTTCAGGCCTCTATCAGCTGTCTCCAAACCTGCAGCTGGGCCACATATGCTCTTCT
GACATGGGGCTCCTGAGATGTGGCTGGGACCTTT

TGCGCTCTGAGAGACAGAGTGGGAGGGACTGCAGCGAGAGCCCAGCACAAACCCTGGGGAACGCAGGTGG
TGTGCAATGAGCGCACAGTGCTCCCCAGACACTTGCAGTCTGTACCCAAACCTGCTGGGCCCCAGGAATGCCTGATGT
AGAGCTTAGACTGCAAGGCAATGAAGTTCT

TGTGCCGCGTCTCGGGGCTGTGAGCCAAAAACATTCAGTACTTC

TGCCTCGTGGGTGACACACAGTGAGACAGATGGGCCTGCACCTGTGCCGTTTTCCTCTGT
TGTGCAGCAAGCGCACAGTGCTCTCCAGGCACCTGCAGCCCGTACTCAAACCTGCTTTGGGGACTCAGACTGGGAGA
CACATAGACTCGCTTCCATTTACACATGCCAATATGAGAGATTATGCTTT
TGTGCTGTGAGAGACACGGTGACTATGAGGCCTCTTTAGCTGCACCAAAATTCAAAAGGCAACCACAGCAGCGAGAA
GCTGTATTTCCTGAGTGTATGCCTGCTGTGAGTTAAGACTG
GGCGCCGGGACCCGGCTCTCAGTGCTGGGTAAGCTGGGGCCGCCGGGGGACCGGGGACGAGACTGCGCTCGGGTT
TTTGTGCGGGGCTCGGGGGCCGTGACCAAGAGACCCAGTACTTC
TGGGCTCTGAGAGGGGTCATCCCACACCTTAGAGGAGGAGAAACCTAAGGGATTCTGTAATAGAGACACGGGGCAT
GGTATGAAAGTATTACCTCCCAGTTGCAATTT
TGTGCAATGAGCGCACAGTGCTCCCCAGACACTTGCAGTCTGTACCCAAACCTGCTGGGCCCCAGGAATGCCTGATGT
AGAGCTTAGACTGCAAGGCAATGAAGTTC
TGCCTTGTGGGGGAGATCAGTGTTTCTCTTATTTAAGTAATAGGTAGGTCCTGTGAGTTTGTGCAATGGTGTCACCTA
CGGTATGAATACTGGAGGAACAATTGATAAACTCACATTT
TGTGCTGTGGAGGCACAGTGCTCCCTAGTCACCTGCAGCCTGTACTCAAATTCTACAGCTGAGGCTCTGCAACTGTAA
GATGGGGAACTTGCTACATTGAGCAAGCCCTCAAAAATAAACTATACGGAAAAGCAGTTATTGGTCAAAATCCTTGTG
CCTATGTTGACAATTACTTTT
TGGGAAGCAATGTGTACTTGCTGCACAGAAGTAGACAGCCGAGTCTTCAGGTTGGGTCTCTGTGATGTGCAGGGAGA
AATGTTTGGCTGTCTTGTTCAATGTAACAGCAATTCGTTGGTCTTT

TGTGCTGTGAGAGACACACACTGATAGGGGCTGCAGGGGGAGCAGAACACAAACTCTTGAGTCT
TGTGCTGTGGAGGACACAGAGGCAGGGAACCCATGAAGAGCTGAACAGAAACAGAGATCACAGCCTTTGCAGGAG
GCAAAACAGAGATGAGCAATAACTTTTTCCTCCTTAATTCAGTATTACCCAAGCTTTTTCATTT

TGTCCTGGGCCTCCAGGCTGTGAGCACAGATACGCAGTATTTT

TGTGCAATGGTGTCACCTACGGTATGAATACTGGAGGAACAATTGATAAACTCACATTT

TGTGCCACGCTGTGGCTAAGCTGCTGGCACAGAGATACACAGCTGAGTCCCCCTGCTCTGTGCGCTGGATCTTCAGAG
TGGAGACGGATCTCTCAGGCCTCTCTGCAGAGAACCGACCACTGGG
TGTGCTGTGGAGGACACAGAGGCAGGGAACCCATGAAGAGCTGAACAGAAACAGAGATCACAGCCTTTGCAGGAG
GCAAAACAGAGATGAGCAATAACTTT
TGTGCCAGCAGTTACTCCACAGCGCTACAAGGTTGTCTCCTCTCTGCACATAAAGGCAGGGAGGCTCTGCCCTCCACC
CCGACCTGAGACTCAGGGATGACCTGGGCAGAGTATTCTGCAACGGGAACCTTGGAACCCGAAGTGGCCCCAAGT

TGTGCTGTGAGTGACACAGTGCTTGAGACTGCAGGAGAGGTGAACATAAACCTCCTGAGATGCTGAGACTTT

TGTGTTGTGAGTGACACAGTGCTTGAGACTGCAGGAGAGCTGAACACAAGCCTCCTGAGATGCTGAGACTTT
TGTGCTCTCAGGAATCCCACAGAAGTAGAAATGACAGTGGAAGATAAACAAAAACCTTAGCACTCCATAAAGGAAGC
CACCTGCTCAGGAGCTTA
TGTGCTCTGAGTGACACAGTGACAGGGACTGCAGGGGAAGCTGAGCACAAACTCTGAGCAGCACGAGGGGCCTGGC
TGCTGAGTGTAAGCCACTGTGATCCCCTCTGGTTAG
TGTGCTGGGCAGCACAGTGCTCCCCAAACACCTGCAGCCTGTACTCAAACTTGCAGCTGGAACTCTAGTCTCTATGCT
GCCTTCAGCTCTTAGTCCTCTTGGCATGAAATGTGATTATGCATGCCACCTTTGCCACTGCCATTCTGTCACCACAAACT
CTCCTTT
TGCGCCAGCAGCCAAGACACAGCCTTGCAGAGTCACCGCTTTCCTGTGCAGAAACCTTAGGGGCCCTCCAGGAAGCT
GTGGGGGCCACCAAAGCCTTC
TGGGAAGCAATGTGTACTTGCTGCACAGAAGTAGACAGCCGAGTCTTCAGGTTGGGTCTCTGTGATGTGCAGGGAGA
AATGTTTGGCTGTCTTGTTCAATGTAACAGCAATTCGTTGGTCTTTCTTTTCGCCCACATTT

TRAVS-1

TRBV7-5
TRAV13-1
TRAV36DV7
TRAV20

TRAVS-7

TRAV34
TRAV18

TRAV12-3
TRBV18
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TGTGCTCTTGGGGAACTCACAGTGTTTGAAGTGATAGTAAAAGCAAAACAAAAACCCTAGGGCTCAATAAGAGAACC
CCTCTACTCCCCATCCTTT
TGTGCTCTGAGTGACACAGTGACAGGGACTGCAGGGGAAGCTGAGCACAAACTCTGAGCAGCATGAGGGGCCTGGC
TGCTGAGTGTAAGCCACTGTGATCCCCTCTGGTTAG
AGTGCTTTGCCAACCTGGCCTGTTTGATCTGGTTTTTGTTGTTGAGCAAATCATAGTGTTTCTTCTGGTTCTGCAAGGC
AACTGACCTTT
TCCTTCCTCAGTGGGCTCTGAGAGGGGTCATCCCACACCTTAGAGGAGGAGAAACCTAAGGGATTCTGTAATAGAGA
CACGGGGCATGGTATGAAAGTATTACCTCCCAGTTGCAATTT
TCTGGCCAGTGAAATTCGGGCCATTCTCTGCCACAGCCCTGGACTGCTAGGAGGGCAGATCATATGTCTTCCTCAGTG
GGGAGAGGTGGGCCCTCGCTGGCAGTTTCTGTAAAGCCTCGTGCTGTGGTGTAATTCAGGGAGCCCAGAAGCTGGT
ATTT
TGTGACAATTACTTAATATTCTCTGTGCTCACGATATCACTCCTTCCAGAAGATCTTTAGGGAAAACTTAGTTCAGTTTC
TAGGAGGTTTTTGCTCAGCCGAAGATCACTGTGTGAATAATAATGCAGGCAACATGCTCACCTTT
TGTGCAATGAGCGCACAGTGCTCCCCAGACACTTGCAGTCTGTACCCAAACCTGCTGGGCCCCAGGAATGCCTGATGT
AGAGCTTAGACTGCAAGGCAATGAAGTTCTATTT
TGTGCAGAGAATACACATTGCTTTCCAGGCATCTGTAACCATCACCCAAACCTGAGATGGGAGGTGAAGCAGCATCC
CTTTCCTTTGCAATAAATTTTAGTTATAGCACTTGTCATTTT
TGTGCCAGCAGCCAAGACACAGCCCTGCAAAGTCACTGCATCCCTGTGCACAAACCTCCCGGCTCAGCCAGGAAGCT
GCAGGGCAGCGTGTGCACCTGCACCCAGGGCTCCAGTCTCCATTCCCTGATGGCCTCTGATGGAGTTTCAGTCTGTAG
TACAGCCAGCTAGTGCACCCAGT
TGTGCCAGCAGCTTAGCCACAGTGTGGCATAGTCGTCTCCTTCCTGTTCACAAACCTCATCCTTCTCTCTCCTTGCACCT
CCTAGAGACCCTTAACAGAGGCCTCTCTTTGCTCCTCACTTTTGATGGGAAAGAAGTAGATTT

TGTGTTGTGAGTGACACAGTGCTTGAGACTGCAGGAGAGCTGAACACAAGCCTCCTGAGATGCTGAGACTTT
TGCAGCTGTGCTCCTATAATTCACCCCTCCACTTT

TGTGCTGTGAGTGACACAGTGCTTGAGACTGCAGGAGAGGTGAACATAAACCTCCTGAGATGCTGAGACTTT
TGCATCGTCAGAGTCGCACACTGGGACAGATGGGGCTGCACCTGTGCAATATCTCCCTGGTGGCAAGTGAGGAGGA
AGGTAGCATTCACCTAGAGCAAAATGTCGATAGGAGTCAAAAAGTAACAAGAAAAGA
AGTGCCACCAGTGATTTCCACAGTGCTTCTTGGCCACCTGCTCTCTACACAGAAAGACAGACACATGGGTGAGTTGTT
TGCTCTGAAGGGTACCTGGATGTGGTTTGTGGGATGTGGGGTGTTTAGAGCTTTCAGTGGTTTTAGGTAGTGTGAGC
TAAGGGCCACTTT

TGGCTGTCTCTTCTGCCTGGTTTTTGTTGAGCTTCCTATCACAGTGGAACACCGGTAACCAGTTCTATTTT
TGTGCCTTTACACAGTGCTGTTCAGGCACCTGCAGCCCATACGCAAACCTGTGTCTGGTGTTGCACTGTTACCAGCATT
GACAAAGAACCATGAGTAGGATGGAAAAGACAAGTTCGTTGAATTACAGTTT
TGTGCTAAGGGAGGTGGGGAAGGAGAAGGAATTCTGGGCAGCCCCTTCCCACTGTGCTCCTACAATGAGCAGTTCTT
C
TGTGCTCTCAGGAATCCCACAGAAGTAGAAATGACAGTGGAAGATAAACAAAAACCTTAGCACTCCATAAAGGAAGC
CACCTGCTCAGGAGCTTAGGGAAAATACATGAAGCACAGACA
TGTGCTGGGCAGCACAGTGCTCCCCAAACACCTGCAGCCTGTACTCAAACTTGCAGCTGGAACTCTAGTCTCTATGCT
GCCTTCAGCTCTTAGTCCTCTTGGCATGAAATGTGATTATGCATGCCACCTTTGCCACTGCCATTCTGTCACCACAAACT
CTCCTTTATCCAAGGATTTGTCCTCCAAAGATTGTGCTCTTT
TGTGCAGAGAGTACACATTGCTTCTCAGGCACCTGTATCCTGTACCCAAACCTGCACCTGGGACTAAAGCCACACTCT
ATTTCCTTTACCTTT
TGTGCAGCAAGCGCACAGTGCTCTCCAGGCACCTGCAGCCCGTACTCAAACCTGCTTTGGGGACTCAGACTGGGAGA
CACATAGACTCGCTTCC

TGTGCTTTCATGAAGCACACAATGAGATGAGCAGCAGGGAGAGGCTTACAGAAACCTCAGACCTCAGCATCTGT
TGTGCTGTGAGGCACAGTGCACAACAGGCACCTGCAACCAATACCCAAACTCTATAGCTGGGGCTCTAACTGCATGTT
TTATCTTGAGACTGAGCAATGTTTTTGCATTAAGAGGACTTCTAAATTGACACTGTCTCCACACAGAAGCAATCAAATA
CACAAAACTTGATGTAATAATCTGAAATTAAACTATGAATTCTCTGATCTTT
TGTGGAGCAGACACACAGCGATCTTCAGGCCTCTATCAGCTGTCTCCAAACCTGCAGCTGGGCCACATATGCTCTTCT
GACATGGGGCTCCTGAGATGTGGCTGGGACCTTTGCCAAGACATGAAGTCTCAGAACGTTGCAATTGTCTTATT
TGTGGTGTGGGAGCAATCTGCTGTGGATTTGGGGGTGGAGGATTAGAAATGTGTTCAGGCAGACTGGATGTGTTTTT
GACAGGATATGTAACACAGTGTGATTTATAACCAGGGAGGAAAGCTTATCTTC
TGTGCCAGCAGCTTAGCCACAGCATGGCACAGTCGCCTCCTTCCTGCTCATAAACCTCATCCTTCTCTCTCCTTGCAGCT
CCTAGACACCCTTAACAGAGGCTTCTCTTT
TGTGCTGTGGAGGCACAGTGCTCCCTAGTCACCTGCAGCCTGTACTCAAATTCTACAGCTGAGGCTCTGCAACTGTAA
GATGGGGAACTTGCTACATTGAGCAAGCCCTCAAAAATAAACTATACGGAAAAGCAGTTATTGGTCAAAATCCTTGTG
CCTATGTTGACAATTACTTTTGCAGTTT
TGTGTTGTTTGTGGTGTTGAGATGCCCAGGCTGGAGGGAGGAAGCTCTAGGGGGTTTTTGCTGAGCCCAGAAACACT
GTGGGGATAACTATGGTCAGAATTTTGTCTTT

TGTAAAGCTGCTGACAGCCGTGAGAAGAAAAGCAGCGGAGACAAGCTGACTTTT
GGGCCAGGCACGCGGCTCCTGGTGCTCGGTGAGCGCGGGCTGCTGGGGCGCGGGCGCGGGCGGCTTGGGTCTGGT
TTTTGCGGGGAGTCCCCGGGCTGTGCTCTGGGGCCAACGTCCTGACTTTC

TRDV1

TRAV9-1

TRAV11

TRAV27

TRAV32
TRAV16
TRAV12-3
TRAV13-2
TRBV3-1,
TRBV3-2
TRBV7-6,
TRBV7-7

TRAVS-2,
TRAVS-4

TRBV29-1

TRAVS-4

TRAV26-1

TRBV24-1

TRAV1-2

TRAV24

TRBV12-2

TRAV33

TRAV35

TRAV5S

TRAV29DV5
TRAV38-2DV8

TRAV21

TRAV34

TRAV22

TRBV7-2

TRAV36DV7

TRAVS-2
TRAV7

TRBV13

40

39

39

39

39

39

39

39

39

39
38
37

36

35
35

35

34

34

34

33
32

31

31

31

30

30

30

28



TGTGCAATGAGCGCACAGTGCTCCCCAGACACTTGCAGTCTGTACCCAAACCTGCTGGGCCCCAGGAATGCCTGATGT
AGAGCTTAGACTGCAAGGCAATGAAGTTCTATTTGT

TGTGCCATGCTGTGGCTAAGCTGCTGGCACAGAGATACACGGCCGAGTCCTCCTGCTGTGTGCGCTGGATCGTCAGA
GTGGAGACGGATCCCCCAGTCCTCTCTGCAGAGAAGCGATCACTGGG
TGTGCTACGGACGCACAGTGTTCCCCAGGAACCTGCAGCCTCTACGCAAACCCTGCCAAAGCAGCTTCTTAGAAGCCC
TAATAGTGGGTAGAATTAGTGGTTATGTCTTTCAGTCAAGAAGAGTCTACAAACAGCTGGCAAAGTAAAAGGGGAAC
TCTTTCAAATTCGTGATTTTTTAAAAAGCATCTTGGACTAGG

