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Supplementary Fig. 1: Ingenuity Pathway Analysis revealed significant overlap with Glioblastoma signaling

pathway (p-value=3.36E12)
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Supplementary Fig. 2A: Box-and-whisker plots, differentially expressed miRNAs in GBM vs. healthy controls
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Supplementary Fig. 2B: ROC curves, differentially expressed miRNAs in GBM vs. healthy controls
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Supplementary Fig. 3A: Box-and-whisker plots, differentially expressed miRNAs in Gll-lll vs. healthy controls
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Supplementary Fig. 3B: ROC curves, differentially expressed miRNAs in Gll-1ll vs. healthy controls
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Supplementary Fig. 3C: Partitioning and Random Forest Modeling to select stable miRNAs for GlI-lll vs. healthy controls
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Supplementary Fig. 4A: Box-and-whisker plots, differentially expressed miRNAs in GllI-lll vs. GBM
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Supplementary Fig. 4B: ROC curves, differentially expressed miRNAs in Gll-lll vs. GBM
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