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fat fat cell 168 SRhi10011.CGATGT.11376,SRhi10013.GGCTAC.11327,SRhi10012.CGATG
T.11473,SRhi10014.GGCTAC.11474,SRhi10002.GTGAAA.11475,SRhi1001
3.CGATGT.11476,SRhi10014.CGATGT.11259,SRhi10015.GGCTAC.11336,S
Rhi10003.GTGAAA.11408 

fat fibroblast of mammary 
gland 

166 SRhi10006.ACAGTG.11540,SRhi10003.AGTTCC.11620,SRhi10002.GTTTC
G.11701 

fat mammary gland epithelial 
cell 

162 SRhi10007.GCCAAT.11273,SRhi10013.AGTTCC.11350,SRhi10007.GTTTC
G.11422 

fat mesenchymal stem cell of 
adipose 

165 SRhi10012.GCCAAT.11217,SRhi10015.GCCAAT.11537,SRhi10003.ATGTC
A.11617 

fat omentum preadipocyte 168 SRhi10006.CCGTCC.11468,SRhi10008.CGTACG.11329,SRhi10010.ACTT
GA.11403 

fat perirenal adipocyte cell 179 SRhi10013.CGATGT.11476 

fat perirenal preadipocyte 181 SRhi10011.ACTTGA.11469 

fat preadipocyte 168 SRhi10007.CGTACG.11328,SRhi10006.CCGTCC.11468,SRhi10008.CGTA
CG.11329,SRhi10010.ACTTGA.11403,SRhi10011.ACTTGA.11469,SRhi100
07.CCGTCC.11279,SRhi10009.CGTACG.11356,SRhi10012.ACTTGA.11428
,SRhi10008.CCGTCC.11280,SRhi10010.CGTACG.11357,SRhi10013.ACTT
GA.11429 

fat preadipocyte of the breast 187 SRhi10007.CGTACG.11328 

fat subcutaneous fat cell 160 SRhi10014.CGATGT.11259,SRhi10015.GGCTAC.11336,SRhi10003.GTGAA
A.11408 

fat subcutaneous 
preadipocyte 

169 SRhi10007.CCGTCC.11279,SRhi10009.CGTACG.11356,SRhi10012.ACTT
GA.11428 

fat visceral preadipocyte 169 SRhi10008.CCGTCC.11280,SRhi10010.CGTACG.11357,SRhi10013.ACTT
GA.11429 

fetal amnion mesenchymal 
stem cell 

169 SRhi10002.CAGATC.11547,SRhi10004.ATGTCA.11627,SRhi10003.TTAGG
C.12237 

fetal chorionic membrane 
mesenchymal stem cell 

173 SRhi10013.TTAGGC.12240 

fetal embryonic stem cell 168 SRhi10037.AGTTCC.3902,SRhi10037.CGTACG.3903,SRhi10037.GGTAGC
.3904 

fetal endothelial cell of umbilical 
vein 

171 SRhi10008.TGACCA.11243,SRhi10007.AGTCAA.11324,SRhi10007.GTGG
CC.11400 

fetal epithelial cell of amnion 169 SRhi10002.TTAGGC.11533,SRhi10003.CTTGTA.11613,SRhi10005.GTGAA
A.11694 

fetal extraembryonic cell 168 SRhi10002.TTAGGC.11533,SRhi10003.CTTGTA.11613,SRhi10005.GTGAA
A.11694,SRhi10010.ACAGTG.11535,SRhi10007.CAGATC.11548,SRhi1000
2.CAGATC.11547,SRhi10004.ATGTCA.11627,SRhi10014.GCCAAT.11214,S
Rhi10005.CAGATC.11539,SRhi10006.ATGTCA.11619,SRhi10011.GTTTCG.
11700,SRhi10008.ATGTCA.11549,SRhi10009.CAGATC.11629,SRhi10004.
CCGTCC.11278,SRhi10006.CGTACG.11355,SRhi10008.ACTTGA.11427,S
Rhi10003.TTAGGC.12237,SRhi10013.TTAGGC.12240 

fetal human amniotic 
membrane cell- Amnion 
sample 

166 SRhi10003.TTAGGC.12237 

fetal human amniotic 
membrane cell- fetal 
sample 

176 SRhi10002.CAGATC.11547,SRhi10004.ATGTCA.11627 

fetal human mesenchymal stem 
cell of umbilical cord-
Sciencell sample 

168 SRhi10007.CAGATC.11548,SRhi10014.GCCAAT.11214,SRhi10005.CAGAT
C.11539,SRhi10006.ATGTCA.11619,SRhi10011.GTTTCG.11700 

fetal mesenchymal stem cell of 
umbilical cord 

168 SRhi10007.CAGATC.11548,SRhi10014.GCCAAT.11214,SRhi10005.CAGAT
C.11539,SRhi10006.ATGTCA.11619,SRhi10011.GTTTCG.11700,SRhi10008
.ATGTCA.11549,SRhi10009.CAGATC.11629 

fetal mesenchymal stem cell of 
Whartons jelly 

167 SRhi10007.CAGATC.11548 

fetal placental epithelial cell 168 SRhi10004.CCGTCC.11278,SRhi10006.CGTACG.11355,SRhi10008.ACTT
GA.11427 

fetal smooth muscle cell of the 
umbilical artery 

166 SRhi10015.TAGCTT.11212,SRhi10005.GTCCGC.11290,SRhi10003.GGTAG
C.11367,SRhi10014.TAGCTT.11439 

fetal fibroblast of villous 
mesenchyme 

189 SRhi10010.ACAGTG.11535 

gastrointestinal epithelial cell of alimentary 
canal 

168 SRhi10011.TGACCA.11507,SRhi10010.AGTCAA.11587,SRhi10011.ACAGT
G.11302,SRhi10006.AGTTCC.11379,SRhi10002.GCCAAT.11246,SRhi1000
4.GCCAAT.11251 

gastrointestinal epithelial cell of esophagus 171 SRhi10011.TGACCA.11507,SRhi10010.AGTCAA.11587 

gastrointestinal fibroblast of gingiva 160 SRhi10003.ACAGTG.11237,SRhi10014.AGTCAA.11318,SRhi10013.GTGG
CC.11394 

gastrointestinal gingival epithelial cell 157 SRhi10011.ACAGTG.11302,SRhi10006.AGTTCC.11379 

gastrointestinal intestinal epithelial cell 169 SRhi10002.GCCAAT.11246 

gastrointestinal keratinized cell of the oral 
mucosa 

173 SRhi10004.GCCAAT.11251 

gastrointestinal smooth muscle cell of the 
esophagus 

159 SRhi10008.TAGCTT.11508 



genitourinary epithelial cell of prostate 169 SRhi10009.CCGTCC.11253,SRhi10011.CGTACG.11331,SRhi10014.ACTT
GA.11404 

genitourinary prostate stromal cell 165 SRhi10010.CCGTCC.11254,SRhi10012.CGTACG.11332,SRhi10003.CGAT
GT.11405 

genitourinary Sertoli cell 190 SRhi10003.GTAGAG.11255,SRhi10010.GATCAG.11333 

genitourinary smooth muscle cell of 
prostate 

168 SRhi10002.GTCCGC.11257,SRhi10014.GAGTGG.11335,SRhi10010.TAGC
TT.11465 

genitourinary urothelial cell 176 SRhi10009.GGCTAC.11216,SRhi10013.GTCCGC.11520,SRhi10010.GGTA
GC.11600 

genitourinary uterine smooth muscle cell 166 SRhi10006.GTCCGC.11258,SRhi10002.GGCTAC.11466 

immune B cell 168 SRhi10066.TAGCTT.11544,SRhi10066.GGCTAC.11624,SRhi10066.CTTGT
A.11705,SRhi10084.CCGTCC.4534 