TGCTGTGGTGTAATTCAGGGAGCCCAGAAGCTGGTATTT
TGTGCCAGCAGTTTAGCCACAGCGCTGCAGAATCACCCCTTTCCTGTGCAGAAACCCTGGTGTTTCTCCTTCTCCTTCTA
CCTCCCAGCAGTCCTGGGCAAAGTCTTTCCTGTTCCTCCCTCCCCATGAGAAAAAGTGGTTTT
TGTGCTCACGATATCACTCCTTCCAGAAGATCTTTAGGGAAAACTTAGTTCAGTTTCTAGGAGGTTTTTGCTCAGCCGA
AGATCACTGTGTGAATAATAATGCAGGCAACATGCTCACCTTT

TGTGCTGCGTGGGATTATTATAAGAAACTCTTT
TGTGCTCACGATATCACTCCTTCCAGAAGATCTTTAGGGAAAACTTAGTTCAGTTTCTAGGAGGTTTTTGCTCAGCCGA
AGATCACTGTGTGAATAATAATGCAGGCAACATGCTCACCTTT
TATGCTGTGAGTGGTCTGATTTTCTCAGCATCTCTGGGGTTTTTGCAAAGCAAGGAAACTCTGTGCATACTCTGGGGC
TGGGAGTTACCAACTCACTTTC
TGTGCTACGGACGCACAGTGTTCCCCAGGAACCTGCAGCCTCTACGCAAACCCTGCCAAAGCAGCTTCTTAGAAGCCC
TAATAGTGGGTAGAATTAGTGGTTATGTCTTTCAGTCAAGAAGAGTCTACAAACAGCTGGCAAAGTAAAAGGGGAAC
TCTTTCAAATTCGTGATTTTTTAAAAAGCATCTTGGACTAGGGGAAAAGGCATGAAATTT

TGTGTCTTATAACACCGACAAGCTCATCTTT
TGTGGAGCAGACACACAGCGATCTTCAGGCCTCTATCAGCTGTCTCCAAACCTGCAGCTGGGCCACATATGCTCTTCT
GACATGGGGCTCCTGAGATGTGGCTGGGACTTT
TGAGCTGTGGGGTCTCTAGGCTGAGAACTGAGGCTGGGGAGGCAGGGCACAGATGTTACAGCTCAGGCCCCAGGGC
CAGCTCCAGGCTAGTTACCTGTGAGGCACTGTCATAATGTGCTCCTGGGACACCCGACAGATGTTTTTC

TGGCAGAGGAGTTTATGTAAAGGGTTGGCCCAGAGTGTGTATTCAGGAGGAGGTGCTGACGGACTCACCTTT
TGTGCCACCAGTGATTTGCACAGTGCTTCTTGGCCACCTGCTCTCTACACAGAAAGACAGACACATGGGTGAGTTGTT
TGCTCTGAAGGGTACCTGGATGTGGGTTGTGGGATGTGGGGTGTTTAGAGCTTTCAGTGGTCTTAGGTAGTGTGAGC
TAAGGGCCACTTT

TGTGCAATGGTGTCACCTACGGTATGAATACTGGAGGAACAATTGATAAACTCACATTT

TGTGCTGTGAGAGATAGCAACTATCAGTTAATCTGG
TGTGGAGCAGACACACAGCGATCTTCAGGCCTCTATCAGCTGTCTCCAAACCTGCAGCTGGGCCACATATGCTCTTCT
GACATGGGGCTCCTGAGATGTGGCTGGGACTTTT

TGTGTCTTATAACACCGACAAGCTCATCTTT

TGTGCCGCGTCTCGGGGCTGTGAGCCAAAAACATTCAGTACTTC
TGTGCTGTGCAGGCACAGCGTTCCCCAGGCACCTGCAACTTGTATCAAAACCCTGCAGCTGAGGATCTGAAATGATG
GCAGAGGTATCTCTGCTGTTCTTCCTCTTGAAGGAGTATTTATTTAATGCCCAGGACCTTTTTCCAAATGGTCCTTTGG
CAAACAGATGAATTAGACTGACAGGGAGCAAATAGGTAGCAAGGTTTTTCGTAATGATGCCTGTGGTAGTGCTTTGA
CAGCACAACTCTTCTTT

TGTGCTGTGATGGATAGCAACTATCAGTTAATCTGG

TGTGCTGTGATGGATAGCAGCTATAAATTGATCTTC
TGTGTTGTGAGTGACACAGTGCTTGAGACTGCAGGAGAGCTGAACACAAGCCTCCTGAGATGCTGAGACTTTCTGTG
ACTCAAGAACTCGACCTTGAAGTCTGTTTTATAATATTAAATAGCAATTCCAAGTTT
CGTGCCAGCAGCTTAACCACAGCATGACACAATCGCCTCCTTCCTGCTCATAAACCTCCTCCTCTCTCTCCTTGCTTCCT
TATGATACTATTTT
TGTGCAGAGAGTACACATTGCTTCTCAGGCACCTGTATCCTGTACCCAAACCTGCACCTGGGACTAAAGCCACACTCT
ATTTCCTTTACCTTTAAGTCAGGGATTTTGCTGTAAGGTATTTTTAATGTACGGACATTACAAAACATCCTAAAAGGTC
AGTTTCAAAATGACTTAATGATTTTCAGAACATTTTGATTAAACTCTTTTT
TGTGCCACCAGTCCGTCCACAGCACTGAAATGTCAGTTCCTGTTAGCACACAAACTTGCCACAGACCCAGCTCAGGAA
GCAGGTGATGTATTAGGTTGGAAGGGAGTAACAGAAAATAACTGGAGCCAGCTTAAGCCACAGTGGAATTTAACAC
AAGGATAAAGGGTGTTTAGCAGAAGTCAAGA
TGTGCCAGCAGCTTAGCCACAGTGTGGCATAGTCGCCTCCTTCCTGTTCACAAACCTCATCCTTCTCTCTCCTTGCACCT
CCTAGAGACCCTTAACAGAGGCCTCTCTTTGCTCCTCACTTTTGATGGGAAAGAAGTAGATTT
TGTGCCAGCAGCTTAGCCACAGTGTGGCATAGTCGTCTCCTTCCTGTTCACAAACCTCATCCTTCTCTCTCCTTGCACCT
CCTAGAGACCCTTAACAGAGGCCTCTCTTTGCTCCTCACTTTTGATGGGAAAGAAGTAGATTT

TGTGTGGATAGCAACTATCAGTTAATCTGG

TRAV12-3
TRBV5-4,
TRBVS5-5,
TRBV5-6,
TRBV5-7,
TRBV5-8

TRAV17
TRAV2S,
TRAVS-3
TRBV12-3,
TRBV12-4
TRAV9-1

TRGV10

TRAV9-2

TRAVS-4

TRAV17
TRAV38-2DV8

TRAV34

TRAV36DV7
TRAV5

TRBV24-1
TRAV12-3

TRAV1-2

TRAV34

IGLV4-3
TRBV1S,
TRBV21-1

TRAV20

TRAV23DV6
TRAV1-2

TRAV1-2
TRAVS-2,
TRAVS-4

TRBV7-3

TRAV5S

TRBV23-1
TRBV7-6,
TRBV7-7

TRBV7-6
TRAV10,
TRAV12-1

28

28

28

26

26

26
26

25

24

24
24

23

22
22

22
20
20

20
20

19

19

18
18
18

18

17

17

17

17

17

17



TGTGCCATGCTGTGGCTAAGCTGCTGGCACAGAGATACACGGCCGAGTCCTCCTGCTGTGTGCGCTGGATCGTCAGA
GTGGAGACGGATTCCCCAGTCCTCTCTGCAGAGAAGCGATCACTGGG
TGTGCCTTTAGCACTATGATGCAGGTGCCCAGGAAGTCATAACACAAACTCCTGGGGCACAGCTCAGCAGAGCTGCC
TCTTAGGGCAGGTCATGTCT

TGTGTGGATAGCAACTATCAGTTAATCTGG

TGCAGTGCTAGAGAGTTGCAGGGTAATTCACCCCTCCACTTT
TGCTCACGATATCACTCCTTCCAGAAGATCTTTAGGGAAAACTTAGTTCAGTTTCTAGGAGGTTTTTGCTCAGCCGAAG
ATCACTGTGTGAATAATAATGCAGGCAACATGCTCACCTTT

TGTGCAATGAGAGAGGGCACAGTGACAGAACTGTT
TGTGCAGAGAGTACACATTGCTTCTCAGGCACCTGTATCCTGTACCCAAACCTGCACCTGGGACTAAAGCCACATTCT
ATTTCCTTTACCTTTAAGTCAGGGATTTTGCTGTAAGGTATTTTTAATGTACGGACATTACAAAACATCCTAAAAGGTC
AGTTTCAAAATGACTTAATGATTTTCAGAACATTTTGATTAAACTCTTTTT
TGTGCAGCAAGTACACATTGCTTCCCAGGCACCTGCTACCCGTACACAAACCTGAGACTGGAGCTGAAGCTGCACCCC
CTTTCCTTTGTCATAGATCGTCAATTATAGCATTTGTCATATTGTTTGTTTGCAAGTTGAAACTAACATATTGACATTTA
AAGCATATAATAAAAAGGTTAGGTTCAATGTTTTTGTATTT
TGTGCCAGCAGCTTAGCCACAGCATGGCACAGTCGCCTCCTTCCTGCTCATAAACCTCATCCTTCTCTCTCCTTGCAGCT
CCTAGAGACCCTTAACAGAGGCTTCTCTTT

TGTGCCTTGTTAGCCTATTATTATAAGAAACTCTTT

TGTGCTGCGTGGGATGTATCATAAGAAACTCTTT
TGTGCTGTGGAGCCACAGTGCTCCCCAGGCACCTGCGGCCTGTACACAAACCCTCATCCGGGCTCGGTTCCTCTACCA
GTAACAACCACATCACGAGGCCACCGCAGCAGCATTTTGCACAGCTTAATATTCCTTTTGTACATAGGTAGAGTTTTAA
CCGTAGATTCTTTTTGGCTCTACAGGTTTGAGACTTTGGTCTTT

TGGCTGTCTCTTCTGCCTGGTTTTTGTTGAGCTTCCTATCACAGTGGAACACCGGTAACCAGTTCTATTTT
TGGTGTGGGAGCAATCTGCTGTGGATTTGGGGGTGGAGGATTAGAAATGTGTTCAGGCAGACTGGATGTGTTTTTGA
CAGGATATGTAACACAGTGTGATTTATAACCAGGGAGGAAAGCTTATCTTC

TGTGCCACCTGGGACGGGCCCAGCCCCTATAATTATAAGAAACTCTTT
TGTGCCAGCAGCTTAACCACAGCATGACACAATCGCCTCCTTCCTGCTCATAAACCTCCTCCTCTCTCTCCTTGCTTCCTT
ATGATACTATTTTGCACCAGGGGATCCTCATCTCACACCACTCCACTGCCTCTTCCAGAATCATTGCTTGCATGTCCGCT
GCTCAGATCAGCAGATGTGCGTTGTATATGTTAATCATTTTCT

TGTGCCAGCAGGACGGGAGGCTACGAGCAGTACTTC
TGTGCCTTGTGGGAGGTGCAAGAGTTGGGCAAAAAAATCAAGGTATTT

TGTGCTGTCATGGATAGCAACTATCAGTTAATCTGG
TGTGCTGTGGAGCCACAGTGCTCCCCAGGCACCTGCGGCCTGTACACAAACCCTCATCCGGGCTCGGTTCCTCTACCA
GTAACAACCACATCACGAGGCCACCGCAGCAGCATTTTGCACAGCTTAATATTCCTTTTGTACATAGGTAGAGTTTTAA
CCGTAGATTCTTTTTGGCTCTACAGGTTTGAGACTTT

TGTGTGGATAGCAACTATCAGTTAATCTGG
TGAGAAGCAATGTGTACTCTCTGCACAGAAGTAGATAGCTGAGTCCCCAGTCTGGGTGTCTGCAATGCGCAGAGACA
GATGTTTATCCTTTTTATTCAATAGAACAGTGAGTCTTT

TGCATCGTCAGGGCACGGCTGCTAATTCAGGGAGCCCAGAAGCTGGTATTT
TGCGGCACAGAGACACAGTGATACCCAGGCCTCCAAGACCTGTACTCAAACCTAAAGCTGAGCCGCAGATGCTCCCC
TAGCACAGATGCCCACCACAGGAGTATGGGGAACTTACCAGAAGGTTCATCCATGATAAAAGAGAAACCTGAAGGA
AATTCATTT

TGTGCAGCTTGCGAATTCTGGGGGTTACCAGAAAGTTACCTTT

TGTGCCACCTGGGACCATTTATTATAAGAAACTCTTT
TGTGCCAGCAGCTTAGCCACAGCATGGCACAGTTGCCTCCTTCCTGTTCACAAACCTCATCCTTCTCTCTCCTTGCAGCT
CCTAGAGACCCTAAACAGAGGCCTCTCTTTGCTCCTCACTTTTCATGGGAAAGAATTACATCTGGACTTCAGCTGTTCT
T
TGTGCCAGCAGCTTAGCCACAGTGTGGCATAGTCGCCTCCTTCCTGTTCACAAACCTCATCCTTCTCTCTCCTTGCACCT
CCTAGAGACCCTTAACAGAGGCCTCTCTTTGCTCCTCACTTTTGATGGGAAAGAAGTAGATTT
TGTGGAGCAGACACACAGCGATCTTCAGGCCTCTATCAGCTGTCTCCAAACCTGCAGCTGGGCCACATATGCTCTTCT
GACATGGGGCTCCTGAGATGTGGCTGGGACTTTTGCCAAGACATGAAGTCTCAGAACGTTGCAATTGTCTTATT

TGTGTGGTGCCATGGATAGCAACTATCAGTTAATCTGG
TGCGCCAGCAGCTGGACCAGGGGTATAGATGGCTACACCTTC
TGTGCAATGACCCTCGGGGTCCAGGCAGGAACTGCTCTGATCTTT

TRBV5-4,
TRBVS5-5,
TRBV5-6,
TRBV5-7,
TRBV5-8
TRAV24

TRAV10

TRBV20-1

TRAV28
TRAV14DV4

TRAV5S

TRAV13-1

TRBV7-2
TRGV9
TRGV10

TRAV22

TRAV21
TRAV2S,
TRAVS-7

TRGV2

TRBV7-3
TRBV6-1
TRGV9

TRAV1-2

TRAV22
TRAV12-1

TRAV13-1
TRAV26-1

TRAV30
TRAV23DV6
TRGV8

TRBV7-8,
TRBV7-2

TRBV7-6

TRAV34
TRAV12-1
TRBV5-1
TRAV12-3

16

16
16
15

15
15

15

15

15

15
14

14
14

14
14
14
14

14
14

13
13

13
13
13

13

13

13
13
12
12



TGTGCAGCACTGTGGAGTCACTGCTGGCACAGAAGTACACAGATGTCTGAGAGGGTACAGCAGACGCCAACGTGAG
GGGGAAATCATCTGTGTTTGCTCTGGAGACACTATAACCATCAGGGACTTCTCCTTT

TGTGCCACCTGGGATTATTATAAGAAACTCTTT

TGTGCCATGCTGTGGCTAAGCTGCTGGCACAGAGATACACGGCCGAGTCCTCCTGCTGTGTGCGCTGGATCGTCAGA
GTGGAGACGGATCCCCCAGTCCTCTCTGCAGAGAAGCGATCACTGGGCAGCCCTGATTTGTCTGGTGCACTGTTGCCT
TGGAAGTAAATTAAAAACTCC
TGTGCCTTTAGCACTATGATGCAGGTGCCCAGGAAGTCATAACACAAACTCCTGGGGCACAGCTCAGCAGAGCTGCC
TCTTAGGGCAGGTCATGTCTGGGACTTGGCATCCTTCTCTTAGCCATTTT

TRBV6-4

TRGVS
TRBV5-4,
TRBVS5-5,
TRBV5-6,
TRBV5-7,
TRBV5-8

TRAV24

12

12

12



Table 8: V] rearrangements called by MIXCR for A037 fragments collected by
Lymphotrack PCR and CapTCR-Seq (merged data set from all 17 A037 runs)

