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— P. yoelii PY17X 0420000 PH
L_p falciparum 3D7 PF3D7 0904200 PH

B. microti strain Rl BmR1 04909435 PH
I— T. equi strain WA BEWA 003060 PH

C. meleagridis CmeUKMEL1 03165 PH
V. brassicaformis Vbra 14174 PH

[ N. caninum Liverpool NCLIV 034510 PH

LT. gondii ME49 TGME49 273040 PH

I: P. yoelii PY17X 0705100 CryPH-p
P. falciparum 3D7 PF3D7 0825800 CryPH-p

{ B. microti strain RI BMR1 02g03020 CryPH-p
T. equi strain WA BEWA 008120 CryPH-p

C. meleagridis CmeUKMEL1 07000 CryPH-p
T. gondii ME49 TGME49 273705 CryPH-p

C. meleagridis CmeUKMEL1 06995 CryPH
B. microti strain R BMR1 02g03021 CryPH
— P. yoelii PY17X 0705200 CryPH

0.50

L p falciparum 3D7 PF3D7 0825700 CryPH
T. gondii ME49 TGME49 219160 CryPH
T. equi strain WA BEWA 008110 CryPH