immune CD14-positive CD16-
negative classical 
monocyte 

172 SRhi10064.CAGATC.11857 

immune CD4-positive alpha-beta T 
cell 

168 SRhi10009.TTAGGC.11225,SRhi10009.CTTGTA.11306,SRhi10010.GTGAA
A.11382 

immune CD8-positive alpha-beta T 
cell 

168 SRhi10010.TTAGGC.11226,SRhi10010.CTTGTA.11307,SRhi10011.GTGAA
A.11383 

immune endothelial cell of 
lymphatic vessel 

167 SRhi10005.TGACCA.11236,SRhi10004.AGTCAA.11317,SRhi10005.GTGG
CC.11393 

immune fibroblast of lymphatic 
vessel 

164 SRhi10005.ACAGTG.11506,SRhi10002.AGTTCC.11586,SRhi10015.GTGG
CC.11667 

immune human CD14-positive 
monocyte sample 

168 SRhi10008.TTAGGC.11224,SRhi10008.CTTGTA.11305,SRhi10009.GTGAA
A.11381 

immune immature conventional 
dendritic cell 

168 SRhi10002.TGACCA.11227,SRhi10015.CTTGTA.11308,SRhi10002.GTGG
CC.11384 

immune leukocyte 168 SRhi10008.TTAGGC.11224,SRhi10008.CTTGTA.11305,SRhi10009.GTGAA
A.11381,SRhi10010.TGACCA.11229,SRhi10009.AGTCAA.11310,SRhi1000
9.GTGGCC.11386,SRhi10064.CAGATC.11857,SRhi10066.TAGCTT.11544,
SRhi10066.GGCTAC.11624,SRhi10066.CTTGTA.11705,SRhi10009.TTAGG
C.11225,SRhi10009.CTTGTA.11306,SRhi10010.GTGAAA.11382,SRhi1001
0.TTAGGC.11226,SRhi10010.CTTGTA.11307,SRhi10011.GTGAAA.11383,S
Rhi10002.TGACCA.11227,SRhi10015.CTTGTA.11308,SRhi10002.GTGGC
C.11384,SRhi10006.GCCAAT.11232,SRhi10012.AGTTCC.11313,SRhi1000
6.GTTTCG.11389,SRhi10008.GCCAAT.11487,SRhi10009.GCCAAT.11565,S
Rhi10014.AGTTCC.11566,SRhi10008.GTTTCG.11567,SRhi10010.ATGTCA
.11230,SRhi10013.GTTTCG.11311,SRhi10011.CAGATC.11387,SRhi10012.
ATGTCA.11233,SRhi10015.GTTTCG.11314,SRhi10013.CAGATC.11390,SR
hi10003.CCGTCC.11231,SRhi10005.CGTACG.11312,SRhi10005.ACTTGA.
11388,SRhi10084.CCGTCC.4534,SRhi10042.AGTCAA.3997 

immune lymphocyte 168 SRhi10066.TAGCTT.11544,SRhi10066.GGCTAC.11624,SRhi10066.CTTGT
A.11705,SRhi10009.TTAGGC.11225,SRhi10009.CTTGTA.11306,SRhi10010
.GTGAAA.11382,SRhi10010.TTAGGC.11226,SRhi10010.CTTGTA.11307,S
Rhi10011.GTGAAA.11383,SRhi10010.ATGTCA.11230,SRhi10013.GTTTCG
.11311,SRhi10011.CAGATC.11387,SRhi10084.CCGTCC.4534,SRhi10042.A
GTCAA.3997 

immune macrophage 171 SRhi10006.GCCAAT.11232,SRhi10012.AGTTCC.11313,SRhi10006.GTTTC
G.11389 

immune mast cell 168 SRhi10008.GCCAAT.11487,SRhi10009.GCCAAT.11565,SRhi10014.AGTTC
C.11566,SRhi10008.GTTTCG.11567 

immune mast cell- stimulated 
sample 

131 SRhi10008.GCCAAT.11487 

immune mature alpha-beta T cell 168 SRhi10009.TTAGGC.11225,SRhi10009.CTTGTA.11306,SRhi10010.GTGAA
A.11382,SRhi10010.TTAGGC.11226,SRhi10010.CTTGTA.11307,SRhi10011
.GTGAAA.11383 

immune mesenchymal stem cell of 
the bone marrow 

168 SRhi10003.CAGATC.11536,SRhi10010.GTTTCG.11697,SRhi10013.GGTA
GC.11464 

immune monocyte 168 SRhi10008.TTAGGC.11224,SRhi10008.CTTGTA.11305,SRhi10009.GTGAA
A.11381,SRhi10010.TGACCA.11229,SRhi10009.AGTCAA.11310,SRhi1000
9.GTGGCC.11386,SRhi10064.CAGATC.11857,SRhi10002.TGACCA.11227,
SRhi10015.CTTGTA.11308,SRhi10002.GTGGCC.11384 

immune mononuclear cell 168 SRhi10003.CCGTCC.11231,SRhi10005.CGTACG.11312,SRhi10005.ACTT
GA.11388 

immune myeloid leukocyte 168 SRhi10008.TTAGGC.11224,SRhi10008.CTTGTA.11305,SRhi10009.GTGAA
A.11381,SRhi10010.TGACCA.11229,SRhi10009.AGTCAA.11310,SRhi1000
9.GTGGCC.11386,SRhi10064.CAGATC.11857,SRhi10002.TGACCA.11227,
SRhi10015.CTTGTA.11308,SRhi10002.GTGGCC.11384,SRhi10006.GCCA
AT.11232,SRhi10012.AGTTCC.11313,SRhi10006.GTTTCG.11389,SRhi100
08.GCCAAT.11487,SRhi10009.GCCAAT.11565,SRhi10014.AGTTCC.11566,
SRhi10008.GTTTCG.11567,SRhi10012.ATGTCA.11233,SRhi10015.GTTTC
G.11314,SRhi10013.CAGATC.11390 

immune natural killer cell 168 SRhi10010.ATGTCA.11230,SRhi10013.GTTTCG.11311,SRhi10011.CAGAT
C.11387 

immune neutrophil 168 SRhi10012.ATGTCA.11233,SRhi10015.GTTTCG.11314,SRhi10013.CAGAT
C.11390 

immune nongranular leukocyte 168 SRhi10008.TTAGGC.11224,SRhi10008.CTTGTA.11305,SRhi10009.GTGAA
A.11381,SRhi10010.TGACCA.11229,SRhi10009.AGTCAA.11310,SRhi1000
9.GTGGCC.11386,SRhi10064.CAGATC.11857,SRhi10066.TAGCTT.11544,



SRhi10066.GGCTAC.11624,SRhi10066.CTTGTA.11705,SRhi10009.TTAGG
C.11225,SRhi10009.CTTGTA.11306,SRhi10010.GTGAAA.11382,SRhi1001
0.TTAGGC.11226,SRhi10010.CTTGTA.11307,SRhi10011.GTGAAA.11383,S
Rhi10002.TGACCA.11227,SRhi10015.CTTGTA.11308,SRhi10002.GTGGC
C.11384,SRhi10010.ATGTCA.11230,SRhi10013.GTTTCG.11311,SRhi10011
.CAGATC.11387,SRhi10003.CCGTCC.11231,SRhi10005.CGTACG.11312,S
Rhi10005.ACTTGA.11388,SRhi10084.CCGTCC.4534,SRhi10042.AGTCAA.
3997 

immune phagocyte 168 SRhi10064.CAGATC.11857,SRhi10006.GCCAAT.11232,SRhi10012.AGTTC
C.11313,SRhi10006.GTTTCG.11389 

joint synovial cell 169 SRhi10007.GTCCGC.11291,SRhi10004.GGTAGC.11368,SRhi10004.GGCT
AC.11440 

kidney epithelial cell of nephron 168 SRhi10002.GATCAG.11516,SRhi10011.CCGTCC.11517,SRhi10003.GATCA
G.11597,SRhi10012.CCGTCC.11514,SRhi10004.GATCAG.11594,SRhi1001
4.CCGTCC.11515,SRhi10014.CGTACG.11595,SRhi10006.GATCAG.11676 

kidney epithelial cell of proximal 
tubule 

167 SRhi10014.CCGTCC.11515,SRhi10014.CGTACG.11595,SRhi10006.GATC
AG.11676 

kidney glomerular endothelial cell 157 SRhi10012.CCGTCC.11514,SRhi10004.GATCAG.11594 