V.gene J.gene Count.A037.PCR Prop.A037.PCR Prop.All.A037.Cap

TRBV3-1 TRBJ1-1 4382 0.029304 0.000396
TRBV20-1 TRBJ2-7 2788 0.018644 0.017509
TRBV14 TRBJ2-7 2422 0.016197 0.001486
TRBV3-1 TRBJ2-7 2374 0.015876 0.001739
TRBV9 TRBJ1-1 2134 0.014271 0.004451
TRBV20-1 TRBJ1-1 1726 0.011542 0.010284
TRBV14 TRBJ1-2 1724 0.011529 0.000928
TRBV3-1 TRBJ1-5 1526 0.010205 0.004118
TRBV2 TRBJ1-2 1421 0.009503 0.003606
TRBV14 TRBJ1-1 1352 0.009041 0.000180
TRBV4-3 TRBJ1-1 1324 0.008854 0.000032
TRBV4-1 TRBJ2-7 1273 0.008513 0.004001
TRBV3-1 TRBJ1-2 1272 0.008506 0.000673
TRBV20-1 TRBJ1-2 1269 0.008486 0.006584
TRBV20-1 TRBJ2-1 1177 0.007871 0.012874
TRBV18 TRBJ2-7 1143 0.007644 0.003620
TRBV6-1 TRBJ2-7 1132 0.007570 0.015143
TRBV7-9 TRBJ2-7 1104 0.007383 0.003763
TRBV9 TRBJ2-7 1095 0.007323 0.003137
TRBV28 TRBJ2-7 1080 0.007222 0.009226
TRBV2 TRBJ1-5 1076 0.007195 0.001819
TRBV6-5 TRBJ2-7 1055 0.007055 0.003173
TRBV2 TRBJ2-7 1007 0.006734 0.003157
TRBV2 TRBJ1-1 999 0.006681 0.005145
TRBV7-9 TRBJ1-1 981 0.006560 0.010471
TRBV9 TRBJ2-1 957 0.006400 0.005073
TRBV14 TRBJ2-1 957 0.006400 0.001684
TRBV6-4 TRBJ2-2 894 0.005978 0.002863
TRBV20-1 TRBJ1-6 887 0.005932 0.008293
TRBV4-1 TRBJ1-1 867 0.005798 0.000889
TRBV4-3 TRBJ2-7 831 0.005557 0.000480
TRBV7-2 TRBJ2-7 808 0.005403 0.003042
TRBV4-3 TRBJ1-2 803 0.005370 0.000069
TRBV4-2 TRBJ2-7 798 0.005336 0.000064
TRBV20-1 TRBJ2-5 776 0.005189 0.005283
TRBV20-1 TRBJ1-5 749 0.005009 0.006732
TRBV6-4 TRBJ2-7 724 0.004842 0.001778
TRBV7-9 TRBJ1-2 722 0.004828 0.002292

TRBV6-5 TRBJ1-1 719 0.004808 0.000711



TRBV3-1
TRBVY
TRBV7-8
TRBV6-4
TRBV11-2
TRBV20-1
TRBV4-1
TRBV18
TRBV5-1
TRBV5-1
TRBV15
TRBV6-4
TRBV29-1
TRBV9
TRBV7-2
TRBV28
TRBV6-5
TRBV4-2
TRBV2
TRBV29-1
TRBV6-4
TRBV7-2
TRBV11-2
TRBV6-4
TRBV7-3
TRBV6-4
TRBV28
TRBV19
TRBV3-1
TRBV20-1
TRBV27
TRBV7-2
TRBV2
TRBV7-2
TRBV20-1
TRBV2
TRBV9Y
TRBV15
TRBV7-3
TRBV15
TRBV14
TRBV5-1

TRBV3-1

TRBJ2-1
TRBJ1-2
TRBJ2-7
TRBJ1-5
TRBJ2-7
TRBJ2-3
TRBJ1-2
TRBJ1-1
TRBJ2-7
TRBJ1-2
TRBJ2-7
TRBJ2-1
TRBJ1-1
TRBJ2-3
TRBJ1-2
TRBJ1-1
TRBJ1-2
TRBJ1-2
TRBJ2-1
TRBJ2-7
TRBJ1-1
TRBJ2-1
TRBJ1-1
TRBJ2-3
TRBJ1-1
TRBJ1-2
TRBJ1-2
TRBJ2-7
TRBJ2-3
TRBJ1-4
TRBJ2-7
TRBJ1-1
TRBJ2-5
TRBJ1-5
TRBJ2-2
TRBJ1-4
TRBJ1-5
TRBJ1-2
TRBJ2-7
TRBJ1-5
TRBJ2-2
TRBJ1-1

TRBJ2-5

715
703
689
680
652
648
641
636
631
613
613
603
597
585
584
573
556
538
529
529
527
515
510
507
503
491
485
481
481
471
460
447
443
439
433
415
406
403
401
400
391
384
380

0.004781
0.004701
0.004608
0.004547
0.004360
0.004333
0.004287
0.004253
0.004220
0.004099
0.004099
0.004032
0.003992
0.003912
0.003905
0.003832
0.003718
0.003598
0.003538
0.003538
0.003524
0.003444
0.003411
0.003390
0.003364
0.003283
0.003243
0.003217
0.003217
0.003150
0.003076
0.002989
0.002962
0.002936
0.002896
0.002775
0.002715
0.002695
0.002682
0.002675
0.002615
0.002568

0.002541

0.003440
0.001935
0.001403
0.000371
0.000566
0.021528
0.001876
0.003300
0.004290
0.008171
0.000977
0.001786
0.002848
0.006439
0.005009
0.002908
0.002834
0.001976
0.005215
0.003695
0.001009
0.001440
0.000411
0.003505
0.000774
0.001884
0.001589
0.009738
0.000448
0.005206
0.006600
0.006537
0.001756
0.000724
0.002984
0.002470
0.001708
0.001468
0.003361
0.001271
0.000761
0.001606

0.000684



TRBV6-1
TRBV4-2
TRBV7-3
TRBV19
TRBV13
TRBV18
TRBV4-1
TRBV4-2
TRBV2
TRBV4-3
TRBV6-5
TRBVY
TRBV6-5
TRBV4-1
TRBV11-2
TRBV4-1
TRBV4-2
TRBV9Y
TRBV14
TRBV4-1
TRBV4-3
TRBV7-9
TRBV29-1
TRBV6-6
TRBV6-6
TRBV12-5
TRBV6-4
TRBV5-8
TRBV7-9
TRBV5-6
TRBV9Y
TRBV2
TRBV5-4
TRBV15
TRBV5-8
TRBV4-2
TRBV11-2
TRBV28
TRBV30
TRBV7-8
TRBV27
TRBV4-1
TRBV27

TRBJ1-1
TRBJ1-5
TRBJ2-1
TRBJ1-1
TRBJ2-7
TRBJ1-2
TRBJ1-4
TRBJ2-1
TRBJ2-2
TRBJ2-1
TRBJ2-1
TRBJ1-4
TRBJ1-5
TRBJ2-1
TRBJ1-2
TRBJ1-5
TRBJ1-1
TRBJ2-2
TRBJ1-4
TRBJ2-2
TRBJ2-3
TRBJ1-5
TRBJ1-5
TRBJ2-7
TRBJ1-1
TRBJ1-1
TRBJ2-5
TRBJ2-1
TRBJ2-1
TRBJ2-7
TRBJ2-5
TRBJ2-3
TRBJ2-7
TRBJ2-1
TRBJ1-4
TRBJ2-2
TRBJ2-1
TRBJ1-5
TRBJ2-7
TRBJ1-1
TRBJ1-5
TRBJ2-3

TRBJ1-2

379
376
372
371
366
359
359
358
357
351
349
348
348
345
342
340
338
326
325
322
322
316
310
306
304
304
292
292
291
282
281
281
280
279
279
278
275
263
262
262
254
254
253

0.002534
0.002514
0.002488
0.002481
0.002448
0.002401
0.002401
0.002394
0.002387
0.002347
0.002334
0.002327
0.002327
0.002307
0.002287
0.002274
0.002260
0.002180
0.002173
0.002153
0.002153
0.002113
0.002073
0.002046
0.002033
0.002033
0.001953
0.001953
0.001946
0.001886
0.001879
0.001879
0.001872
0.001866
0.001866
0.001859
0.001839
0.001759
0.001752
0.001752
0.001699
0.001699

0.001692

0.004070
0.000000
0.002310
0.005632
0.002993
0.001258
0.001241
0.000371
0.000633
0.000000
0.002428
0.001000
0.000620
0.002669
0.000361
0.001254
0.000064
0.001385
0.000000
0.001901
0.000036
0.001446
0.002242
0.003808
0.000365
0.000000
0.000411
0.000404
0.009035
0.000113
0.002648
0.002335
0.002052
0.002272
0.000032
0.000064
0.000115
0.002472
0.002316
0.000738
0.001662
0.001270

0.002777



TRBV14
TRBV27
TRBV29-1
TRBV29-1
TRBV7-2
TRBV4-3
TRBV5-8
TRBV4-2
TRBV7-9
TRBV4-3
TRBV19
TRBV4-2
TRBV28
TRBV11-3
TRBV6-6
TRBV15
TRBV18
TRBV25-1
TRBV5-1
TRBV7-3
TRBV12-5
TRBV7-2
TRBV3-1
TRBV2
TRBV4-1
TRBV14
TRBV6-5
TRBV7-9
TRBV6-5
TRBV19
TRBV12-5
TRBV10-3
TRBV6-1
TRBV7-3
TRBV19
TRBV4-2
TRBV29-1
TRBV7-3
TRBV7-9
TRBV5-4
TRBV6-5
TRBV15
TRBV13

TRBJ2-3
TRBJ1-1
TRBJ1-2
TRBJ2-1
TRBJ2-5
TRBJ1-6
TRBJ1-2
TRBJ2-3
TRBJ2-3
TRBJ1-5
TRBJ2-2
TRBJ1-4
TRBJ2-1
TRBJ2-1
TRBJ2-1
TRBJ2-3
TRBJ1-5
TRBJ1-1
TRBJ2-5
TRBJ1-2
TRBJ1-2
TRBJ2-3
TRBJ1-4
TRBJ1-6
TRBJ2-5
TRBJ2-5
TRBJ2-5
TRBJ2-2
TRBJ2-3
TRBJ1-2
TRBJ2-7
TRBJ2-7
TRBJ1-2
TRBJ2-3
TRBJ2-1
TRBJ2-5
TRBJ2-3
TRBJ2-2
TRBJ1-4
TRBJ1-2
TRBJ2-2
TRBJ1-4

TRBJ1-1

249
245
243
243
240
240
237
233
231
231
229
227
225
222
222
222
220
219
218
218
217
210
210
209
209
209
208
208
205
204
203
202
201
200
198
197
195
194
189
187
187
183
182

0.001665
0.001638
0.001625
0.001625
0.001605
0.001605
0.001585
0.001558
0.001545
0.001545
0.001531
0.001518
0.001505
0.001485
0.001485
0.001485
0.001471
0.001465
0.001458
0.001458
0.001451
0.001404
0.001404
0.001398
0.001398
0.001398
0.001391
0.001391
0.001371
0.001364
0.001358
0.001351
0.001344
0.001337
0.001324
0.001317
0.001304
0.001297
0.001264
0.001251
0.001251
0.001224

0.001217

0.001372
0.003937
0.002870
0.001536
0.003002
0.000000
0.000000
0.000245
0.004514
0.000000
0.002130
0.000000
0.004557
0.005390
0.002532
0.002198
0.001213
0.001140
0.002663
0.000227
0.000136
0.007456
0.000296
0.000993
0.000794
0.000353
0.001399
0.000551
0.000772
0.002810
0.001462
0.001097
0.001786
0.002411
0.003878
0.000257
0.000352
0.001992
0.000256
0.001454
0.000261
0.000217

0.000144



TRBV3-1
TRBV4-3
TRBV7-8
TRBV5-3
TRBV25-1
TRBV19
TRBV29-1
TRBV24-1
TRBV6-4
TRBV6-4
TRBV10-1
TRBV7-9
TRBV11-3
TRBV23-1
TRBV7-2
TRBV2
TRBV15
TRBV7-8
TRBV6-6
TRBV5-1
TRBV5-8
TRBV11-3
TRBV5-6
TRBV15
TRBV7-4
TRBV25-1
TRBV4-2
TRBV6-5
TRBV5-4
TRBV5-4
TRBV6-1
TRBV5-6
TRBV10-3
TRBV11-2
TRBV6-1
TRBV18
TRBV11-3
TRBV18
TRBV6-6
TRBV19
TRBV18
TRBV18

TRBV7-3

TRBJ1-3
TRBJ1-3
TRBJ1-5
TRBJ1-4
TRBJ1-2
TRBJ1-5
TRBJ2-5
TRBJ1-1
TRBJ1-4
TRBJ2-6
TRBJ2-7
TRBJ2-5
TRBJ1-1
TRBJ2-7
TRBJ2-2
TRBJ1-3
TRBJ1-1
TRBJ1-3
TRBJ1-5
TRBJ2-3
TRBJ1-5
TRBJ2-2
TRBJ1-1
TRBJ1-6
TRBJ2-7
TRBJ2-7
TRBJ1-3
TRBJ1-3
TRBJ1-1
TRBJ2-1
TRBJ2-1
TRBJ2-1
TRBJ1-5
TRBJ2-3
TRBJ1-5
TRBJ2-1
TRBJ2-7
TRBJ2-5
TRBJ1-2
TRBJ1-4
TRBJ1-4
TRBJ2-2

TRBJ1-5

181
180
178
177
175
172
170
169
169
169
168
164
164
159
158
157
157
156
156
154
154
153
153
153
153
152
150
149
149
146
145
143
142
141
140
139
136
135
134
130
130
130
128

0.001210
0.001204
0.001190
0.001184
0.001170
0.001150
0.001137
0.001130
0.001130
0.001130
0.001123
0.001097
0.001097
0.001063
0.001057
0.001050
0.001050
0.001043
0.001043
0.001030
0.001030
0.001023
0.001023
0.001023
0.001023
0.001016
0.001003
0.000996
0.000996
0.000976
0.000970
0.000956
0.000950
0.000943
0.000936
0.000930
0.000909
0.000903
0.000896
0.000869
0.000869
0.000869

0.000856

0.000000
0.001277
0.000765
0.004953
0.000450
0.004812
0.000930
0.001243
0.001207
0.000850
0.000879
0.001274
0.000032
0.000740
0.002693
0.000397
0.000100
0.001272
0.001002
0.002081
0.000000
0.001025
0.000610
0.000291
0.000016
0.000373
0.000000
0.000854
0.000395
0.001342
0.008441
0.000575
0.001031
0.000032
0.001347
0.003559
0.000865
0.001338
0.000048
0.001868
0.001151
0.000977

0.000122



TRBV11-2
TRBV7-8
TRBV25-1
TRBV10-3
TRBV7-8
TRBV25-1
TRBV12-5
TRBV6-5
TRBV28
TRBVY
TRBV15
TRBV5-6
TRBV7-3
TRBV30
TRBV20-1
TRBV5-1
TRBV18
TRBV10-3
TRBV27
TRBV28
TRBV5-8
TRBV12-5
TRBV6-1
TRBV13
TRBV14
TRBV4-3
TRBV11-2
TRBV18
TRBV28
TRBV6-1
TRBV29-1
TRBV9Y
TRBV5-4
TRBV5-1
TRBV7-2
TRBV27
TRBV29-1
TRBV6-4
TRBV3-1
TRBV7-3
TRBV28
TRBV4-1

TRBV11-2

TRBJ1-4
TRBJ1-2
TRBJ1-5
TRBJ1-1
TRBJ2-1
TRBJ2-1
TRBJ1-5
TRBJ1-6
TRBJ2-5
TRBJ2-6
TRBJ2-5
TRBJ1-2
TRBJ2-5
TRBJ1-5
TRBJ1-3
TRBJ1-4
TRBJ1-3
TRBJ1-2
TRBJ2-2
TRBJ2-3
TRBJ1-1
TRBJ2-5
TRBJ1-4
TRBJ1-2
TRBJ2-6
TRBJ2-2
TRBJ2-5
TRBJ2-3
TRBJ2-2
TRBJ2-3
TRBJ2-2
TRBJ1-6
TRBJ2-3
TRBJ2-1
TRBJ1-6
TRBJ2-1
TRBJ1-4
TRBJ1-6
TRBJ2-4
TRBJ1-6
TRBJ1-3
TRBJ1-6

TRBJ1-5

128
127
126
125
125
123
123
122
121
121
120
119
119
118
117
117
116
116
114
114
114
112
111
111
111
111
110
109
109
109
109
109
107
104
104
103
103
102
102
101
100
100

97

0.000856
0.000849
0.000843
0.000836
0.000836
0.000823
0.000823
0.000816
0.000809
0.000809
0.000802
0.000796
0.000796
0.000789
0.000782
0.000782
0.000776
0.000776
0.000762
0.000762
0.000762
0.000749
0.000742
0.000742
0.000742
0.000742
0.000736
0.000729
0.000729
0.000729
0.000729
0.000729
0.000716
0.000695
0.000695
0.000689
0.000689
0.000682
0.000682
0.000675
0.000669
0.000669