kidney human renal cortical 
epithelial cell sample 

168 SRhi10002.GATCAG.11516,SRhi10014.CCGTCC.11515,SRhi10014.CGTA
CG.11595,SRhi10006.GATCAG.11676 

kidney mesangial cell 157 SRhi10013.CCGTCC.11518,SRhi10013.CGTACG.11598 

kidney nephron tubule epithelial 
cell 

168 SRhi10002.GATCAG.11516,SRhi10011.CCGTCC.11517,SRhi10003.GATCA
G.11597,SRhi10014.CCGTCC.11515,SRhi10014.CGTACG.11595,SRhi1000
6.GATCAG.11676 

kidney renal cortical epithelial cell 168 SRhi10002.GATCAG.11516,SRhi10012.CCGTCC.11514,SRhi10004.GATC
AG.11594,SRhi10014.CCGTCC.11515,SRhi10014.CGTACG.11595,SRhi10
006.GATCAG.11676 

liver endothelial cell of hepatic 
sinusoid 

166 SRhi10014.ACAGTG.11521,SRhi10008.AGTTCC.11601 

liver hepatic mesenchymal 
stem cell 

168 SRhi10013.GCCAAT.11218,SRhi10004.CAGATC.11538 

liver hepatic stellate cell 163 SRhi10015.ACAGTG.11524,SRhi10009.AGTTCC.11604 

liver hepatocyte 168 SRhi10066.AGTCAA.11523,SRhi10066.AGTTCC.11603,SRhi10066.ATGTC
A.11684 

lung airway epithelial cell 168 SRhi10007.TTAGGC.11511,SRhi10007.CTTGTA.11591,SRhi10008.GTGAA
A.11453,SRhi10007.GTAGAG.11256,SRhi10006.GAGTGG.11334,SRhi1001
4.GGTAGC.11406,SRhi10006.GGTAGC.11369,SRhi10005.CGATGT.11441 

lung bronchial epithelial cell 168 SRhi10007.TTAGGC.11511,SRhi10007.CTTGTA.11591,SRhi10008.GTGAA
A.11453 

lung bronchial smooth muscle 
cell 

198 SRhi10004.TAGCTT.11512 

lung epithelial cell of 
tracheobronchial tree 

168 SRhi10007.TTAGGC.11511,SRhi10007.CTTGTA.11591,SRhi10008.GTGAA
A.11453,SRhi10006.GGTAGC.11369,SRhi10005.CGATGT.11441 

lung fibroblast of lung 176 SRhi10004.ACAGTG.11270,SRhi10015.AGTCAA.11347,SRhi10014.GTGG
CC.11419 

lung fibroblast of pulmonary 
artery 

91 SRhi10008.ACAGTG.11250 

lung pneumocyte 168 SRhi10015.CGATGT.11510,SRhi10002.CTTGTA.11590,SRhi10004.GTGAA
A.11671 

lung smooth muscle cell of the 
pulmonary artery 

168 SRhi10003.GTCCGC.11288,SRhi10015.GAGTGG.11365,SRhi10011.TAGC
TT.11437 

lung smooth muscle cell of 
trachea 

158 SRhi10013.TAGCTT.11513 

lung tracheal epithelial cell 168 SRhi10006.GGTAGC.11369,SRhi10005.CGATGT.11441 

muscle cell of skeletal muscle 168 SRhi10005.GTAGAG.11281,SRhi10004.GAGTGG.11358,SRhi10012.GATC
AG.11430,SRhi10006.GTAGAG.11240,SRhi10005.GAGTGG.11321,SRhi10
013.GATCAG.11397,SRhi10004.GTAGAG.11282,SRhi10003.GAGTGG.113
59 

muscle muscle cell 168 SRhi10004.GTAGAG.11282,SRhi10003.GAGTGG.11359,SRhi10009.GTAG
AG.11210,SRhi10008.GTAGAG.11283,SRhi10007.GAGTGG.11360,SRhi10
010.GTAGAG.11284,SRhi10008.GAGTGG.11361,SRhi10002.TAGCTT.1143
3,SRhi10011.GTAGAG.11234,SRhi10009.GAGTGG.11315,SRhi10003.TAG
CTT.11391,SRhi10004.TAGCTT.11512,SRhi10012.GTAGAG.11285,SRhi100
10.GAGTGG.11362,SRhi10013.GTAGAG.11239,SRhi10011.GAGTGG.1132
0,SRhi10006.TAGCTT.11396,SRhi10014.GTAGAG.11286,SRhi10012.GAGT
GG.11363,SRhi10007.TAGCTT.11435,SRhi10008.TAGCTT.11508,SRhi1001
5.GTAGAG.11287,SRhi10013.GAGTGG.11364,SRhi10009.TAGCTT.11436,
SRhi10002.GTCCGC.11257,SRhi10014.GAGTGG.11335,SRhi10010.TAGC
TT.11465,SRhi10003.GTCCGC.11288,SRhi10015.GAGTGG.11365,SRhi100
11.TAGCTT.11437,SRhi10004.GTCCGC.11289,SRhi10002.GGTAGC.11366
,SRhi10012.TAGCTT.11438,SRhi10013.TAGCTT.11513,SRhi10015.TAGCT
T.11212,SRhi10005.GTCCGC.11290,SRhi10003.GGTAGC.11367,SRhi1001
4.TAGCTT.11439,SRhi10006.GTCCGC.11258,SRhi10002.GGCTAC.11466 

muscle muscle precursor cell 168 SRhi10009.ATGTCA.11241,SRhi10012.GTTTCG.11322,SRhi10010.CAGAT
C.11398,SRhi10006.GTAGAG.11240,SRhi10005.GAGTGG.11321,SRhi100
13.GATCAG.11397 

muscle myotube 170 SRhi10004.GTAGAG.11282,SRhi10003.GAGTGG.11359 



muscle skeletal muscle myoblast 165 SRhi10009.ATGTCA.11241,SRhi10012.GTTTCG.11322,SRhi10010.CAGAT
C.11398 

muscle skeletal muscle satellite 
cell 

167 SRhi10006.GTAGAG.11240,SRhi10005.GAGTGG.11321,SRhi10013.GATC
AG.11397 

muscle smooth muscle cell of 
colon 

166 SRhi10013.GTAGAG.11239,SRhi10011.GAGTGG.11320,SRhi10006.TAGC
TT.11396 

muscle smooth muscle cell sample 168 SRhi10009.GTAGAG.11210,SRhi10008.GTAGAG.11283,SRhi10007.GAGT
GG.11360,SRhi10010.GTAGAG.11284,SRhi10008.GAGTGG.11361,SRhi10
002.TAGCTT.11433,SRhi10011.GTAGAG.11234,SRhi10009.GAGTGG.1131
5,SRhi10003.TAGCTT.11391,SRhi10012.GTAGAG.11285,SRhi10010.GAGT
GG.11362,SRhi10014.GTAGAG.11286,SRhi10012.GAGTGG.11363,SRhi10
007.TAGCTT.11435,SRhi10008.TAGCTT.11508,SRhi10015.GTAGAG.11287
,SRhi10013.GAGTGG.11364,SRhi10009.TAGCTT.11436,SRhi10002.GTCC
GC.11257,SRhi10014.GAGTGG.11335,SRhi10010.TAGCTT.11465,SRhi100
03.GTCCGC.11288,SRhi10015.GAGTGG.11365,SRhi10011.TAGCTT.11437
,SRhi10004.GTCCGC.11289,SRhi10002.GGTAGC.11366,SRhi10012.TAGC
TT.11438,SRhi10013.TAGCTT.11513,SRhi10005.GTCCGC.11290,SRhi1000
6.GTCCGC.11258,SRhi10002.GGCTAC.11466 

others adult endothelial progenitor 
cell 

168 SRhi10010.TGACCA.11229,SRhi10009.AGTCAA.11310,SRhi10009.GTGG
CC.11386 

others columnar/cuboidal 
epithelial cell 

168 SRhi10014.TTAGGC.11242,SRhi10013.CTTGTA.11323,SRhi10014.GTGAA
A.11399,SRhi10014.CCGTCC.11515,SRhi10014.CGTACG.11595,SRhi1000
6.GATCAG.11676 