0.000649

0.000000
0.000154
0.000935
0.001663
0.001618
0.001317
0.000016
0.000272
0.000790
0.000618
0.000249
0.002389
0.002288
0.001115
0.001713
0.000993
0.000642
0.000456
0.001956
0.000935
0.000100
0.000000
0.000801
0.000601
0.000036
0.000000
0.000240
0.002254
0.001550
0.001548
0.000612
0.000599
0.000592
0.005116
0.000692
0.002539
0.000199
0.001585
0.000000
0.002202
0.000617
0.000048

0.000891



TRBV25-1
TRBV12-5
TRBV11-3
TRBV7-8
TRBV5-1
TRBVY
TRBV18
TRBV13
TRBV20-1
TRBV12-5
TRBV6-1
TRBV10-1
TRBV5-4
TRBV4-1
TRBV12-5
TRBV6-5
TRBV25-1
TRBV24-1
TRBV5-8
TRBV27
TRBV14
TRBV19
TRBV20-1
TRBV10-1
TRBV5-6
TRBV30
TRBV10-3
TRBV30
TRBV10-1
TRBV24-1
TRBV11-1
TRBV24-1
TRBV10-3
TRBV7-8
TRBV10-2
TRBV7-4
TRBV13
TRBV11-3
TRBV7-9
TRBV6-6
TRBV7-3
TRBV7-9

TRBV24-1

TRBJ1-6
TRBJ2-2
TRBJ2-3
TRBJ2-2
TRBJ1-5
TRBJ1-3
TRBJ1-6
TRBJ1-5
TRBJ2-4
TRBJ1-4
TRBJ2-5
TRBJ2-1
TRBJ1-4
TRBJ1-3
TRBJ2-1
TRBJ2-6
TRBJ2-2
TRBJ1-2
TRBJ2-5
TRBJ2-3
TRBJ1-3
TRBJ2-5
TRBJ2-6
TRBJ1-2
TRBJ2-5
TRBJ1-2
TRBJ2-5
TRBJ1-1
TRBJ1-1
TRBJ2-7
TRBJ2-1
TRBJ1-5
TRBJ2-1
TRBJ1-6
TRBJ1-1
TRBJ1-2
TRBJ1-4
TRBJ2-5
TRBJ1-3
TRBJ2-3
TRBJ2-6
TRBJ1-6

TRBJ2-1

97
97
97
9%
95
95
95
94
93
92
91
90
90
90
89
88
87
86
86
85
85
84
84
83
82
81
80
78
78
76
75
74
73
72
72
72
71
71
70
70
70
68
67

0.000649
0.000649
0.000649
0.000642
0.000635
0.000635
0.000635
0.000629
0.000622
0.000615
0.000609
0.000602
0.000602
0.000602
0.000595
0.000588
0.000582
0.000575
0.000575
0.000568
0.000568
0.000562
0.000562
0.000555
0.000548
0.000542
0.000535
0.000522
0.000522
0.000508
0.000502
0.000495
0.000488
0.000481
0.000481
0.000481
0.000475
0.000475
0.000468
0.000468
0.000468
0.000455

0.000448

0.000330
0.000036
0.000000
0.000160
0.000942
0.000834
0.000548
0.000000
0.000910
0.000036
0.000766
0.000680
0.000212
0.000000
0.000096
0.000147
0.000104
0.002252
0.000048
0.002872
0.000731
0.003521
0.000374
0.000379
0.000032
0.001014
0.001102
0.000610
0.000479
0.000808
0.000072
0.000447
0.001149
0.000531
0.000372
0.000080
0.000099
0.000000
0.003052
0.000281
0.000048
0.001893

0.001312



TRBV15
TRBV23-1
TRBV23-1
TRBV30
TRBV6-8
TRBV5-8
TRBV11-2
TRBV24-1
TRBV6-6
TRBV13
TRBV5-8
TRBV7-4
TRBV5-6
TRBV11-2
TRBV2
TRBV7-2
TRBV25-1
TRBV5-8
TRBV5-1
TRBV11-1
TRBV6-4
TRBV19
TRBV23-1
TRBV11-1
TRBV5-4
TRBV10-1
TRBV6-5
TRBV15
TRBV28
TRBV5-4
TRBV27
TRBV7-8
TRBV4-1
TRBV10-2
TRBV19
TRBV10-3
TRBV4-3
TRBV6-7
TRBV4-3
TRBV27
TRBV5-4
TRBV28

TRBV6-1

TRBJ2-4
TRBJ1-6
TRBJ1-5
TRBJ2-1
TRBJ2-7
TRBJ2-2
TRBJ1-6
TRBJ2-2
TRBJ2-2
TRBJ2-5
TRBJ2-7
TRBJ2-3
TRBJ1-5
TRBJ2-2
TRBJ2-6
TRBJ1-4
TRBJ2-3
TRBJ2-3
TRBJ1-3
TRBJ2-7
TRBJ1-3
TRBJ2-3
TRBJ1-2
TRBJ1-1
TRBJ1-6
TRBJ2-5
TRBJ1-4
TRBJ2-2
TRBJ2-6
TRBJ1-5
TRBJ2-5
TRBJ2-5
TRBJ2-6
TRBJ2-2
TRBJ1-3
TRBJ2-2
TRBJ2-6
TRBJ2-7
TRBJ1-4
TRBJ1-4
TRBJ2-5
TRBJ1-4

TRBJ2-2

67
67
66
66
65
65
64
63
63
62
62
62
62
62
61
60
59
59
59
59
59
58
57
57
57
56
56
56
55
55
54
53
53
52
52
52
52
52
52
51
51
50
50

0.000448
0.000448
0.000441
0.000441
0.000435
0.000435
0.000428
0.000421
0.000421
0.000415
0.000415
0.000415
0.000415
0.000415
0.000408
0.000401
0.000395
0.000395
0.000395
0.000395
0.000395
0.000388
0.000381
0.000381
0.000381
0.000374
0.000374
0.000374
0.000368
0.000368
0.000361
0.000354
0.000354
0.000348
0.000348
0.000348
0.000348
0.000348
0.000348
0.000341
0.000341
0.000334

0.000334

0.000681
0.000626
0.000397
0.000280
0.000872
0.000000
0.000072
0.001334
0.000000
0.000885
0.000222
0.000099
0.000072
0.000032
0.000927
0.000523
0.001009
0.000223
0.000165
0.000138
0.000029
0.002347
0.000196
0.000048
0.000032
0.001244
0.000903
0.000129
0.000400
0.000016
0.000440
0.000609
0.000128
0.001740
0.001198
0.001039
0.000375
0.000144
0.000000
0.000673
0.000084
0.001543

0.000616



TRBV7-8
TRBV13
TRBV5-3
TRBV13
TRBV5-1
TRBV30
TRBV18
TRBV7-8
TRBV12-5
TRBV30
TRBV16
TRBV6-1
TRBV6-8
TRBV24-1
TRBV25-1
TRBV4-2
TRBV6-4
TRBV5-6
TRBV23-1
TRBV7-3
TRBV5-6
TRBV10-2
TRBV14
TRBV19
TRBV3-1
TRBV10-3
TRBV4-3
TRBV11-1
TRBV16
TRBV6-6
TRBV6-7
TRBV6-6
TRBV19
TRBV27
TRBV6-1
TRBV5-3
TRBV7-6
TRBV24-1
TRBV5-1
TRBV7-2
TRBV30
TRBV23-1

TRBV6-6

TRBJ2-3
TRBJ2-1
TRBJ2-7
TRBJ2-3
TRBJ2-2
TRBJ2-5
TRBJ2-6
TRBJ1-4
TRBJ2-3
TRBJ1-3
TRBJ1-2
TRBJ2-6
TRBJ2-5
TRBJ2-5
TRBJ2-5
TRBJ1-6
TRBJ2-4
TRBJ2-3
TRBJ1-1
TRBJ1-3
TRBJ2-2
TRBJ2-7
TRBJ2-4
TRBJ1-6
TRBJ1-6
TRBJ2-3
TRBJ2-5
TRBJ1-2
TRBJ1-1
TRBJ1-6
TRBJ2-2
TRBJ1-3
TRBJ2-6
TRBJ1-6
TRBJ1-3
TRBJ1-2
TRBJ2-3
TRBJ2-3
TRBJ2-6
TRBJ2-6
TRBJ2-2
TRBJ2-5

TRBJ2-5

49
49
49
49
49
49
48
48
47
47
47
44
44
43
43
43
43
42
42
42
42
41
41
40
40
39
39
38
38
38
37
37
36
35
34
34
34
33
33
33
32
32
31

0.000328
0.000328
0.000328
0.000328
0.000328
0.000328
0.000321
0.000321
0.000314
0.000314
0.000314
0.000294
0.000294
0.000288
0.000288
0.000288
0.000288
0.000281
0.000281
0.000281
0.000281
0.000274
0.000274
0.000267
0.000267
0.000261
0.000261
0.000254
0.000254
0.000254
0.000247
0.000247
0.000241
0.000234
0.000227
0.000227
0.000227
0.000221
0.000221
0.000221
0.000214
0.000214

0.000207

0.001702
0.001134
0.000913
0.000756
0.000651
0.000112
0.000443
0.000365
0.000956
0.000540
0.000032
0.000000
0.000000
0.001429
0.000879
0.000064
0.000000
0.000256
0.000131
0.000106
0.000064
0.004487
0.000000
0.000568
0.000104
0.000712
0.000099
0.000032
0.000000
0.000000
0.001408
0.000077
0.000742
0.000894
0.000298
0.000298
0.000000
0.001781
0.000233
0.000000
0.000417
0.000096

0.000000



TRBV30
TRBV29-1
TRBV12-5
TRBV30
TRBV29-1
TRBV5-4
TRBV10-1
TRBV11-1
TRBV6-6
TRBV25-1
TRBV10-3
TRBV11-1
TRBV6-9
TRBV29-1
TRBV25-1
TRBV23-1
TRBV24-1
TRBV11-2
TRBV13
TRBV10-3
TRBV10-2
TRBV11-3
TRBV11-3
TRBV15
TRBV6-9
TRBV5-1
TRBV25-1
TRBV6-6
TRBV11-3
TRBV23-1
TRBV13
TRBV10-1
TRBV7-4
TRBV28
TRBV10-1
TRBV7-6
TRBV7-4
TRBV27
TRBV10-2
TRBV11-3
TRBV5-6
TRBV6-7

TRBV6-1

TRBJ2-3
TRBJ2-6
TRBJ1-6
TRBJ1-4
TRBJ1-3
TRBJ1-3
TRBJ2-2
TRBJ2-5
TRBJ2-6
TRBJ1-4
TRBJ1-3
TRBJ2-2
TRBJ2-7
TRBJ2-4
TRBJ1-3
TRBJ2-1
TRBJ1-4
TRBJ1-3
TRBJ2-6
TRBJ1-6
TRBJ2-1
TRBJ1-5
TRBJ2-4
TRBJ2-6
TRBJ1-1
TRBJ1-6
TRBJ2-6
TRBJ1-4
TRBJ1-3
TRBJ1-3
TRBJ1-6
TRBJ1-3
TRBJ2-1
TRBJ1-6
TRBJ1-5
TRBJ2-7
TRBJ2-2
TRBJ2-4
TRBJ2-3
TRBJ2-6
TRBJ1-3
TRBJ1-1

TRBJ1-6

30
30
30
29
29
29
29
29
29
28
28
28
28
27
27
27
26
26
26
25
25
25
25
25
24
23
23
23
23
23
22
22
22
21
21
21
21
20
20
20
20
20
19

0.000201
0.000201
0.000201
0.000194
0.000194
0.000194
0.000194
0.000194
0.000194
0.000187
0.000187
0.000187
0.000187
0.000181
0.000181
0.000181
0.000174
0.000174
0.000174
0.000167
0.000167
0.000167
0.000167
0.000167
0.000160
0.000154
0.000154
0.000154
0.000154
0.000154
0.000147
0.000147
0.000147
0.000140
0.000140
0.000140
0.000140
0.000134
0.000134
0.000134
0.000134
0.000134

0.000127

0.000905
0.000335
0.000000
0.005564
0.001851
0.000639
0.000437
0.000000
0.000000
0.000188
0.000109
0.000064
0.000000
0.001031
0.000163
0.000124
0.000493
0.000283
0.000032
0.000156
0.000000
0.000000
0.000000
0.000000
0.000000
0.001063
0.000976
0.000208
0.000000
0.000000
0.000465
0.000216
0.000000
0.000793
0.000258
0.000193
0.000000
0.000080
0.000000
0.000000
0.000000
0.000000

0.000057



TRBV5-4
TRBV24-1
TRBV7-9
TRBV6-9
TRBV7-6
TRBV6-5
TRBV27
TRBV7-9
TRBV2
TRBV24-1
TRBV12-5
TRBV4-1
TRBV13
TRBV10-2
TRBV23-1
TRBV6-8
TRBV11-1
TRBV6-9
TRBV7-6
TRBV5-1
TRBV13
TRBV7-6
TRBV5-4
TRBV11-1
TRBV5-8
TRBV9Y
TRBV10-1
TRBV27
TRBV6-9
TRBV7-2
TRBV11-2
TRBV7-2
TRBV24-1
TRBV5-4
TRBV7-6
TRBV13
TRBV16
TRBV7-7
TRBV12-5
TRBV14
TRBV7-3
TRBV10-1

TRBV10-2

TRBJ2-2
TRBJ2-6
TRBJ2-6
TRBJ2-5
TRBJ2-1
TRBJ2-4
TRBJ2-6
TRBJ2-4
TRBJ2-4
TRBJ1-6
TRBJ2-4
TRBJ2-4
TRBJ2-2
TRBJ1-2
TRBJ1-4
TRBJ1-4
TRBJ2-3
TRBJ1-3
TRBJ1-2
TRBJ2-4
TRBJ1-3
TRBJ2-2
TRBJ2-6
TRBJ1-6
TRBJ2-6
TRBJ2-4
TRBJ2-3
TRBJ1-3
TRBJ2-2
TRBJ1-3
TRBJ2-6
TRBJ2-4
TRBJ1-3
TRBJ2-4
TRBJ1-3
TRBJ2-4
TRBJ1-5
TRBJ2-5
TRBJ1-3
TRBJ1-5
TRBJ1-4
TRBJ1-6

TRBJ1-6

18
18
18
18
18
18
17
17
17
16
16
16
15
15
15
15
15
15
15
14
14
14
14
14
14
13
13
13
13
12
12
12
12
12
12
12
12
12
11
10
10
10
10

0.000120
0.000120
0.000120
0.000120
0.000120
0.000120
0.000114
0.000114
0.000114
0.000107
0.000107
0.000107
0.000100
0.000100
0.000100
0.000100
0.000100
0.000100
0.000100
0.000094
0.000094
0.000094
0.000094
0.000094
0.000094
0.000087
0.000087
0.000087
0.000087
0.000080
0.000080
0.000080
0.000080
0.000080
0.000080
0.000080
0.000080
0.000080
0.000074
0.000067
0.000067
0.000067

0.000067

0.000404
0.000364
0.000179
0.000108
0.000029
0.000000
0.001568
0.001231
0.000698
0.003797
0.000315
0.000000
0.000284
0.000080
0.000045
0.000032
0.000000
0.000000
0.000000
0.001355
0.000132
0.000096
0.000016
0.000000
0.000000
0.000408
0.000177
0.000000
0.000000
0.001181
0.000288
0.000252
0.000032
0.000032
0.000032
0.000000
0.000000
0.000000
0.000530
0.000523
0.000224
0.000210

0.000000



TRBV10-3
TRBV10-3
TRBV19
TRBV4-2
TRBV5-5
TRBV6-9
TRBV5-6
TRBV28
TRBV6-9
TRBV4-2
TRBV5-5
TRBV5-5
TRBV18
TRBV24-1
TRBV30
TRBV10-2
TRBV7-6
TRBV5-6
TRBV6-1
TRBV10-1
TRBV7-8
TRBV5-3
TRBV6-7
TRBV7-4
TRBV30
TRBV5-6
TRBV12-2
TRBV23-1
TRBV5-3
TRBV6-3
TRBV5-3
TRBV3-2
TRBV6-9
TRBV16
TRBV3-2
TRBV6-3
TRBVS-2
TRBVS-2
TRBV15
TRBV11-3
TRBV23-1
TRBV11-2

TRBV6-7

TRBJ2-6
TRBJ1-4
TRBJ2-4
TRBJ2-4
TRBJ2-3
TRBJ1-6
TRBJ2-6
TRBJ2-4
TRBJ2-3
TRBJ2-6
TRBJ1-1
TRBJ2-2
TRBJ2-4
TRBJ2-4
TRBJ2-4
TRBJ2-5
TRBJ1-4
TRBJ1-4
TRBJ2-4
TRBJ1-4
TRBJ2-4
TRBJ1-5
TRBJ2-3
TRBJ1-1
TRBJ1-6
TRBJ1-6
TRBJ2-1
TRBJ2-4
TRBJ2-4
TRBJ2-1
TRBJ2-1
TRBJ1-4
TRBJ1-2
TRBJ2-7
TRBJ2-5
TRBJ2-5
TRBJ1-2
TRBJ2-3
TRBJ1-3
TRBJ1-6
TRBJ2-3
TRBJ2-4

TRBJ1-2

D N NN NN 0000 00O LV VW VW LV
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N NN NN

0.000060
0.000060
0.000060
0.000060
0.000060
0.000060
0.000053
0.000053
0.000053
0.000053
0.000053
0.000053
0.000047
0.000047
0.000047
0.000047
0.000047
0.000040
0.000033
0.000033
0.000033
0.000033
0.000033
0.000033
0.000027
0.000027
0.000027
0.000027
0.000027
0.000027
0.000020
0.000020
0.000020
0.000020
0.000020
0.000020
0.000020
0.000020
0.000013
0.000013
0.000013
0.000013

0.000013

0.004191
0.000953
0.000201
0.000000
0.000000
0.000000
0.000433
0.000418
0.000048
0.000000
0.000000
0.000000
0.000433
0.000068
0.000064
0.000000
0.000000
0.000000
0.001595
0.000124
0.000032
0.000000
0.000000
0.000000
0.000756
0.000163
0.000132
0.000032
0.000000
0.000000
0.000048
0.000036
0.000029
0.000000
0.000000
0.000000
0.000000
0.000000
0.000583
0.000108
0.000080
0.000032

0.000032



TRBV12-2
TRBV14
TRBV23-1
TRBV3-2
TRBV5-3
TRBV6-7
TRBV6-7
TRBV7-5
TRBVS-2
TRBV22-1
TRBV3-2
TRBV7-7
TRBV7-3
TRBV11-3
TRBV7-4
TRBV6-3
TRBV29-1
TRBV12-1
TRBV12-5
TRBV10-2
TRBV30
TRBV10-3
TRBV5-3
TRBV26
TRBV11-1
TRBV12-4
TRBV16
TRBV5-3
TRBV5-8
TRBV6-3
TRBV6-3
TRBV6-8
TRBV6-9
TRBV7-4
TRBV7-7
TRBVS-2
TRBVS-2
TRBVS-2
TRBVS-2
TRBV21-1
TRBV21-1
TRBV21-1

TRBV21-1

TRBJ1-2
TRBJ1-6
TRBJ2-2
TRBJ2-7
TRBJ2-5
TRBJ1-5
TRBJ2-5
TRBJ2-2
TRBJ1-3
TRBJ1-3
TRBJ1-1
TRBJ1-1
TRBJ2-4
TRBJ1-2
TRBJ1-4
TRBJ1-5
TRBJ1-6
TRBJ2-2
TRBJ2-6
TRBJ1-5
TRBJ2-6
TRBJ2-4
TRBJ2-3
TRBJ1-1
TRBJ1-3
TRBJ1-2
TRBJ2-1
TRBJ1-1
TRBJ1-6
TRBJ1-2
TRBJ2-2
TRBJ1-5
TRBJ2-1
TRBJ1-5
TRBJ2-3
TRBJ1-5
TRBJ2-1
TRBJ2-2
TRBJ2-7
TRBJ1-1
TRBJ2-7
TRBJ1-2

TRBJ2-5

NN N NN N N NN
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-
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0.000013
0.000013
0.000013
0.000013
0.000013
0.000013
0.000013
0.000013
0.000013
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000007
0.000000
0.000000
0.000000

0.000000

0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.001161
0.000433
0.000376
0.000356
0.000180
0.000112
0.000106
0.000096
0.000064
0.000064
0.000048
0.000048
0.000032
0.000032
0.000016
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.003739
0.002067
0.001460

0.001320



TRBV21-1
TRBV12-2
TRBV21-1
TRBV5-4
TRBV7-7
TRBV21-1
TRBV7-6
TRBV21-1
TRBV21-1
TRBV7-4
TRBV1
TRBV22-1
TRBV21-1
TRBV5-2
TRBV21-1
TRBV5-2
TRBV3-2
TRBV5-3
TRBV6-8
TRBV6-3
TRBV6-9
TRBV12-1
TRBV25-1
TRBV12-2
TRBV16
TRBV26
TRBV12-1
TRBV1
TRBV7-6
TRBV3-1
TRBV3-1
TRBV6-3
TRBV21-1
TRBV1
TRBV5-5
TRBV1
TRBV12-1
TRBV23-1
TRBV7-7
TRBV3-2
TRBV5-5
TRBV12-2

TRBV7-6

TRBJ2-3
TRBJ2-7
TRBJ1-5
TRBJ2-2P
TRBJ2-7
TRBJ2-1
TRBJ2-5
TRBJ1-4
TRBJ2-2
TRBJ2-6
TRBJ2-1
TRBJ2-7
TRBJ1-6
TRBJ2-4
TRBJ2-6
TRBJ1-5
TRBJ1-2
TRBJ1-3
TRBJ2-3
TRBJ2-4
TRBJ1-5
TRBJ2-1
TRBJ2-4
TRBJ1-6
TRBJ1-3
TRBJ1-2
TRBJ1-6
TRBJ2-5
TRBJ1-1
TRBJ2-2
TRBJ2-6
TRBJ2-7
TRBJ2-4
TRBJ2-7
TRBJ1-2
TRBJ2-2
TRBJ1-5
TRBJ2-6
TRBJ1-2
TRBJ1-3
TRBJ2-5
TRBJ1-3

TRBJ1-6

O O O O O O O O 0O O O O 0O 0O 0O O 0O 0O 0O O 0O 0O 0O 0O 0O 0O 0O 0O 0o 0o 0o 0o o o o o o o o o o o o

0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000

0.000000

0.001257
0.001109
0.000995
0.000956
0.000901
0.000873
0.000853
0.000829
0.000800
0.000530
0.000525
0.000473
0.000464
0.000459
0.000449
0.000433
0.000408
0.000408
0.000408
0.000355
0.000355
0.000344
0.000344
0.000336
0.000319
0.000298
0.000259
0.000250
0.000210
0.000193
0.000192
0.000163
0.000144
0.000134
0.000128
0.000115
0.000115
0.000108
0.000106
0.000096
0.000096
0.000096

0.000096



TRBV21-1
TRBV10-2
TRBV10-2
TRBV6-3
TRBV12-1
TRBV3-2
TRBV7-4
TRBV6-7
TRBV11-1
TRBV3-2
TRBV1
TRBV7-1
TRBV12-2
TRBV3-2
TRBV6-6
TRBV16
TRBVS-2
TRBV1
TRBV6-7
TRBV7-5
TRBV5-5
TRBV1
TRBV5-8
TRBV7-8

TRBJ1-3
TRBJ1-3
TRBJ1-4
TRBJ1-1
TRBJ2-3
TRBJ2-2
TRBJ2-4
TRBJ2-1
TRBJ1-4
TRBJ1-5
TRBJ1-1
TRBJ1-4
TRBJ1-5
TRBJ2-3
TRBJ2-4
TRBJ1-6
TRBJ1-4
TRBJ1-2
TRBJ2-4
TRBJ1-3
TRBJ2-4
TRBJ2-3
TRBJ1-3
TRBJ2-6

O O O O O O O 0O 0O O O O O o o o o o o o o o o o

0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000
0.000000

0.000093
0.000086
0.000082
0.000082
0.000072
0.000072
0.000072
0.000068
0.000064
0.000048
0.000048
0.000048
0.000036
0.000036
0.000036
0.000032
0.000032
0.000032
0.000032
0.000032
0.000029
0.000016
0.000016
0.000016



Table 9: V] rearrangements called by MIXCR for A037 fragments collected by
Lymphotrack PCR and single CapTCR-Seq run

V.gene
TRBV3-1
TRBV20-1
TRBV14
TRBV3-1
TRBV9
TRBV20-1
TRBV14
TRBV3-1
TRBV2
TRBV14
TRBV4-3
TRBV4-1
TRBV3-1
TRBV20-1
TRBV20-1
TRBV18
TRBV6-1
TRBV7-9
TRBV9
TRBV28
TRBV2
TRBV6-5
TRBV2
TRBV2
TRBV7-9
TRBV14
TRBV9
TRBV6-4
TRBV20-1
TRBV4-1
TRBV4-3
TRBV7-2
TRBV4-3
TRBV4-2
TRBV20-1
TRBV20-1
TRBV6-4
TRBV7-9
TRBV6-5

J.gene

TRBJ1-1
TRBJ2-7
TRBJ2-7
TRBJ2-7
TRBJ1-1
TRBJ1-1
TRBJ1-2
TRBJ1-5
TRBJ1-2
TRBJ1-1
TRBJ1-1
TRBJ2-7
TRBJ1-2
TRBJ1-2
TRBJ2-1
TRBJ2-7
TRBJ2-7
TRBJ2-7
TRBJ2-7
TRBJ2-7
TRBJ1-5
TRBJ2-7
TRBJ2-7
TRBJ1-1
TRBJ1-1
TRBJ2-1
TRBJ2-1
TRBJ2-2
TRBJ1-6
TRBJ1-1
TRBJ2-7
TRBJ2-7
TRBJ1-2
TRBJ2-7
TRBJ2-5
TRBJ1-5
TRBJ2-7
TRBJ1-2
TRBJ1-1

Count.A037.PCR

4382
2788
2422
2374
2134
1726
1724
1526
1421
1352
1324
1273
1272
1269
1177
1143
1132
1104
1095
1080
1076
1055
1007
999
981
957
957
894
887
867
831
808
803
798
776
749
724
722
719

Prop.A037.PCR

0.029303588

0.01864409
0.016196552
0.015875563

0.01427062
0.011542217
0.011528842
0.010204764
0.009502601

0.00904118
0.008853937
0.008512886
0.008506199
0.008486137
0.007870909
0.007643542
0.007569982
0.007382739
0.007322553
0.007222245
0.007195495
0.007055063
0.006734074
0.006680576
0.006560205
0.006399711
0.006399711
0.005978414
0.005931603
0.005797857
0.005557116
0.005403309
0.005369873
0.005336436
0.005189316

0.00500876
0.004841579
0.004828204
0.004808142

Count.A037.Cap

40

11
18

11

19

11
24

11
12

10

u O w v

11
15

Prop.A037.Cap
0.000546448
0.021857923
0.000546448
0.001092896
0.006010929
0.009836066
0.001092896

0
0.006010929
0
0.000546448
0.00273224
0
0.003825137
0.006010929
0.003278689
0.010382514
0.001092896
0.006010929
0.013114754
0.001639344
0.002185792
0.004371585
0.006010929
0.006557377
0.001092896
0.005464481
0
0.004918033
0.001639344
0
0.00273224
0

0
0.006010929
0.008196721
0.003278689
0.001092896
0.001092896



TRBV3-1
TRBVY
TRBV7-8
TRBV6-4
TRBV11-2
TRBV20-1
TRBV4-1
TRBV18
TRBV5-1
TRBV5-1
TRBV15
TRBV6-4
TRBV29-1
TRBV9
TRBV7-2
TRBV28
TRBV6-5
TRBV4-2
TRBV29-1
TRBV2
TRBV6-4
TRBV7-2
TRBV11-2
TRBV6-4
TRBV7-3
TRBV6-4
TRBV28
TRBV3-1
TRBV19
TRBV20-1
TRBV27
TRBV7-2
TRBV2
TRBV7-2
TRBV20-1
TRBV2
TRBV9Y
TRBV15
TRBV7-3
TRBV15
TRBV14
TRBV5-1

TRBV3-1

TRBJ2-1
TRBJ1-2
TRBJ2-7
TRBJ1-5
TRBJ2-7
TRBJ2-3
TRBJ1-2
TRBJ1-1
TRBJ2-7
TRBJ1-2
TRBJ2-7
TRBJ2-1
TRBJ1-1
TRBJ2-3
TRBJ1-2
TRBJ1-1
TRBJ1-2
TRBJ1-2
TRBJ2-7
TRBJ2-1
TRBJ1-1
TRBJ2-1
TRBJ1-1
TRBJ2-3
TRBJ1-1
TRBJ1-2
TRBJ1-2
TRBJ2-3
TRBJ2-7
TRBJ1-4
TRBJ2-7
TRBJ1-1
TRBJ2-5
TRBJ1-5
TRBJ2-2
TRBJ1-4
TRBJ1-5
TRBJ1-2
TRBJ2-7
TRBJ1-5
TRBJ2-2
TRBJ1-1

TRBJ2-5

715
703
689
680
652
648
641
636
631
613
613
603
597
585
584
573
556
538
529
529
527
515
510
507
503
491
485
481
481
471
460
447
443
439
433
415
406
403
401
400
391
384
380

0.004781393
0.004701146
0.004607525
0.004547339
0.004360096
0.004333347
0.004286536
0.0042531
0.004219663
0.004099292
0.004099292
0.00403242
0.003992296
0.003912049
0.003905362
0.003831802
0.003718118
0.003597748
0.003537562
0.003537562
0.003524188
0.003443941
0.003410504
0.003390443
0.003363694
0.003283446
0.003243323
0.003216574
0.003216574
0.003149701
0.003076141
0.002989207
0.002962458
0.002935709
0.002895585
0.002775214
0.002715029
0.002694967
0.002681593
0.002674905
0.00261472
0.002567909

0.00254116

15

15
11
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0.008196721
0.001639344
0.003278689
0.001092896
0
0.008196721
0.006010929
0.004918033
0.001639344
0.006557377
0
0.001639344
0.004918033
0.004918033
0.001092896
0.004371585
0.003278689
0
0.003825137
0.004918033
0.003278689
0
0.001092896
0.00273224
0.003278689
0
0.00273224
0.000546448
0.008196721
0.001639344
0.008196721
0.00273224
0.004918033
0.001639344
0.003825137
0.001092896
0.003825137
0.001092896
0.004371585
0.000546448
0.001092896
0.001639344
0



TRBV6-1
TRBV4-2
TRBV7-3
TRBV19
TRBV13
TRBV4-1
TRBV18
TRBV4-2
TRBV2
TRBV4-3
TRBV6-5
TRBV6-5
TRBV9Y
TRBV4-1
TRBV11-2
TRBV4-1
TRBV4-2
TRBV9Y
TRBV14
TRBV4-1
TRBV4-3
TRBV7-9
TRBV29-1
TRBV6-6
TRBV6-6
TRBV12-5
TRBV6-4
TRBV5-8
TRBV7-9
TRBV5-6
TRBV9Y
TRBV2
TRBV5-4
TRBV15
TRBV5-8
TRBV4-2
TRBV11-2
TRBV28
TRBV7-8
TRBV30
TRBV4-1
TRBV27
TRBV27

TRBJ1-1
TRBJ1-5
TRBJ2-1
TRBJ1-1
TRBJ2-7
TRBJ1-4
TRBJ1-2
TRBJ2-1
TRBJ2-2
TRBJ2-1
TRBJ2-1
TRBJ1-5
TRBJ1-4
TRBJ2-1
TRBJ1-2
TRBJ1-5
TRBJ1-1
TRBJ2-2
TRBJ1-4
TRBJ2-2
TRBJ2-3
TRBJ1-5
TRBJ1-5
TRBJ2-7
TRBJ1-1
TRBJ1-1
TRBJ2-5
TRBJ2-1
TRBJ2-1
TRBJ2-7
TRBJ2-5
TRBJ2-3
TRBJ2-7
TRBJ2-1
TRBJ1-4
TRBJ2-2
TRBJ2-1
TRBJ1-5
TRBJ1-1
TRBJ2-7
TRBJ2-3
TRBJ1-5

TRBJ1-2

379
376
372
371
366
359
359
358
357
351
349
348
348
345
342
340
338
326
325
322
322
316
310
306
304
304
292
292
291
282
281
281
280
279
279
278
275
263
262
262
254
254
253

0.002534473
0.002514411
0.002487662
0.002480975
0.002447538
0.002400728
0.002400728

0.00239404
0.002387353
0.002347229
0.002333855
0.002327168
0.002327168
0.002307106
0.002287044

0.00227367
0.002260295
0.002180048
0.002173361
0.002153299
0.002153299
0.002113175
0.002073052
0.002046303
0.002032928
0.002032928
0.001952681
0.001952681
0.001945994
0.001885808
0.001879121
0.001879121
0.001872434
0.001865746
0.001865746
0.001859059
0.001838997

0.00175875
0.001752063
0.001752063
0.001698565
0.001698565

0.001691878
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0.001639344
0
0.000546448
0.007103825
0.001092896
0.001092896
0.004918033
0
0.00273224
0
0.001639344
0.00273224
0.00273224
0.002185792
0.00273224
0.001092896
0.001092896
0.002185792
0