others connective tissue cell 168 SRhi10011.CGATGT.11376,SRhi10013.GGCTAC.11327,SRhi10012.CGATG
T.11473,SRhi10014.GGCTAC.11474,SRhi10002.GTGAAA.11475,SRhi1001
3.CGATGT.11476,SRhi10014.CGATGT.11259,SRhi10015.GGCTAC.11336,S
Rhi10003.GTGAAA.11408,SRhi10004.TTAGGC.11248,SRhi10004.CTTGTA
.11463,SRhi10010.TGACCA.11229,SRhi10009.AGTCAA.11310,SRhi10009.
GTGGCC.11386,SRhi10011.TTAGGC.11261,SRhi10011.CTTGTA.11338,SR
hi10012.GTGAAA.11410,SRhi10012.TTAGGC.11262,SRhi10012.CTTGTA.1
1339,SRhi10013.GTGAAA.11411,SRhi10012.TGACCA.11245,SRhi10011.A
GTCAA.11326,SRhi10012.GGTAGC.11401,SRhi10013.TGACCA.11268,SR
hi10012.AGTCAA.11345,SRhi10011.GTGGCC.11417,SRhi10014.TGACCA.
11492,SRhi10015.TGACCA.11531,SRhi10002.ACAGTG.11269,SRhi10013.
AGTCAA.11346,SRhi10012.GTGGCC.11418,SRhi10003.ACAGTG.11237,S
Rhi10014.AGTCAA.11318,SRhi10013.GTGGCC.11394,SRhi10004.ACAGT
G.11270,SRhi10015.AGTCAA.11347,SRhi10014.GTGGCC.11419,SRhi1000
5.ACAGTG.11506,SRhi10002.AGTTCC.11586,SRhi10015.GTGGCC.11667,
SRhi10006.ACAGTG.11540,SRhi10003.AGTTCC.11620,SRhi10002.GTTTC
G.11701,SRhi10007.ACAGTG.11238,SRhi10004.AGTTCC.11319,SRhi1000
3.GTTTCG.11395,SRhi10008.ACAGTG.11250,SRhi10010.ACAGTG.11535,
SRhi10013.ACAGTG.11271,SRhi10007.AGTTCC.11348,SRhi10004.GTTTC
G.11420,SRhi10015.ACAGTG.11524,SRhi10009.AGTTCC.11604,SRhi1000
5.GCCAAT.11527,SRhi10011.AGTTCC.11607,SRhi10011.GCCAAT.11493,S
Rhi10002.ATGTCA.11573,SRhi10006.CAGATC.11219,SRhi10007.CAGATC
.11548,SRhi10012.GCCAAT.11217,SRhi10015.GCCAAT.11537,SRhi10003.
ATGTCA.11617,SRhi10002.CAGATC.11547,SRhi10004.ATGTCA.11627,SR
hi10003.CAGATC.11536,SRhi10010.GTTTCG.11697,SRhi10013.GGTAGC.
11464,SRhi10013.GCCAAT.11218,SRhi10004.CAGATC.11538,SRhi10014.
GCCAAT.11214,SRhi10005.CAGATC.11539,SRhi10006.ATGTCA.11619,SR
hi10011.GTTTCG.11700,SRhi10008.ATGTCA.11549,SRhi10009.CAGATC.1
1629,SRhi10013.ATGTCA.11252,SRhi10014.CAGATC.11462,SRhi10014.A
TGTCA.11276,SRhi10003.CGTACG.11353,SRhi10015.CAGATC.11425,SRh
i10015.ATGTCA.11277,SRhi10004.CGTACG.11354,SRhi10002.ACTTGA.11
426,SRhi10003.ACTTGA.11249,SRhi10002.CCGTCC.11491,SRhi10004.AC
TTGA.11652,SRhi10007.CGTACG.11328,SRhi10006.CCGTCC.11468,SRhi
10008.CGTACG.11329,SRhi10010.ACTTGA.11403,SRhi10011.ACTTGA.11
469,SRhi10007.CCGTCC.11279,SRhi10009.CGTACG.11356,SRhi10012.A
CTTGA.11428,SRhi10008.CCGTCC.11280,SRhi10010.CGTACG.11357,SR
hi10013.ACTTGA.11429,SRhi10010.CCGTCC.11254,SRhi10012.CGTACG.
11332,SRhi10003.CGATGT.11405,SRhi10013.CCGTCC.11518,SRhi10013.
CGTACG.11598,SRhi10007.GTCCGC.11291,SRhi10004.GGTAGC.11368,S
Rhi10004.GGCTAC.11440,SRhi10003.TTAGGC.12237,SRhi10013.TTAGG
C.12240,SRhi10042.GAGTGG.3952+3953 

others contractile cell 168 SRhi10002.CCGTCC.11491,SRhi10004.ACTTGA.11652,SRhi10013.CCGT
CC.11518,SRhi10013.CGTACG.11598,SRhi10004.GTAGAG.11282,SRhi100
03.GAGTGG.11359,SRhi10009.GTAGAG.11210,SRhi10008.GTAGAG.1128
3,SRhi10007.GAGTGG.11360,SRhi10010.GTAGAG.11284,SRhi10008.GAG
TGG.11361,SRhi10002.TAGCTT.11433,SRhi10011.GTAGAG.11234,SRhi10
009.GAGTGG.11315,SRhi10003.TAGCTT.11391,SRhi10004.TAGCTT.11512
,SRhi10012.GTAGAG.11285,SRhi10010.GAGTGG.11362,SRhi10013.GTAG
AG.11239,SRhi10011.GAGTGG.11320,SRhi10006.TAGCTT.11396,SRhi100
14.GTAGAG.11286,SRhi10012.GAGTGG.11363,SRhi10007.TAGCTT.11435
,SRhi10008.TAGCTT.11508,SRhi10015.GTAGAG.11287,SRhi10013.GAGT
GG.11364,SRhi10009.TAGCTT.11436,SRhi10002.GTCCGC.11257,SRhi100
14.GAGTGG.11335,SRhi10010.TAGCTT.11465,SRhi10003.GTCCGC.11288
,SRhi10015.GAGTGG.11365,SRhi10011.TAGCTT.11437,SRhi10004.GTCC
GC.11289,SRhi10002.GGTAGC.11366,SRhi10012.TAGCTT.11438,SRhi100
13.TAGCTT.11513,SRhi10015.TAGCTT.11212,SRhi10005.GTCCGC.11290,
SRhi10003.GGTAGC.11367,SRhi10014.TAGCTT.11439,SRhi10006.GTCCG



C.11258,SRhi10002.GGCTAC.11466 

others ecto-epithelial cell 168 SRhi10014.TTAGGC.11242,SRhi10013.CTTGTA.11323,SRhi10014.GTGAA
A.11399,SRhi10015.TTAGGC.11526,SRhi10014.CTTGTA.11606,SRhi10015
.GTGAAA.11687,SRhi10003.GCCAAT.11272,SRhi10010.AGTTCC.11349,S
Rhi10005.GTTTCG.11421,SRhi10004.GCCAAT.11251,SRhi10002.GTAGAG
.11220,SRhi10002.GAGTGG.11301,SRhi10009.GATCAG.11378 

others endo-epithelial cell 168 SRhi10007.TTAGGC.11511,SRhi10007.CTTGTA.11591,SRhi10008.GTGAA
A.11453,SRhi10011.TGACCA.11507,SRhi10010.AGTCAA.11587,SRhi1001
1.ACAGTG.11302,SRhi10006.AGTTCC.11379,SRhi10002.GCCAAT.11246,
SRhi10004.GCCAAT.11251,SRhi10009.CCGTCC.11253,SRhi10011.CGTAC
G.11331,SRhi10014.ACTTGA.11404,SRhi10007.GTAGAG.11256,SRhi1000
6.GAGTGG.11334,SRhi10014.GGTAGC.11406,SRhi10006.GGTAGC.11369
,SRhi10005.CGATGT.11441 