0

0
0.002185792
0.003278689
0.001092896
0.002185792
0
0.001092896
0
0.005464481
0
0.001639344
0.003825137
0.002185792
0.001092896
0
0.001092896
0
0.004918033
0.001639344
0.002185792
0.000546448
0.004371585

0.003278689



TRBV14
TRBV27
TRBV29-1
TRBV29-1
TRBV7-2
TRBV4-3
TRBV5-8
TRBV4-2
TRBV7-9
TRBV4-3
TRBV19
TRBV4-2
TRBV28
TRBV15
TRBV6-6
TRBV11-3
TRBV18
TRBV25-1
TRBV7-3
TRBV5-1
TRBV12-5
TRBV3-1
TRBV7-2
TRBV14
TRBV4-1
TRBV2
TRBV7-9
TRBV6-5
TRBV6-5
TRBV19
TRBV12-5
TRBV10-3
TRBV6-1
TRBV7-3
TRBV19
TRBV4-2
TRBV29-1
TRBV7-3
TRBV7-9
TRBV5-4
TRBV6-5
TRBV15
TRBV13

TRBJ2-3
TRBJ1-1
TRBJ2-1
TRBJ1-2
TRBJ2-5
TRBJ1-6
TRBJ1-2
TRBJ2-3
TRBJ2-3
TRBJ1-5
TRBJ2-2
TRBJ1-4
TRBJ2-1
TRBJ2-3
TRBJ2-1
TRBJ2-1
TRBJ1-5
TRBJ1-1
TRBJ1-2
TRBJ2-5
TRBJ1-2
TRBJ1-4
TRBJ2-3
TRBJ2-5
TRBJ2-5
TRBJ1-6
TRBJ2-2
TRBJ2-5
TRBJ2-3
TRBJ1-2
TRBJ2-7
TRBJ2-7
TRBJ1-2
TRBJ2-3
TRBJ2-1
TRBJ2-5
TRBJ2-3
TRBJ2-2
TRBJ1-4
TRBJ1-2
TRBJ2-2
TRBJ1-4

TRBJ1-1

249
245
243
243
240
240
237
233
231
231
229
227
225
222
222
222
220
219
218
218
217
210
210
209
209
209
208
208
205
204
203
202
201
200
198
197
195
194
189
187
187
183
182

0.001665129

0.00163838
0.001625005
0.001625005
0.001604943
0.001604943
0.001584881
0.001558132
0.001544758
0.001544758
0.001531383
0.001518009
0.001504634
0.001484572
0.001484572
0.001484572
0.001471198
0.001464511
0.001457823
0.001457823
0.001451136
0.001404325
0.001404325
0.001397638
0.001397638
0.001397638
0.001390951
0.001390951
0.001370889
0.001364202
0.001357514
0.001350827

0.00134414
0.001337453
0.001324078
0.001317391
0.001304016
0.001297329
0.001263893
0.001250518
0.001250518
0.001223769

0.001217082
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0
0.009289617
0.001092896
0.001639344
0.002185792

0

0

0
0.004371585

0
0.003278689

0
0.002185792
0.001639344
0.006557377

0
0.002185792
0.000546448
0.000546448
0.002185792
0.001092896
0.001092896

0.00273224
0.002185792
0.002185792

0
0.000546448
0.001092896

0
0.005464481
0.000546448
0.004371585

0
0.004371585
0.006557377
0.001092896
0.000546448

0
0.001639344
0.002185792

0

0



TRBV3-1
TRBV4-3
TRBV7-8
TRBV5-3
TRBV25-1
TRBV19
TRBV29-1
TRBV24-1
TRBV6-4
TRBV6-4
TRBV10-1
TRBV7-9
TRBV11-3
TRBV23-1
TRBV7-2
TRBV2
TRBV15
TRBV6-6
TRBV7-8
TRBV5-1
TRBV5-8
TRBV11-3
TRBV15
TRBV5-6
TRBV7-4
TRBV25-1
TRBV4-2
TRBV5-4
TRBV6-5
TRBV5-4
TRBV6-1
TRBV5-6
TRBV10-3
TRBV11-2
TRBV6-1
TRBV18
TRBV11-3
TRBV18
TRBV6-6
TRBV18
TRBV19
TRBV18

TRBV11-2

TRBJ1-3
TRBJ1-3
TRBJ1-5
TRBJ1-4
TRBJ1-2
TRBJ1-5
TRBJ2-5
TRBJ1-1
TRBJ1-4
TRBJ2-6
TRBJ2-7
TRBJ2-5
TRBJ1-1
TRBJ2-7
TRBJ2-2
TRBJ1-3
TRBJ1-1
TRBJ1-5
TRBJ1-3
TRBJ2-3
TRBJ1-5
TRBJ2-2
TRBJ1-6
TRBJ1-1
TRBJ2-7
TRBJ2-7
TRBJ1-3
TRBJ1-1
TRBJ1-3
TRBJ2-1
TRBJ2-1
TRBJ2-1
TRBJ1-5
TRBJ2-3
TRBJ1-5
TRBJ2-1
TRBJ2-7
TRBJ2-5
TRBJ1-2
TRBJ2-2
TRBJ1-4
TRBJ1-4

TRBJ1-4

181
180
178
177
175
172
170
169
169
169
168
164
164
159
158
157
157
156
156
154
154
153
153
153
153
152
150
149
149
146
145
143
142
141
140
139
136
135
134
130
130
130
128

0.001210395
0.001203707
0.001190333
0.001183646
0.001170271
0.001150209
0.001136835
0.001130148
0.001130148
0.001130148
0.00112346
0.001096711
0.001096711
0.001063275
0.001056588
0.0010499
0.0010499
0.001043213
0.001043213
0.001029839
0.001029839
0.001023151
0.001023151
0.001023151
0.001023151
0.001016464
0.00100309
0.000996402
0.000996402
0.00097634
0.000969653
0.000956279
0.000949591
0.000942904
0.000936217
0.00092953
0.000909468
0.000902781
0.000896093
0.000869344
0.000869344
0.000869344

0.00085597
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0
0.000546448
0.007103825
0.001092896
0.00273224
0.001092896
0.000546448
0.000546448
0.001092896
0
0.001092896
0
0.001639344
0.002185792
0.000546448
0
0.001092896
0.001092896
0.004918033

0
0
0
0
0

0.001092896
0
0.000546448
0.001092896
0
0.000546448
0
0.00273224
0.000546448
0.000546448
0.001092896
0

0

0
0.001092896
0.00273224
0.003825137
0



TRBV7-3
TRBV7-8
TRBV25-1
TRBV10-3
TRBV7-8
TRBV12-5
TRBV25-1
TRBV6-5
TRBV28
TRBVY
TRBV15
TRBV5-6
TRBV7-3
TRBV30
TRBV20-1
TRBV5-1
TRBV18
TRBV10-3
TRBV27
TRBV5-8
TRBV28
TRBV12-5
TRBV6-1
TRBV13
TRBV14
TRBV4-3
TRBV11-2
TRBV28
TRBV18
TRBV6-1
TRBV29-1
TRBV9Y
TRBV5-4
TRBV7-2
TRBV5-1
TRBV27
TRBV29-1
TRBV6-4
TRBV3-1
TRBV7-3
TRBV28
TRBV4-1

TRBV11-2

TRBJ1-5
TRBJ1-2
TRBJ1-5
TRBJ1-1
TRBJ2-1
TRBJ1-5
TRBJ2-1
TRBJ1-6
TRBJ2-5
TRBJ2-6
TRBJ2-5
TRBJ1-2
TRBJ2-5
TRBJ1-5
TRBJ1-3
TRBJ1-4
TRBJ1-3
TRBJ1-2
TRBJ2-2
TRBJ1-1
TRBJ2-3
TRBJ2-5
TRBJ1-4
TRBJ1-2
TRBJ2-6
TRBJ2-2
TRBJ2-5
TRBJ2-2
TRBJ2-3
TRBJ2-3
TRBJ2-2
TRBJ1-6
TRBJ2-3
TRBJ1-6
TRBJ2-1
TRBJ2-1
TRBJ1-4
TRBJ1-6
TRBJ2-4
TRBJ1-6
TRBJ1-3
TRBJ1-6

TRBJ1-5

128
127
126
125
125
123
123
122
121
121
120
119
119
118
117
117
116
116
114
114
114
112
111
111
111
111
110
109
109
109
109
109
107
104
104
103
103
102
102
101
100
100
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0.00085597
0.000849282
0.000842595
0.000835908
0.000835908
0.000822533
0.000822533
0.000815846
0.000809159
0.000809159
0.000802472
0.000795784
0.000795784
0.000789097

0.00078241

0.00078241
0.000775723
0.000775723
0.000762348
0.000762348
0.000762348
0.000748974
0.000742286
0.000742286
0.000742286
0.000742286
0.000735599
0.000728912
0.000728912
0.000728912
0.000728912
0.000728912
0.000715537
0.000695475
0.000695475
0.000688788
0.000688788
0.000682101
0.000682101
0.000675414
0.000668726
0.000668726

0.000648665
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0
0.000546448
0.001092896
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0
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0.001092896

0

0
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0
0.001092896
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0.004371585
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0
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0.003825137
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0
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TRBV11-3
TRBV12-5
TRBV25-1
TRBV7-8
TRBV18
TRBV5-1
TRBV9Y
TRBV13
TRBV20-1
TRBV12-5
TRBV6-1
TRBV10-1
TRBV4-1
TRBV5-4
TRBV12-5
TRBV6-5
TRBV25-1
TRBV24-1
TRBV5-8
TRBV14
TRBV27
TRBV19
TRBV20-1
TRBV10-1
TRBV5-6
TRBV30
TRBV10-3
TRBV30
TRBV10-1
TRBV24-1
TRBV11-1
TRBV24-1
TRBV10-3
TRBV10-2
TRBV7-8
TRBV7-4
TRBV11-3
TRBV13
TRBV7-9
TRBV6-6
TRBV7-3
TRBV7-9
TRBV15

TRBJ2-3
TRBJ2-2
TRBJ1-6
TRBJ2-2
TRBJ1-6
TRBJ1-5
TRBJ1-3
TRBJ1-5
TRBJ2-4
TRBJ1-4
TRBJ2-5
TRBJ2-1
TRBJ1-3
TRBJ1-4
TRBJ2-1
TRBJ2-6
TRBJ2-2
TRBJ1-2
TRBJ2-5
TRBJ1-3
TRBJ2-3
TRBJ2-5
TRBJ2-6
TRBJ1-2
TRBJ2-5
TRBJ1-2
TRBJ2-5
TRBJ1-1
TRBJ1-1
TRBJ2-7
TRBJ2-1
TRBJ1-5
TRBJ2-1
TRBJ1-1
TRBJ1-6
TRBJ1-2
TRBJ2-5
TRBJ1-4
TRBJ1-3
TRBJ2-3
TRBJ2-6
TRBJ1-6

TRBJ2-4

97
97
97
9%
95
95
95
94
93
92
91
90
90
90
89
88
87
86
86
85
85
84
84
83
82
81
80
78
78
76
75
74
73
72
72
72
71
71
70
70
70
68
67

0.000648665
0.000648665
0.000648665
0.000641977

0.00063529

0.00063529

0.00063529
0.000628603
0.000621915
0.000615228
0.000608541
0.000601854
0.000601854
0.000601854
0.000595166
0.000588479
0.000581792
0.000575105
0.000575105
0.000568417
0.000568417

0.00056173

0.00056173
0.000555043
0.000548356
0.000541668
0.000534981
0.000521607
0.000521607
0.000508232
0.000501545
0.000494857

0.00048817
0.000481483
0.000481483
0.000481483
0.000474796
0.000474796
0.000468108
0.000468108
0.000468108
0.000454734

0.000448047
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0
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0.000546448
0.000546448
0.002185792
0
0.001639344
0
0.001092896
0.000546448
0

0
0.001092896
0.000546448
0.000546448
0.001639344
0
0.000546448
0.006010929
0.001639344
0.001639344
0.001092896
0
0.001092896
0.002185792
0.000546448
0
0.001639344
0
0.001092896
0.00273224
0.000546448
0.000546448
0.001092896
0

0
0.005464481
0

0
0.001092896
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TRBV24-1
TRBV23-1
TRBV30
TRBV23-1
TRBV6-8
TRBV5-8
TRBV11-2
TRBV24-1
TRBV6-6
TRBV11-2
TRBV5-8
TRBV13
TRBV5-6
TRBV7-4
TRBV2
TRBV7-2
TRBV11-1
TRBV5-1
TRBV25-1
TRBV5-8
TRBV6-4
TRBV19
TRBV23-1
TRBV5-4
TRBV11-1
TRBV6-5
TRBV15
TRBV10-1
TRBV28
TRBV5-4
TRBV27
TRBV4-1
TRBV7-8
TRBV10-2
TRBV10-3
TRBV19
TRBV4-3
TRBV4-3
TRBV6-7
TRBV27
TRBV5-4
TRBV6-1
TRBV28

TRBJ2-1
TRBJ1-6
TRBJ2-1
TRBJ1-5
TRBJ2-7
TRBJ2-2
TRBJ1-6
TRBJ2-2
TRBJ2-2
TRBJ2-2
TRBJ2-7
TRBJ2-5
TRBJ1-5
TRBJ2-3
TRBJ2-6
TRBJ1-4
TRBJ2-7
TRBJ1-3
TRBJ2-3
TRBJ2-3
TRBJ1-3
TRBJ2-3
TRBJ1-2
TRBJ1-6
TRBJ1-1
TRBJ1-4
TRBJ2-2
TRBJ2-5
TRBJ2-6
TRBJ1-5
TRBJ2-5
TRBJ2-6
TRBJ2-5
TRBJ2-2
TRBJ2-2
TRBJ1-3
TRBJ1-4
TRBJ2-6
TRBJ2-7
TRBJ1-4
TRBJ2-5
TRBJ2-2

TRBJ1-4

67
67
66
66
65
65
64
63
63
62
62
62
62
62
61
60
59
59
59
59
59
58
57
57
57
56
56
56
55
55
54
53
53
52
52
52
52
52
52
51
51
50
50

0.000448047
0.000448047
0.000441359
0.000441359
0.000434672
0.000434672
0.000427985
0.000421298
0.000421298

0.00041461

0.00041461

0.00041461

0.00041461

0.00041461
0.000407923
0.000401236
0.000394549
0.000394549
0.000394549
0.000394549
0.000394549
0.000387861
0.000381174
0.000381174
0.000381174
0.000374487
0.000374487
0.000374487
0.000367799
0.000367799
0.000361112
0.000354425
0.000354425
0.000347738
0.000347738
0.000347738
0.000347738
0.000347738
0.000347738

0.00034105

0.00034105
0.000334363

0.000334363
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0.006557377
0
0.000546448
0
0.00273224
0

0

0

0
0.000546448

0.001092896
0
0
0
0
0

0.000546448
0.000546448
0.001092896
0
0
0.001092896
0.000546448
0.000546448
0
0.000546448
0.001639344
0.002185792
0
0
0.001639344
0.000546448
0.001639344
0.001092896
0.001092896
0.007650273
0
0
0
0.002185792
0
0.000546448

0.001639344



TRBV13
TRBV5-3
TRBV30
TRBV7-8
TRBV13
TRBV5-1
TRBV18
TRBV7-8
TRBV12-5
TRBV30
TRBV16
TRBV6-1
TRBV6-8
TRBV24-1
TRBV25-1
TRBV4-2
TRBV6-4
TRBV5-6
TRBV23-1
TRBV5-6
TRBV7-3
TRBV10-2
TRBV14
TRBV19
TRBV3-1
TRBV10-3
TRBV4-3
TRBV11-1
TRBV16
TRBV6-6
TRBV6-7
TRBV6-6
TRBV19
TRBV27
TRBV5-3
TRBV6-1
TRBV7-6
TRBV5-1
TRBV24-1
TRBV7-2
TRBV23-1
TRBV30

TRBV6-6

TRBJ2-3
TRBJ2-7
TRBJ2-5
TRBJ2-3
TRBJ2-1
TRBJ2-2
TRBJ2-6
TRBJ1-4
TRBJ2-3
TRBJ1-3
TRBJ1-2
TRBJ2-6
TRBJ2-5
TRBJ2-5
TRBJ2-5
TRBJ1-6
TRBJ2-4
TRBJ2-2
TRBJ1-1
TRBJ2-3
TRBJ1-3
TRBJ2-7
TRBJ2-4
TRBJ1-6
TRBJ1-6
TRBJ2-3
TRBJ2-5
TRBJ1-2
TRBJ1-1
TRBJ1-6
TRBJ2-2
TRBJ1-3
TRBJ2-6
TRBJ1-6
TRBJ1-2
TRBJ1-3
TRBJ2-3
TRBJ2-6
TRBJ2-3
TRBJ2-6
TRBJ2-5
TRBJ2-2

TRBJ2-5

49
49
49
49
49
49
48
48
47
47
47
44
44
43
43
43
43
42
42
42
42
41
41
40
40
39
39
38
38
38
37
37
36
35
34
34
34
33
33
33
32
32
31

0.000327676
0.000327676
0.000327676
0.000327676
0.000327676
0.000327676
0.000320989
0.000320989
0.000314301
0.000314301
0.000314301

0.00029424

0.00029424
0.000287552
0.000287552
0.000287552
0.000287552
0.000280865
0.000280865
0.000280865
0.000280865
0.000274178
0.000274178
0.000267491
0.000267491
0.000260803
0.000260803
0.000254116
0.000254116
0.000254116
0.000247429
0.000247429
0.000240741
0.000234054
0.000227367
0.000227367
0.000227367

0.00022068

0.00022068

0.00022068
0.000213992
0.000213992

0.000207305
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0.000546448
0.000546448
0.001092896
0.001092896
0.001639344
0.002185792
0.001092896
0
0.000546448
0.002185792
0
0
0
0.003278689
0
0
0
0.001092896
0
0
0
0.000546448
0
0
0
0.000546448

0.001639344
0
0.001092896
0
0
0
0
0.000546448
0.003825137
0
0.000546448
0.002185792
0



TRBV30
TRBV12-5
TRBV29-1
TRBV30
TRBV10-1
TRBV11-1
TRBV29-1
TRBV5-4
TRBV6-6
TRBV10-3
TRBV11-1
TRBV25-1
TRBV6-9
TRBV29-1
TRBV23-1
TRBV25-1
TRBV13
TRBV11-2
TRBV24-1
TRBV10-2
TRBV10-3
TRBV11-3
TRBV11-3
TRBV15
TRBV6-9
TRBV5-1
TRBV6-6
TRBV11-3
TRBV23-1
TRBV25-1
TRBV10-1
TRBV13
TRBV7-4
TRBV7-6
TRBV10-1
TRBV28
TRBV7-4
TRBV10-2
TRBV11-3
TRBV27
TRBV5-6
TRBV6-7

TRBV6-1

TRBJ2-3
TRBJ1-6
TRBJ2-6
TRBJ1-4
TRBJ2-2
TRBJ2-5
TRBJ1-3
TRBJ1-3
TRBJ2-6
TRBJ1-3
TRBJ2-2
TRBJ1-4
TRBJ2-7
TRBJ2-4
TRBJ2-1
TRBJ1-3
TRBJ2-6
TRBJ1-3
TRBJ1-4
TRBJ2-1
TRBJ1-6
TRBJ1-5
TRBJ2-4
TRBJ2-6
TRBJ1-1
TRBJ1-6
TRBJ1-4
TRBJ1-3
TRBJ1-3
TRBJ2-6
TRBJ1-3
TRBJ1-6
TRBJ2-1
TRBJ2-7
TRBJ1-5
TRBJ1-6
TRBJ2-2
TRBJ2-3
TRBJ2-6
TRBJ2-4
TRBJ1-3
TRBJ1-1

TRBJ1-6

30
30
30
29
29
29
29
29
29
28
28
28
28
27
27
27
26
26
26
25
25
25
25
25
24
23
23
23
23
23
22
22
22
21
21
21
21
20
20
20
20
20
19

0.000200618
0.000200618
0.000200618
0.000193931
0.000193931
0.000193931
0.000193931
0.000193931
0.000193931
0.000187243
0.000187243
0.000187243
0.000187243
0.000180556
0.000180556
0.000180556
0.000173869
0.000173869
0.000173869
0.000167182
0.000167182
0.000167182
0.000167182
0.000167182
0.000160494
0.000153807
0.000153807
0.000153807
0.000153807
0.000153807

0.00014712

0.00014712

0.00014712
0.000140433
0.000140433
0.000140433
0.000140433
0.000133745
0.000133745
0.000133745
0.000133745
0.000133745

0.000127058
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0.001092896
0
0
0.000546448

0
0
0
0
0

0.001092896
0
0
0
0.001092896
0
0

0.000546448
0
0
0
0
0
0
0
0

0.001092896
0.001092896
0
0
0
0.001092896
0
0
0.000546448
0.001092896
0.001639344
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TRBV7-9
TRBV24-1
TRBV5-4
TRBV6-5
TRBV6-9
TRBV7-6
TRBV2
TRBV27
TRBV7-9
TRBV12-5
TRBV24-1
TRBV4-1
TRBV13
TRBV6-8
TRBV10-2
TRBV11-1
TRBV23-1
TRBV6-9
TRBV7-6
TRBV13
TRBV11-1
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Table 10: Cell Line Identified VJ Rearrangements

Cell Reference
Line Internal | Collection# | Alpha Beta Gamma Delta
Previously Documented/Known TCR Configurations
SE14- ATCC CCL-
CEM 2035 119 NA
TRBJ1-5 - TRBJ2-1 (partial
rearrangement)
TRBV9 - TRBD2 (partial
rearrangement)
Observed
Alpha (Counts) Beta (Counts) Gamma (Counts)
TRAV27#1TRAJA0#1 (987)
TRAV29_DVS5#1TRAJA#1 (765) TRBV3-2#3TRBJ2-3#1 (512)
TRAV29_DVS5#3TRAJ4#1 (45) TRBV3-2#3TRBJ2-4#1 (45)
TRAV27#3TRAJA0#1 (3) TRBV3-1#1TRBJ2-5#1 (8) TRGV5#1TRGJ2#1 (106)
TRAV27#2TRAJA0#1 (1) TRBV3-1#1TRBJ2-4#1 (4)
TRAV8-6#2TRAJ20#1 (1) TRBV3-1#1TRBJ2-6#1 (2)
TRBV3-2#3TRBJ2-6#1 (2)
TRBVO#2TRBJ2-1#1 (1)
Previously Documented/Known TCR Configurations
SE14- DSMZ ACC-
Jurkat 2033 282 NA
Observed
TRBV12-4#1TRBJ1-2#1 (608)
TRBV12-4#2TRBJ1-2#1 (137)
TRAV12-3#2TRAJ26#1 (16)
TRAV17#1TRAJ244#2 (7)
TRAV17#1TRAJ16#1 (4)
TRAV17#1TRAJ29#1 (3)
TRAV14_DVA4#2TRAJ24#2 (2)
TRAV16#1TRAJ29#1 (1)
TRAV17#1TRAJ32#1 (1)
TRAV29_DV5#1TRAJA#1 (1)
TRAV9-2#1TRAJ29#1 (1)
Previously Documented/Known TCR Configurations
SE14- ATCC CRL-
MOLT4 | 2034 1582 NA NA
Observed
TRAV1-1#1TRAJ33#1 (799) ND
TRAV1-1#1TRAJ24#2 (621)
TRAV1-1#2TRAJ24#2 (79) TRBV20_OR9-2#3TRBJ2-1#1 (384) TRGV8#1TRGJP1#1 (1)
TRAV1-1#2TRAJ33#1 (1) TRBV10-3#2TRBJ2-6#1 (91)




TRBV20-1#7TRBJ2-1#1 (3)

TRBV20_OR9-2#3TRBJ2-2#1 (2)

TRBV20-1#1TRBJ2-2#1 (1)

TRBV20-1#3TRBJ2-1#1 (1)

SUPT1

SE14-
2005

ATCC CRL-
1942

NA

Previously Documented/Known TCR Configurations

TRAV1-1#1TRAJ12#1 (1110)

TRAV1-1#2TRAJ8#1 (836)

TRAV1-1#1TRAJ8#1 (263)

Observed

TRBV9#2TRBJ2-24#1 (9)

TRGV3 - TRGJ1/TRGJ2

TRAV1-1#2TRAJ12#1 (4)

TRBV5-3#1TRBJ2-5#1 (8)

TRGV3#2TRGJ2#1 (683)

TRGV3#1TRGJ2#1 (198)

TRAV29_DV5#1TRAJ26#1 (3)

TRBV5-3#2TRBJ2-5#1 (4)

TRGV5P#2TRGJ2#1 (156)

TRAV8-4#6TRAJ3#1 (1)

TRBV7-2#4TRBJ2-7#1 (4)

TRBV5-3#1TRBJ2-3#1 (2)

TRBVO#2TRBJ2-2P#1 (2)

TRBV6-3#1TRBJ2-5#1 (1)

TRBV7-2#4TRBJ2-2#1 (1)

Table cell colors (green: alpha, blue/purple: beta, red/orange: gamma) correspond to
previously reported unique VJ TCR configurations compiled at the following IMGT

location:
http://www.imgt.org/IMGTrepertoire/Probes/Rearrangements%20and%20junctions/huma
n/Hu_TRrea.html



Table 11.1: Sample summary with beta V] clonality scores

clonality.sco
sample re.beta
A037 0.00
L2D8 0.98
M36-EZM 0.02
M36-TIL2-1E7P3 0.02
OV7-TIL2 0.11
CEM 0.96
Jurkat 0.97
MOLT4 0.30
SUPT1 0.99
STIM1-CY3 0.10
A037_CD3_1S 0.00
A037_PBMC_1S 0.01
A037_PBMC_TCR
_A 0.02
A037_PBMC_TCR
_B 0.02
A037_PBMC_TCR
_D 0.02
A037_PBMC_TCR
_E 0.00
A037_PBMC_TCR
_F 0.00
A037_PBMC_TCR
_G 0.02
A037_PBMC_TCR
_H 0.01
A037_PBMC_TCR
2 0.04
A037_PBMC_TCR
_K 0.01
A037_PBMC_TCR
L 0.01
16_01_A037_PB
MC_TCR_F 0.01
16_01_A037_PB
MC_TCR_H 0.00
16_11_A037_PB
MC_TCR_VIJ 0.04
A037_PBMC_TCR
-V 0.01
H128_PBMC_TCR
-V 0.07
H129_PBMC_TCR
-V 0.02
H130_PBMC_TCR
-V 0.02
H131_PBMC_TCR
-V 0.01

BIOMED
.beta

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

capTCRse VJ.count
g.beta s.beta

NA 613
NA 1178
NA 122
NA 1761
NA 2176
NA 1635
NA 1099
NA 3147
NA 2143
NA 1764
NA 3665
NA 592
NA 100
NA 828
NA 208
NA 2049
NA 1637
NA 198
NA 1107
NA 152
NA 171
NA 111
NA 331
NA 720
NA 136
NA 1830
NA 5134
NA 2851
NA 3908
NA 2356

max.v.beta
TRBV20-1

TRBV7-8

TRBV5-4, TRBVS5-5, TRBV5-6,
TRBVS5-7, TRBV5-8
TRBV2

TRBV7-8

TRBV9

TRBV12-3, TRBV12-4
TRBV20-1

TRBV3-1

TRBV9

TRBV25-1

TRBV6-2, TRBV6-3
TRBVS5-4, TRBV5-8
TRBV20-1

TRBV20-1

TRBV6-2, TRBV6-3
TRBV24-1

TRBV6-1

TRBV6-2, TRBV6-3
TRBV10-2

TRBV5-4, TRBVS5-5, TRBV5S-7,
TRBVS5-8

TRBV6-2, TRBV6-3
TRBV7-6, TRBV7-7
TRBV6-1

TRBV7-6, TRBV7-7, TRBV3-2,
TRBVS5-6

TRBV6-2, TRBV6-3
TRBV11-3

TRBV19

TRBV6-1

TRBV27

max.j.
beta
TRBJ2-
1
TRBJ1-
6
TRBJ2-
2P
TRBJ2-
1
TRBJ2-
5
TRBJ2-
1
TRBJ1-
2
TRBJ2-
1
TRBJ2-
3
TRBJ2-
3
TRBJ2-
1
TRBJ2-
5
TRBJ1-
6
TRBJ2-
3
TRBJ1-
6
TRBJ2-
5
TRBJ1-
6
TRBJ2-
1
TRBJ2-
5
TRBJ2-
7
TRBJ2-
2P
TRBJ2-
5
TRBJ1-
6
TRBJ2-
4
TRBJ1-
3
TRBJ2-
5
TRBJ2-
3
TRBJ1-
3
TRBJ1-
2
TRBJ1-
3

op.beta

max.clone.pr

0.01

0.98

0.07

0.08

0.31

0.97

0.98

0.63

0.99

0.28

0.01

0.02

0.11

0.05

0.04

0.01

0.02

0.12

0.03

0.06

0.02

0.03

0.04

0.02

0.08

0.02

0.10

0.03

0.07

0.02
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|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|

clonal
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|

298

436

755

476

1731

114

572

1281

981

1288

618

150

1047

1021

3165

623

737

547

979

728

410

1271

828

252

653

192

370

466

291

300

339

375

185

TRBV10-1

TRBV7-3

TRBV12-3, TRBV12-4

TRBV2

TRBV7-8

TRBV6-7

TRBV7-3

TRBV6-5

TRBV6-5

TRBV2

TRBV7-6, TRBV7-7

TRBV7-6

TRBV19

TRBV11-2

TRBV11-2

TRBV28

TRBV7-6, TRBV7-7

TRBV6-4, TRBV7-6, TRBV7-7

TRBV11-2

TRBV20-1

TRBV29-1

TRBV6-5

TRBV6-4

TRBV27

TRBV11-2, TRBV11-1

TRBV6-5, TRBV6-2, TRBV6-3,

TRBV6-6, TRBV6-8

TRBV7-3

TRBV6-4

TRBV4-2

TRBV15

TRBV20-1

TRBV28

TRBV20-1

TRBJ2-
1
TRBJ2-
3
TRBJ2-
7
TRBJ1-
1
TRBJ1-
4
TRBJ1-
5
TRBJ2-
3
TRBJ2-
1
TRBJ2-
3
TRBJ2-
2
TRBJ1-
3
TRBJ1-
1
TRBJ2-
1
TRBJ1-
4
TRBJ1-
1
TRBJ2-
2
TRBJ1-
3
TRBJ1-
3
TRBJ1-
2
TRBJ2-
3
TRBJ2-
7
TRBJ1-
1
TRBJ1-
3
TRBJ1-
3
TRBJ2-
3
TRBJ1-
5
TRBJ1-
2
TRBJ2-
3
TRBJ2-
4
TRBJ2-
1
TRBJ2-
5
TRBJ2-
7
TRBJ2-
5

0.08

0.04

0.05

0.07

0.20

0.05

0.05

0.10

0.02

0.03

0.07

0.09

0.15

0.06

0.01

0.01

0.01

0.02

0.02

0.02

0.02

0.02

0.03

0.03

0.03

0.04

0.04

0.04

0.04

0.05

0.05

0.05

0.05



TCL-058

TCL-016

TCL-028

TCL-047

TCL-044

TCL-023

TCL-061

TCL-006

TCL-011

0.01

0.02

0.01

0.02

0.03

0.03

0.02

0.05

0.05

Polyclon
al
Polyclon
al
Polyclon
al
Polyclon
al
Polyclon
al
Polyclon
a
Polyclon
a
Polyclon
a
Polyclon
a

polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|
polyclona
|

246

337

79

369

431

216

163

39

93

TRBV20-1

TRBV27

TRBV2

TRBV14

TRBV19

TRBV6-4

TRBV24-1

TRBV9Y

TRBV27

TRBJ2-

TRBJ1-

TRBJ1-

TRBJ1-

TRBJ1-

TRBJ1-

TRBJ1-

TRBJ1-

TRBJ1-

0.06

0.06

0.06

0.07

0.08

0.10

0.10

0.15

0.19



Table 11.2: Sample summary with gamma V] clonality scores

sample
A037
L2D8

M36-EZM

M36-TIL2-1E7P3
OV7-TIL2
SE14-2005

SE14-2033
SE14-2034

SE14-2035
STIM1-CY3
A037_CD3_1S

A037_PBMC_1S
A037_PBMC_TC
RA
A037_PBMC_TC
R_B
A037_PBMC_TC
R_D
A037_PBMC_TC
RE
A037_PBMC_TC
RF
A037_PBMC_TC
R_G
A037_PBMC_TC
R_H
A037_PBMC_TC
R
A037_PBMC_TC
R_K
A037_PBMC_TC
R_L
16_01_A037_PB
MC_TCR_F
16_01_A037_PB
MC_TCR_H
16_11_A037_PB
MC_TCR_VJ
A037_PBMC_TC
RV
H128_PBMC_TC
RV
H129_PBMC_TC
RV
H130_PBMC_TC
RV
H131_PBMC_TC
RV
H132_PBMC_TC
RV

clonality.scor
e.gamma

0.003952569
0.985828167

0.008474576

0.022125813
0.120605469
0.439915966

0.094612352
0.052496799

0.484712901
0.113919544
0.000510117
0.007246377
0.073170732
0.00618238
0.009009009
0.004521964
0.005059022
0.077922078
0.004545455
0.007518797
0.015151515
0.008064516
0.003395586
0.005428882
0.021875
0.004919323
0.029886611
0.008526512
0.017524131
0.002162702