others endothelial cell 168 SRhi10003.TGACCA.11207,SRhi10002.AGTCAA.11263,SRhi10003.GTGG
CC.11340,SRhi10011.GGTAGC.11412,SRhi10004.TGACCA.11264,SRhi100
03.AGTCAA.11341,SRhi10004.GTGGCC.11413,SRhi10005.TGACCA.1123
6,SRhi10004.AGTCAA.11317,SRhi10005.GTGGCC.11393,SRhi10006.TGA
CCA.11265,SRhi10006.GTGGCC.11414,SRhi10007.TGACCA.11266,SRhi1
0006.AGTCAA.11343,SRhi10008.TGACCA.11243,SRhi10007.AGTCAA.113
24,SRhi10007.GTGGCC.11400,SRhi10009.TGACCA.11267,SRhi10008.AG
TCAA.11344,SRhi10008.GTGGCC.11416,SRhi10014.ACAGTG.11521,SRhi
10008.AGTTCC.11601,SRhi10012.CCGTCC.11514,SRhi10004.GATCAG.11
594,SRhi10008.GTCCGC.11532,SRhi10005.GGTAGC.11612 

others epidermal cell 168 SRhi10003.GCCAAT.11272,SRhi10010.AGTTCC.11349,SRhi10005.GTTTC
G.11421,SRhi10002.GTAGAG.11220,SRhi10002.GAGTGG.11301,SRhi100
09.GATCAG.11378 

others epithelial cell 168 SRhi10015.CGATGT.11510,SRhi10002.CTTGTA.11590,SRhi10004.GTGAA
A.11671,SRhi10002.TTAGGC.11533,SRhi10003.CTTGTA.11613,SRhi10005
.GTGAAA.11694,SRhi10007.TTAGGC.11511,SRhi10007.CTTGTA.11591,S
Rhi10008.GTGAAA.11453,SRhi10014.TTAGGC.11242,SRhi10013.CTTGTA
.11323,SRhi10014.GTGAAA.11399,SRhi10015.TTAGGC.11526,SRhi10014.
CTTGTA.11606,SRhi10015.GTGAAA.11687,SRhi10003.TGACCA.11207,SR
hi10002.AGTCAA.11263,SRhi10003.GTGGCC.11340,SRhi10011.GGTAGC.
11412,SRhi10004.TGACCA.11264,SRhi10003.AGTCAA.11341,SRhi10004.
GTGGCC.11413,SRhi10005.TGACCA.11236,SRhi10004.AGTCAA.11317,S
Rhi10005.GTGGCC.11393,SRhi10006.TGACCA.11265,SRhi10006.GTGGC
C.11414,SRhi10007.TGACCA.11266,SRhi10006.AGTCAA.11343,SRhi1000
8.TGACCA.11243,SRhi10007.AGTCAA.11324,SRhi10007.GTGGCC.11400,
SRhi10009.TGACCA.11267,SRhi10008.AGTCAA.11344,SRhi10008.GTGG
CC.11416,SRhi10011.TGACCA.11507,SRhi10010.AGTCAA.11587,SRhi100
11.ACAGTG.11302,SRhi10006.AGTTCC.11379,SRhi10014.ACAGTG.11521
,SRhi10008.AGTTCC.11601,SRhi10066.AGTCAA.11523,SRhi10066.AGTT
CC.11603,SRhi10066.ATGTCA.11684,SRhi10002.GCCAAT.11246,SRhi100
03.GCCAAT.11272,SRhi10010.AGTTCC.11349,SRhi10005.GTTTCG.11421,
SRhi10004.GCCAAT.11251,SRhi10007.GCCAAT.11273,SRhi10013.AGTTC
C.11350,SRhi10007.GTTTCG.11422,SRhi10008.CAGATC.11247,SRhi1000
7.ATGTCA.11402,SRhi10004.CCGTCC.11278,SRhi10006.CGTACG.11355,
SRhi10008.ACTTGA.11427,SRhi10009.CCGTCC.11253,SRhi10011.CGTAC
G.11331,SRhi10014.ACTTGA.11404,SRhi10002.GATCAG.11516,SRhi1001
1.CCGTCC.11517,SRhi10003.GATCAG.11597,SRhi10012.CCGTCC.11514,
SRhi10004.GATCAG.11594,SRhi10014.CCGTCC.11515,SRhi10014.CGTA
CG.11595,SRhi10006.GATCAG.11676,SRhi10015.CCGTCC.11215,SRhi10
015.CGTACG.11528,SRhi10007.GATCAG.11608,SRhi10002.GTAGAG.1122
0,SRhi10002.GAGTGG.11301,SRhi10009.GATCAG.11378,SRhi10003.GTA
GAG.11255,SRhi10010.GATCAG.11333,SRhi10007.GTAGAG.11256,SRhi1
0006.GAGTGG.11334,SRhi10014.GGTAGC.11406,SRhi10007.GTCCGC.11
291,SRhi10004.GGTAGC.11368,SRhi10004.GGCTAC.11440,SRhi10008.G
TCCGC.11532,SRhi10005.GGTAGC.11612,SRhi10006.GGTAGC.11369,SR
hi10005.CGATGT.11441,SRhi10009.GGCTAC.11216,SRhi10013.GTCCGC.
11520,SRhi10010.GGTAGC.11600 

others exocrine cell 168 SRhi10015.ACAGTG.11524,SRhi10009.AGTTCC.11604,SRhi10002.GTAG
AG.11220,SRhi10002.GAGTGG.11301,SRhi10009.GATCAG.11378 

others extracellular matrix 
secreting cell 

168 SRhi10011.TTAGGC.11261,SRhi10011.CTTGTA.11338,SRhi10012.GTGAA
A.11410,SRhi10012.TTAGGC.11262,SRhi10012.CTTGTA.11339,SRhi10013
.GTGAAA.11411,SRhi10015.ACAGTG.11524,SRhi10009.AGTTCC.11604,S
Rhi10011.GCCAAT.11493,SRhi10002.ATGTCA.11573,SRhi10007.GTCCGC
.11291,SRhi10004.GGTAGC.11368,SRhi10004.GGCTAC.11440 

others fibroblast 168 SRhi10012.TGACCA.11245,SRhi10011.AGTCAA.11326,SRhi10012.GGTA
GC.11401,SRhi10013.TGACCA.11268,SRhi10012.AGTCAA.11345,SRhi100
11.GTGGCC.11417,SRhi10014.TGACCA.11492,SRhi10015.TGACCA.1153
1,SRhi10002.ACAGTG.11269,SRhi10013.AGTCAA.11346,SRhi10012.GTG
GCC.11418,SRhi10003.ACAGTG.11237,SRhi10014.AGTCAA.11318,SRhi1
0013.GTGGCC.11394,SRhi10004.ACAGTG.11270,SRhi10015.AGTCAA.11
347,SRhi10014.GTGGCC.11419,SRhi10005.ACAGTG.11506,SRhi10002.A
GTTCC.11586,SRhi10015.GTGGCC.11667,SRhi10006.ACAGTG.11540,SR
hi10003.AGTTCC.11620,SRhi10002.GTTTCG.11701,SRhi10007.ACAGTG.
11238,SRhi10004.AGTTCC.11319,SRhi10003.GTTTCG.11395,SRhi10008.
ACAGTG.11250,SRhi10010.ACAGTG.11535,SRhi10015.ACAGTG.11524,S
Rhi10009.AGTTCC.11604,SRhi10005.GCCAAT.11527,SRhi10011.AGTTCC
.11607,SRhi10007.CGTACG.11328,SRhi10006.CCGTCC.11468,SRhi10008