0.006557377

BIOMED.
gamma

NA

NA

NA
NA

NA

NA

NA
NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

NA

capTCRseq
.gamma

NA
NA

NA
NA

NA
NA

NA
NA

NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA

NA

VJ.counts.
gamma

759

1129

118
2305

2048

2380

1522
1562

2682

2809

5881

828

41

647

3096

2965

77

220

133

198

124

589

320

5082

13317

7506

10671

6011

9455

max.v.gamma

TRGV4

TRGV4

TRGV3, TRGV5
TRGV9

TRGV10

TRGV3

TRGV8
TRGV2

TRGV3

TRGV9

TRGV3, TRGV5

TRGV9

TRGV8

TRGV2, TRGV3, TRGVS,

TRGV5P

TRGV7

TRGV8

TRGV9

TRGV2

TRGV10

TRGV10

TRGV9

TRGV9

TRGV2

TRGV2

TRGV9

TRGV2

TRGV9

TRGV2

TRGV2

TRGV3

TRGV4

max.j.g
amma
TRGIJ1,
TRGJ2
TRGJ2,
TRGJ1
TRGJ1,
TRGJ2

TRGIP
TRGJ2,
TRGJ1
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2

TRGJP1
TRGJ2,
TRGJ1
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2

TRGIP2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ2,
TRGJ1
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2

TRGIP1
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ2,
TRGJ1
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2

max.clone.pr
op.gamma

0.013175231
0.991142604

0.050847458

0.073752711
0.3046875
0.555042017

0.547306176
0.526248399

0.514541387
0.198291207
0.00374086
0.024154589
0.268292683
0.043276662
0.036036036
0.018410853
0.019224283
0.220779221
0.045454545
0.030075188
0.035353535
0.024193548
0.020373514
0.022801303
0.05
0.014364423
0.064278741
0.016786571
0.035235686
0.006488105

0.013749339



H133_PBMC_TC
RV

invivoscribe_neg

invivoscribe_pos
invivoscribe_AO
37
invivoscribe_H1
28
invivoscribe_H1
29
invivoscribe_H1
30
invivoscribe_H1
31
invivoscribe_H1
32
invivoscribe_H1
33

TCL-063

TCL-019

TCL-034
TCL-022
TCL-020
TCL-036
TCL-031

TCL-053
TCL-046

TCL-007

TCL-050
TCL-030
TCL-012
TCL-039

TCL-035

TCL-004

TCL-027

TCL-051

TCL-005

TCL-059
TCL-042
TCL-052
TCL-032
TCL-037

TCL-049

0.003499863

NA
NA

NA

NA

NA

NA

NA

NA

NA

0.22

0.17

0.20

0.50

0.39

0.98

0.39
0.46

0.39

0.18

0.05

0.27

0.03

0.04

0.03

0.01

0.07

0.09

0.01

0.06

0.00

0.01

0.01

0.02

NA
NA
NA

NA
NA
NA
NA
NA
NA
NA
Clonal

Clonal

Clonal
Clonal
Clonal
Clonal
Clonal

Clonal

Clonal

Clonal

Clonal
Clonal
Clonal
Clonal

Clonal

Clonal

Clonal

Clonal

Clonal

Clonal
Clonal
ND
ND
ND

Polyclona
|

NA
NA
NA

NA
NA
NA
NA
NA
NA
NA
clonal

clonal

clonal
clonal
clonal
clonal
clonal

clonal

clonal

clonal

clonal
clonal
clonal
polyclonal

polyclonal

polyclonal

polyclonal

polyclonal

polyclonal

polyclonal
polyclonal
clonal

polyclonal
polyclonal

clonal

NA
NA

NA

NA

NA

NA

NA

NA

NA

14572

334

3579
3478

1825

1921

4556

463

627
908

2768
398

477

2707

256

1871
186

1239
81

220
1535

327

6168

446

989

1418

TRGV10
NA
NA

NA

NA

NA

NA

NA

NA

NA

TRGV4

TRGV7
TRGV10

TRGV4

TRGV9

TRGV8

TRGV5

TRGV2
TRGV4

TRGV5
TRGV10

TRGV2

TRGV3

TRGV10

TRGV9
TRGV10

TRGV9
TRGV2

TRGV9
TRGV10

TRGV8

TRGV10

TRGV11

TRGV4

TRGV4

TRGJP1
NA
NA

NA

NA

NA

NA

NA

NA

NA
TRGJ2,
TRGJ1
TRGI1,
TRGJ2

TRGJP2
TRGJ2,
TRGJ1
TRGJ1,
TRGJ2
TRGJ2,
TRGJ1
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2

TRGJP2
TRGJ2,
TRGJ1

TRGJP1
TRGI1,
TRGJ2
TRGJ2,
TRGJ1
TRGJ1,
TRGJ2
TRGI1,
TRGJ2

TRGJP1
TRGI1,
TRGJ2

TRGJP2
TRGJ1,
TRGJ2

TRGJP1
TRGI1,
TRGJ2
TRGJ1,
TRGJ2
TRGI1,
TRGJ2
TRGI1,
TRGJ2
TRGI1,
TRGJ2

0.006862476

NA

NA

NA

NA

NA

NA

NA

NA

NA
0.16
0.32
0.23
0.24
0.50
0.41
0.99
0.45
0.50

0.507586705

0.23

0.12

0.528629479

0.09

0.09

0.091397849

0.05

0.15

0.140909091

0.04

0.16

0.01

0.04

0.02

0.06



TCL-038

TCL-041

TCL-017

TCL-024

TCL-010

TCL-057

TCL-001

TCL-026

TCL-045

TCL-013

TCL-008

TCL-021

TCL-033

TCL-009

TCL-015

TCL-064

TCL-029

TCL-018

TCL-003

TCL-060

TCL-025

TCL-055

TCL-040

TCL-002

TCL-048

TCL-043

TCL-056

TCL-054

TCL-062

TCL-014

TCL-058

TCL-016

TCL-028

0.03

0.15

0.01

0.01

0.02

0.01

0.00

0.05

0.01

0.02

0.01

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.01

0.01

0.00

0.00

0.01

0.00

0.01

0.03

0.01

0.00

0.01

0.01

0.01

0.01

Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|

clonal

clonal

clonal

clonal

clonal

polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal
polyclonal

polyclonal

2265

181

737

2678

1451

1888

137

2341

1583

4230

1003

1112

1001

1703

965

679

1758

1656

500

1320

443

744

815

318

540

674

310

307

594

128

TRGV3

TRGV10

TRGV4

TRGV4

TRGV2

TRGV11

TRGV4

TRGV4

TRGV6

TRGV3

TRGV4

TRGV4

TRGV10

TRGV8

TRGV7

TRGV4

TRGV3, TRGV4, TRGVS,

TRGV5P, TRGV7

TRGV3, TRGV5

TRGV4

TRGV8

TRGV3, TRGV5

TRGV10

TRGV5, TRGV3

TRGV3, TRGV5

TRGV2

TRGV2

TRGV9

TRGV3

TRGV10

TRGV9

TRGV11

TRGV4

TRGV9

TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2

TRGIP1
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2

TRGIP1
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2

TRGIP2
TRGJ1,
TRGJ2

TRGIP1
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2

TRGIP
TRGJ1,
TRGJ2

TRGIP1
TRGJ1,
TRGJ2

TRGIP2
TRGJ1,
TRGJ2
TRGJ1,
TRGJ2

0.08

0.21

0.06

0.04

0.066840926

0.02

0.019067797

0.08

0.07

0.08

0.031585597

0.01

0.01

0.013489209

0.01

0.01

0.01

0.01

0.017064846

0.01

0.02

0.02

0.02

0.025537634

0.02

0.04

0.07

0.03

0.03

0.04

0.04

0.03

0.05



TCL-047

TCL-044

TCL-023

TCL-061

TCL-006

TCL-011

0.01

0.03

0.00

0.03

0.08

0.05

Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|
Polyclona
|

polyclonal
polyclonal
polyclonal
polyclonal
polyclonal

polyclonal

524

694

440

184

26

275

TRGV4

TRGV2

TRGV9

TRGV2

TRGV2

TRGV10

TRGJ1,
TRGJ2 0.04
TRGJ1,

TRGJ2 0.06
TRGIP 0.04
TRGIP2 0.09
TRGJ1,

TRGJ2 0.192307692
TRGJ1,

TRGJ2 0.090909091



Table 11.3: Sample summaries with MiXCR metrics

sample
A037
L2D8

M36-EZM
M36-TIL2-
1E7P3

OV7-TIL2
CEM
Jurkat
MOLT4
SUPT1
STIM1-CY3

A037_CD3_

18
A037_PBM
C_1S
A037_PBM
C_TCR A
A037_PBM
C_TCR B
A037_PBM
C_TCR_ D
A037_PBM
C_TCR E
A037_PBM
C_TCR F
A037_PBM
C_TCR G
A037_PBM
C_TCR_H
A037_PBM
C_TCR_J
A037_PBM
C_TCR K
A037_PBM
C_TCR L
16_01_A03
7_PBMC_T
CRF
16_01_A03
7_PBMC_T
CR_H
16_11_A03
7_PBMC_T
CR_VI
A037_PBM
C_TCR-IV
H128_PBM
C_TCR-IV
H129_PBM
C_TCR-IV
H130_PBM
C_TCR-IV
H131_PBM
C_TCR-IV

H132_PBM

Libra
ry
Input

100
100
100

100
100
100
100
100
100
100

100
100
100
200
600
800
1000
200
600
200
600

1000

500

250

100

513

1490

600

665

695
1550

Total
sequenci
ng reads

1662388
1431726
1976892

1369917
2054143
1199994
1178175
1104126
1496898
1615241
4000917
4062770
1793597
9572076
1134571

5
8026681
1252094

5
1065835

9
8222076
1666572

9
8578864

2027832
5

4299090

6474282

1889925
6296940
6775082
7097646
7788666

7857953
7031963

Successfully
aligned
reads %

2.37
1.97

2.06

15
1.73
1.67
2.39
2.07

0.06

0.68

Alignment failed

because of absence

of V hits %

0.2
0.19
0.21

0.14
0.18
0.05
0.12
0.12
0.14
0.18

0.2

0.19

0.06

0.03

0.02

0.02

0.03

0.06

0.03

0.01

0.01

0.01

0.03

0.03

0.44

0.41

0.39

0.38

0.38

0.44

Alignment failed
because of absence

of J hits %

92.34
91.96
92.84

92.52
92.2
93
93.14
93.29
91.32
92.16

91.38

91.39

91.07

91.33

91.06

93.74

92.38

90.89

91.96

90.77

91.21

90.88

91.88

92.25

89.96

89.2

89.15

89.19

89.31

89.38
89

Final
clonotyp
e count

1266
132
305

686
491

65
107

42
148
305

6724
1245
46
203
459
2550
3759
56
993
480
632

501

904

991

720
7131
12601
10078
10463

9074
15690

Reads used in
clonotypes,
percent of total

0.22
0.38
0.09

0.51
0.39
0.59
0.38
0.62

0.6
0.49

0.49
0.13
0.01
0.03

0.01

0.01
0.06
0.01

0.01

0.06

0.07

0.1
0.27
0.52
0.32
0.37

0.26

0.44



C_TCR-IV

H133_PBM
C_TCR-JV
invivoscribe
_nheg
invivoscribe
_pos
invivoscribe
_A037
invivoscribe
_H128
invivoscribe
_H129
invivoscribe
_H130
invivoscribe
_H131
invivoscribe
_H132
invivoscribe
_H133

TCL-063
TCL-019
TCL-034
TCL-022
TCL-020
TCL-036
TCL-031
TCL-053
TCL-046
TCL-007
TCL-050
TCL-030
TCL-012
TCL-039
TCL-035
TCL-004
TCL-051
TCL-005
TCL-059
TCL-042
TCL-052
TCL-032
TCL-037
TCL-049
TCL-038
TCL-041
TCL-017
TCL-024
TCL-010

675

100

100

100

100

100

100

100

100

100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100

7127161

1445109

2233912

2161768

2469927

1666215

2559070

1811878

2547352

1629052
3364355
5908050
6238274
6227072
3924635
4205728
3603354
3021812
4658895
3974363
4481688
2752939
5618429
4486676
4746431
3518652
5754173
4397521
4592030
4303321
7501730
4350896
5525248
3713745
5344892
4990390
3619902
5507224
4068539

3.59

60.95

57.36

57.37

59.25

57.92

59.97

61.87

60.26

59.81
0.75
2.3
2.19
2.29
0.76
2.37
0.36
0.35
0.24
13
0.32
0.69
0.68
0.32
211
1.25
0.29
1.28
211
1.25
1.58
0.7
1.29
1.27
2.19
221
0.34
1.33
1.22

0.46

0.24

0.13

0.1

0.16

0.13

0.16

0.14

0.18
0.21
0.16
0.14
0.17
0.15
0.16

0.1
0.14
0.08
0.22
0.13
0.05
0.11
0.08
0.31
0.19
0.07
0.19
0.27
0.19
0.09
0.04
0.16
0.17

0.2

0.2
0.12
0.14
0.17

88.88

37.85

37.93

36.81

35.27

33.36

34.91

34.82
90.77
91.34
91.45

91.5
90.76
91.08
90.69
90.77
90.75
91.56
90.72
91.04
90.96
90.78
91.18
91.75
90.68
91.81
91.34
91.61

91.4
91.35
91.73
91.61
91.58
91.35
90.78
91.85
91.61

17702

14682

14019

9530

18612

15346

12656

11088

17855

18838
396
1178
814
793
110
743
74
178
88
280
262
463
656
242
1202
213
172
214
923
218
3138
536
481
647
546
871
252
480
648

0.55

7.68

9.01

6.92

22.53

6.83

6.7

9.53

18.51

19.89
0.05
0.25
0.21
0.16
0.24
0.41
0.04
0.05
0.05
0.14
0.03
0.06
0.11
0.02
0.19
0.06
0.01
0.06
0.17
0.06
0.29
0.05
0.08
0.13
0.12

0.2
0.02
0.08
0.19



TCL-057
TCL-001
TCL-026
TCL-045
TCL-013
TCL-008
TCL-021
TCL-033
TCL-009
TCL-015
TCL-064
TCL-029
TCL-018
TCL-003
TCL-060
TCL-025
TCL-055
TCL-040
TCL-002
TCL-048
TCL-043
TCL-056
TCL-054
TCL-062
TCL-014
TCL-058
TCL-016
TCL-028
TCL-047
TCL-044
TCL-023
TCL-061
TCL-006
TCL-011

100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100

5056319
3752739
6906974
4275809
5620960
6682740
6578214
3503115
4700631
4487351
5237019
4170770
5351255
4697461
4605546
4866375
5009935
4491531
3891245
5379058
5232483
5528712
5491623
3354742
3848069
4919699
5073779
5931733
4969966
6164907
5073756
5599126
4787256
2264111

2.13
1.72
2.24
2.14
0.67
1.39
2.13
0.77
0.76

0.7
2.09
0.78
0.77
1.51
2.14
0.69
1.24
0.33
1.24
2.14
221
2.15

0.7
0.83
1.28

13
0.32
2.09
2.15
131
2.16
0.33
1.24

0.28
0.04
0.17
0.34
0.13
0.13
0.15
0.04
0.06
0.08

0.3
0.07
0.08
0.06
0.29
0.06
0.16
0.09

0.2
0.27
0.21
0.31
0.33
0.13
0.14

0.2
0.18
0.09
0.38
0.25
0.21

0.3
0.08
0.22

91.24
91.55
91.58
91.4
90.69
91.71
91.52
90.95
90.9
90.87
91.35
90.79
91
91.77
91.13
90.62
91.7
90.69
91.69
91.36
91.61
91.22
91.2
90.77
91.21
91.78
91.62
90.72

91.59
91.76
91.26
90.86
91.75

1169
798
651
237

1055
694

2579

1290

1400

1350

1172

1436

1044
886

1109
785
702
511
469
609
379
421
452
867
228
270
542
252
396
509
290
271
116
188

0.17
0.19
0.12
0.09
0.11
0.12
0.26

0.1
0.08
0.08
0.16
0.09
0.05
0.15
0.17
0.05

0.1
0.03
0.09
0.12

0.1
0.11
0.11
0.07
0.04
0.06
0.08
0.02
0.11
0.11
0.07

0.1
0.01
0.07