.CGTACG.11329,SRhi10010.ACTTGA.11403,SRhi10011.ACTTGA.11469,S
Rhi10007.CCGTCC.11279,SRhi10009.CGTACG.11356,SRhi10012.ACTTG
A.11428,SRhi10008.CCGTCC.11280,SRhi10010.CGTACG.11357,SRhi1001
3.ACTTGA.11429,SRhi10042.GAGTGG.3952+3953 

others GAG secreting cell 168 SRhi10011.TTAGGC.11261,SRhi10011.CTTGTA.11338,SRhi10012.GTGAA
A.11410,SRhi10012.TTAGGC.11262,SRhi10012.CTTGTA.11339,SRhi10013
.GTGAAA.11411,SRhi10007.GTCCGC.11291,SRhi10004.GGTAGC.11368,S
Rhi10004.GGCTAC.11440 

others general ecto-epithelial cell 168 SRhi10015.TTAGGC.11526,SRhi10014.CTTGTA.11606,SRhi10015.GTGAA
A.11687,SRhi10003.GCCAAT.11272,SRhi10010.AGTTCC.11349,SRhi1000
5.GTTTCG.11421,SRhi10002.GTAGAG.11220,SRhi10002.GAGTGG.11301,
SRhi10009.GATCAG.11378 

others iPS 168 SRhi10043.GTGAAA.4080+4081,SRhi10043.GTTTCG.4084,SRhi10043.GT
AGAG.4082+4083 

others keratinizing barrier 
epithelial cell 

169 SRhi10003.GCCAAT.11272,SRhi10010.AGTTCC.11349,SRhi10005.GTTTC
G.11421,SRhi10004.GCCAAT.11251 

others lining cell 168 SRhi10003.TGACCA.11207,SRhi10002.AGTCAA.11263,SRhi10003.GTGG
CC.11340,SRhi10011.GGTAGC.11412,SRhi10004.TGACCA.11264,SRhi100
03.AGTCAA.11341,SRhi10004.GTGGCC.11413,SRhi10005.TGACCA.1123
6,SRhi10004.AGTCAA.11317,SRhi10005.GTGGCC.11393,SRhi10006.TGA
CCA.11265,SRhi10006.GTGGCC.11414,SRhi10007.TGACCA.11266,SRhi1
0006.AGTCAA.11343,SRhi10008.TGACCA.11243,SRhi10007.AGTCAA.113
24,SRhi10007.GTGGCC.11400,SRhi10009.TGACCA.11267,SRhi10008.AG
TCAA.11344,SRhi10008.GTGGCC.11416,SRhi10014.ACAGTG.11521,SRhi
10008.AGTTCC.11601,SRhi10008.CAGATC.11247,SRhi10007.ATGTCA.11
402,SRhi10012.CCGTCC.11514,SRhi10004.GATCAG.11594,SRhi10003.G
TAGAG.11255,SRhi10010.GATCAG.11333,SRhi10007.GTCCGC.11291,SR
hi10004.GGTAGC.11368,SRhi10004.GGCTAC.11440,SRhi10008.GTCCGC.
11532,SRhi10005.GGTAGC.11612 

others mesenchymal stem cell 168 SRhi10010.TGACCA.11229,SRhi10009.AGTCAA.11310,SRhi10009.GTGG
CC.11386,SRhi10013.ACAGTG.11271,SRhi10007.AGTTCC.11348,SRhi100
04.GTTTCG.11420,SRhi10006.CAGATC.11219,SRhi10007.CAGATC.11548,
SRhi10012.GCCAAT.11217,SRhi10015.GCCAAT.11537,SRhi10003.ATGTC
A.11617,SRhi10002.CAGATC.11547,SRhi10004.ATGTCA.11627,SRhi10003
.CAGATC.11536,SRhi10010.GTTTCG.11697,SRhi10013.GGTAGC.11464,S
Rhi10013.GCCAAT.11218,SRhi10004.CAGATC.11538,SRhi10014.GCCAAT.
11214,SRhi10005.CAGATC.11539,SRhi10006.ATGTCA.11619,SRhi10011.
GTTTCG.11700,SRhi10008.ATGTCA.11549,SRhi10009.CAGATC.11629,SR
hi10003.TTAGGC.12237,SRhi10013.TTAGGC.12240 

others meso-epithelial cell 168 SRhi10003.TGACCA.11207,SRhi10002.AGTCAA.11263,SRhi10003.GTGG
CC.11340,SRhi10011.GGTAGC.11412,SRhi10004.TGACCA.11264,SRhi100
03.AGTCAA.11341,SRhi10004.GTGGCC.11413,SRhi10005.TGACCA.1123
6,SRhi10004.AGTCAA.11317,SRhi10005.GTGGCC.11393,SRhi10006.TGA
CCA.11265,SRhi10006.GTGGCC.11414,SRhi10007.TGACCA.11266,SRhi1
0006.AGTCAA.11343,SRhi10008.TGACCA.11243,SRhi10007.AGTCAA.113
24,SRhi10007.GTGGCC.11400,SRhi10009.TGACCA.11267,SRhi10008.AG
TCAA.11344,SRhi10008.GTGGCC.11416,SRhi10014.ACAGTG.11521,SRhi
10008.AGTTCC.11601,SRhi10012.CCGTCC.11514,SRhi10004.GATCAG.11
594,SRhi10014.CCGTCC.11515,SRhi10014.CGTACG.11595,SRhi10006.G
ATCAG.11676,SRhi10007.GTCCGC.11291,SRhi10004.GGTAGC.11368,SR
hi10004.GGCTAC.11440,SRhi10008.GTCCGC.11532,SRhi10005.GGTAGC.
11612 

others mesothelial cell 168 SRhi10008.CAGATC.11247,SRhi10007.ATGTCA.11402,SRhi10003.GTAGA
G.11255,SRhi10010.GATCAG.11333 

others multi fate stem cell 168 SRhi10010.TGACCA.11229,SRhi10009.AGTCAA.11310,SRhi10009.GTGG
CC.11386,SRhi10013.ACAGTG.11271,SRhi10007.AGTTCC.11348,SRhi100
04.GTTTCG.11420,SRhi10006.CAGATC.11219,SRhi10007.CAGATC.11548,
SRhi10012.GCCAAT.11217,SRhi10015.GCCAAT.11537,SRhi10003.ATGTC
A.11617,SRhi10002.CAGATC.11547,SRhi10004.ATGTCA.11627,SRhi10003
.CAGATC.11536,SRhi10010.GTTTCG.11697,SRhi10013.GGTAGC.11464,S
Rhi10013.GCCAAT.11218,SRhi10004.CAGATC.11538,SRhi10014.GCCAAT.
11214,SRhi10005.CAGATC.11539,SRhi10006.ATGTCA.11619,SRhi10011.
GTTTCG.11700,SRhi10008.ATGTCA.11549,SRhi10009.CAGATC.11629,SR
hi10014.GTTTCG.11352,SRhi10012.CAGATC.11424,SRhi10003.TTAGGC.
12237,SRhi10013.TTAGGC.12240 

others non-terminally 
differentiated cell 

168 SRhi10009.ATGTCA.11241,SRhi10012.GTTTCG.11322,SRhi10010.CAGAT
C.11398,SRhi10014.ATGTCA.11276,SRhi10003.CGTACG.11353,SRhi1001
5.CAGATC.11425,SRhi10015.ATGTCA.11277,SRhi10004.CGTACG.11354,
SRhi10002.ACTTGA.11426,SRhi10006.GTAGAG.11240,SRhi10005.GAGT
GG.11321,SRhi10013.GATCAG.11397 

others pericyte cell 168 SRhi10002.CCGTCC.11491,SRhi10004.ACTTGA.11652,SRhi10013.CCGT
CC.11518,SRhi10013.CGTACG.11598 

others pigment cell 168 SRhi10010.GCCAAT.11274,SRhi10015.AGTTCC.11351,SRhi10009.GTTTC
G.11423,SRhi10015.CCGTCC.11215,SRhi10015.CGTACG.11528,SRhi1000
7.GATCAG.11608 

others pluripotent stem cell 168 SRhi10037.AGTTCC.3902,SRhi10037.CGTACG.3903,SRhi10037.GGTAGC
.3904,SRhi10043.GTGAAA.4080+4081,SRhi10043.GTTTCG.4084,SRhi100
43.GTAGAG.4082+4083 

others precursor cell 168 SRhi10008.TTAGGC.11224,SRhi10008.CTTGTA.11305,SRhi10009.GTGAA
A.11381,SRhi10010.TGACCA.11229,SRhi10009.AGTCAA.11310,SRhi1000



9.GTGGCC.11386,SRhi10064.CAGATC.11857,SRhi10002.TGACCA.11227,
SRhi10015.CTTGTA.11308,SRhi10002.GTGGCC.11384,SRhi10013.ACAG
TG.11271,SRhi10007.AGTTCC.11348,SRhi10004.GTTTCG.11420,SRhi100
06.CAGATC.11219,SRhi10007.CAGATC.11548,SRhi10012.GCCAAT.11217,
SRhi10015.GCCAAT.11537,SRhi10003.ATGTCA.11617,SRhi10002.CAGAT
C.11547,SRhi10004.ATGTCA.11627,SRhi10003.CAGATC.11536,SRhi1001
0.GTTTCG.11697,SRhi10013.GGTAGC.11464,SRhi10013.GCCAAT.11218,
SRhi10004.CAGATC.11538,SRhi10014.GCCAAT.11214,SRhi10005.CAGAT
C.11539,SRhi10006.ATGTCA.11619,SRhi10011.GTTTCG.11700,SRhi10008
.ATGTCA.11549,SRhi10009.CAGATC.11629,SRhi10009.ATGTCA.11241,S
Rhi10012.GTTTCG.11322,SRhi10010.CAGATC.11398,SRhi10014.GTTTCG
.11352,SRhi10012.CAGATC.11424,SRhi10014.ATGTCA.11276,SRhi10003.
CGTACG.11353,SRhi10015.CAGATC.11425,SRhi10015.ATGTCA.11277,SR
hi10004.CGTACG.11354,SRhi10002.ACTTGA.11426,SRhi10006.GTAGAG.
11240,SRhi10005.GAGTGG.11321,SRhi10013.GATCAG.11397,SRhi10003.
TTAGGC.12237,SRhi10013.TTAGGC.12240 

others protein secreting cell 168 SRhi10002.GTAGAG.11220,SRhi10002.GAGTGG.11301,SRhi10009.GATC
AG.11378,SRhi10003.GTAGAG.11255,SRhi10010.GATCAG.11333 

others secretory cell 168 SRhi10011.TTAGGC.11261,SRhi10011.CTTGTA.11338,SRhi10012.GTGAA
A.11410,SRhi10012.TTAGGC.11262,SRhi10012.CTTGTA.11339,SRhi10013
.GTGAAA.11411,SRhi10015.ACAGTG.11524,SRhi10009.AGTTCC.11604,S
Rhi10008.GCCAAT.11487,SRhi10009.GCCAAT.11565,SRhi10014.AGTTCC.
11566,SRhi10008.GTTTCG.11567,SRhi10011.GCCAAT.11493,SRhi10002.A
TGTCA.11573,SRhi10002.GTAGAG.11220,SRhi10002.GAGTGG.11301,SR
hi10009.GATCAG.11378,SRhi10003.GTAGAG.11255,SRhi10010.GATCAG.
11333,SRhi10007.GTCCGC.11291,SRhi10004.GGTAGC.11368,SRhi10004.
GGCTAC.11440 

others smooth muscle cell 168 SRhi10009.GTAGAG.11210,SRhi10008.GTAGAG.11283,SRhi10007.GAGT
GG.11360,SRhi10010.GTAGAG.11284,SRhi10008.GAGTGG.11361,SRhi10
002.TAGCTT.11433,SRhi10011.GTAGAG.11234,SRhi10009.GAGTGG.1131
5,SRhi10003.TAGCTT.11391,SRhi10004.TAGCTT.11512,SRhi10012.GTAG
AG.11285,SRhi10010.GAGTGG.11362,SRhi10013.GTAGAG.11239,SRhi10
011.GAGTGG.11320,SRhi10006.TAGCTT.11396,SRhi10014.GTAGAG.1128
6,SRhi10012.GAGTGG.11363,SRhi10007.TAGCTT.11435,SRhi10008.TAG
CTT.11508,SRhi10015.GTAGAG.11287,SRhi10013.GAGTGG.11364,SRhi1
0009.TAGCTT.11436,SRhi10002.GTCCGC.11257,SRhi10014.GAGTGG.113
35,SRhi10010.TAGCTT.11465,SRhi10003.GTCCGC.11288,SRhi10015.GA
GTGG.11365,SRhi10011.TAGCTT.11437,SRhi10004.GTCCGC.11289,SRhi
10002.GGTAGC.11366,SRhi10012.TAGCTT.11438,SRhi10013.TAGCTT.115
13,SRhi10015.TAGCTT.11212,SRhi10005.GTCCGC.11290,SRhi10003.GGT
AGC.11367,SRhi10014.TAGCTT.11439,SRhi10006.GTCCGC.11258,SRhi10
002.GGCTAC.11466 

others squamous epithelial cell 168 SRhi10015.TTAGGC.11526,SRhi10014.CTTGTA.11606,SRhi10015.GTGAA
A.11687,SRhi10003.TGACCA.11207,SRhi10002.AGTCAA.11263,SRhi1000
3.GTGGCC.11340,SRhi10011.GGTAGC.11412,SRhi10004.TGACCA.11264,
SRhi10003.AGTCAA.11341,SRhi10004.GTGGCC.11413,SRhi10006.TGAC
CA.11265,SRhi10006.GTGGCC.11414,SRhi10007.TGACCA.11266,SRhi10
006.AGTCAA.11343,SRhi10008.TGACCA.11243,SRhi10007.AGTCAA.1132
4,SRhi10007.GTGGCC.11400,SRhi10009.TGACCA.11267,SRhi10008.AGT
CAA.11344,SRhi10008.GTGGCC.11416,SRhi10003.GCCAAT.11272,SRhi1
0010.AGTTCC.11349,SRhi10005.GTTTCG.11421,SRhi10004.GCCAAT.112
51,SRhi10008.CAGATC.11247,SRhi10007.ATGTCA.11402,SRhi10003.GTA
GAG.11255,SRhi10010.GATCAG.11333 

others stromal cell 168 SRhi10011.TTAGGC.11261,SRhi10011.CTTGTA.11338,SRhi10012.GTGAA
A.11410,SRhi10012.TTAGGC.11262,SRhi10012.CTTGTA.11339,SRhi10013
.GTGAAA.11411,SRhi10015.ACAGTG.11524,SRhi10009.AGTTCC.11604,S
Rhi10011.GCCAAT.11493,SRhi10002.ATGTCA.11573,SRhi10003.ACTTGA.
11249,SRhi10010.CCGTCC.11254,SRhi10012.CGTACG.11332,SRhi10003.
CGATGT.11405,SRhi10007.GTCCGC.11291,SRhi10004.GGTAGC.11368,S
Rhi10004.GGCTAC.11440 

others stuff accumulating cell 168 SRhi10011.CGATGT.11376,SRhi10013.GGCTAC.11327,SRhi10012.CGATG
T.11473,SRhi10014.GGCTAC.11474,SRhi10002.GTGAAA.11475,SRhi1001
3.CGATGT.11476,SRhi10014.CGATGT.11259,SRhi10015.GGCTAC.11336,S
Rhi10003.GTGAAA.11408,SRhi10064.CAGATC.11857,SRhi10003.GCCAAT
.11272,SRhi10010.AGTTCC.11349,SRhi10005.GTTTCG.11421,SRhi10004.
GCCAAT.11251,SRhi10006.GCCAAT.11232,SRhi10012.AGTTCC.11313,SR
hi10006.GTTTCG.11389,SRhi10010.GCCAAT.11274,SRhi10015.AGTTCC.1
1351,SRhi10009.GTTTCG.11423,SRhi10015.CCGTCC.11215,SRhi10015.C
GTACG.11528,SRhi10007.GATCAG.11608 

others supportive cell 168 SRhi10012.TGACCA.11245,SRhi10011.AGTCAA.11326,SRhi10012.GGTA
GC.11401,SRhi10002.CCGTCC.11491,SRhi10004.ACTTGA.11652,SRhi100
13.CCGTCC.11518,SRhi10013.CGTACG.11598,SRhi10003.GTAGAG.1125
5,SRhi10010.GATCAG.11333 

pancreas stromal cell of pancreas 179 SRhi10003.ACTTGA.11249 

skin fibroblast of dermis 167 SRhi10002.ACAGTG.11269,SRhi10013.AGTCAA.11346,SRhi10012.GTGG
CC.11418,SRhi10042.GAGTGG.3952+3953 

skin hair follicle dermal papilla 
cell 

167 SRhi10013.ACAGTG.11271,SRhi10007.AGTTCC.11348,SRhi10004.GTTTC
G.11420 

skin keratinocyte 168 SRhi10003.GCCAAT.11272,SRhi10010.AGTTCC.11349,SRhi10005.GTTTC
G.11421 
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)'.$#',B+./"#,>)>+,#.$#9+

CDN+ FG/)CHHCQ;LJKLKL;CCMNE4FG/)CHHCO;LKLJLL;CCODI4FG/)CHHHP;JKL
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S,%>-B,#+ %<""./+<-%>B$+ >$BB+ "R+ ./$+
%-A>B,S),'+,#.$#9+
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CDN+ FG/)CHHHP;LJKLKL;CCMCH4FG/)CHHHN;LJKLKL;CCMNO4FG/)CHHHE;LKL
JLL;CCODH4FG/)CHHCH;LJKLKL;CCMNI4FG/)CHHHN;LKLJLL;CCODC4FG/
)CHHHM;JKL!JJ;CCIOO4FG/)CHHCC;LJKLKL;CCMOI4FG/)CHHHP;LKLJLL;
CCOCQ4FG/)CHHHO;JKL!JJ;CCOPC4FG/)CHHCM;LJKLKL;CCMNQ4FG/)CHHCH
;LKLJLL;CCODM4FG/)CHHCI;LJKLKL;CCMND4FG/)CHHCM;LKLJLL;CCOD
O4FG/)CHHHE;JKL!JJ;CCIOQ4FG/)CHHCQ;LJKLKL;CCMNE4FG/)CHHCO;LK
LJLL;CCODI4FG/)CHHHP;JKL!JJ;CCIOD4FG/)CHHHO;LJ!!L!;CCMNN4FG
/)CHHCQ;LKLJLL;CCODQ4FG/)CHHCC;JKL!JJ;CCIOE4FG/)CHHHI;LJ!!L
!;CCMNP4FG/)CHHHM;LLJKL!;CCODD4FG/)CHHCM;JKL!JJ;CCION4FG/)CHH
CQ;JKL!JJ;CCMCM4FG/)CHHHQ;LJ!!L!;CCMPH4FG/)CHHHO;LLJKL!;CCO
DE4FG/)CHHCI;JKL!JJ;CCIOP+

S,%>-B,#+ S$)'+$'("./$B),B+>$BB+ CDN+ FG/)CHHHN;JLK!!K;CCMIO4FG/)CHHHE;KLJ!KK;CCOMI4FG/)CHHHE;LJL
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+ ]$)*/.+ \-,'.).,.)S$+ CQP4CIN+ + Q4PDC4DHH+ + b,&,'$%$+ =+
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+ L#,S$%c+()%$,%$+ >,%$Z>"'.#"B+ P4PMP+ + D4HMH4NHN+ + b,&,'$%$+ =+
+ !#"/'d%+()%$,%$+ >,%$Z>"'.#"B+ OH4EIH+ + PQO4MIC+ + a-#"&$,'+ MOCMNMOO+
+ eB>$#,.)S$+>"B).)%+ >,%$Z>"'.#"B+ MD4NPE+ + C4IMN4EIP+ + a-#"&$,'+ MOCMNMOO+
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`$-#"&%9>/),.#)>+ F>/)X"&/#$'),+ >,%$Z>"'.#"B+ NC4HNH+ + P4III4MOH+ + a-#"&$,'+ MQHQDHDC+
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+ LB,->"<,+ >,%$Z>"'.#"B+ MM4EPQ+ + Q4PDC4QPP+ + b,&,'$%$+ =+
!,#()"S,%>-B,#+ K#.$#)"%>B$#"%)%+

"AB).$#,'%+
>,%$Z>"'.#"B+ OM4MQM+ + Q4PDC4OMP+ + b,&,'$%$+ =+

+ 59">,#(),B+
)'R,#>.)"'+

>,%$Z>"'.#"B+ I4NDI+ + I4EEO4EDP+ + b,&,'$%$+ MIPCDDIN+

+ !"#"',#9+,#.$#9+
()%$,%$+

>,%$Z>"'.#"B+ CPI4IME+ + P4IQQ4EEN+ + a-#"&$,'+ MOMHMCMQ+

+ K.#),B+R)A#)BB,.)"'+ >,%$Z>"'.#"B+ OD4EPM+ + Q4HCN4HIN+ + b,&,'$%$+ MNICDNMM+
+ !$#$A#,B+,'$-#9%<+ >,%$Z>"'.#"B+ OC4IDE+ + Q4PDC4OMP+ + b,&,'$%$+ =+
+ _%>/$<)>+%.#"2$+ >,%$Z>"'.#"B+ IO4QQH+ + Q4PDC4OOH+ + b,&,'$%$+ =+
+ F9%."B)>+AB""(+

&#$%%-#$+
\-,'.).,.)S$+ DP4OPQ+ + M4DQH4MNE+ + a-#"&$,'+ MCPHPCCQ+

+ 6),%."B)>+AB""(+
&#$%%-#$+

\-,'.).,.)S$+ DP4OPQ+ + M4DEO4CMD+ + a-#"&$,'+ MCPHPCCQ+

f-'*=#$B,.$(+ !376+ >,%$Z>"'.#"B+ OC4PMH+ + Q4PDC4OMP+ + b,&,'$%$+ =+
g)('$9=#$B,.$(+ e#)>+,>)(+ \-,'.).,.)S$+ CCH4OIE+ + M4MHE4DCH+ + a-#"&$,'+ MOMDOIND+

+ $LhG+ \-,'.).,.)S$+ DE4HPO+ + M4EMI4HOQ+ + a-#"&$,'+ MHONOCID+
f)S$#=#$B,.$(+ !/#"')>+/$&,.).)%+Y+ >,%$Z>"'.#"B+ MP4PDM+ + Q4PDC4OMP+ + b,&,'$%$+ =+



 
Chronic hepatitis C case/control 33,858  5,961,329  Japanese - 

Genitourinary Age at menarche quantitative 182,416  2,441,815  European 25231870 
 

Uterine fibroid case/control 23,212  5,961,329  Japanese - 
 

Urolithiasis case/control 35,116  5,961,329  Japanese - 
Hematological Red blood cell quantitative 71,861  2,589,454  European 23222517 

 
Platelet quantitative 66,867  2,703,393  European 22139419 

Malignancy Lung cancer case/control 31,052  5,932,052  Japanese - 
 

Esophageal cancer case/control 28,403  5,932,052  Japanese - 
 

Gastric cancer case/control 33,349  5,932,052  Japanese - 
 

Colorectal cancer case/control 33,870  5,932,052  Japanese - 
 

Breast cancer case/control 21,768  5,932,052  Japanese - 
 

Endometrial cancer case/control 19,423  5,961,329  Japanese - 
 

Prostate cancer case/control 15,770  5,932,052  Japanese - 

BMI; body mass index, LDL cholesterol; low-density lipoprotein cholesterol, HDL cholesterol; high-density 
lipoprotein cholesterol, COPD; chronic obstructive pulmonary disease, eGFR; estimated glomerular filtration 
rate. 
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!"##$%&%'()*+,=)<$%,!K?,CD)*)4(%*./(.4/,23,(D%,#)(.%'(/,)'5,42'(*2$,/"<L%4(,%'*2$$%5,.',5.33%*%'(.)$$+,
%@#*%//%5,&.678,)')$+/./?,
,
+ 68,M!,N,IOP, QC,M!,N,IIP,
K*$4+9$,#%+ DE+8QE=EQ@+ OE+8OO=QQ@+
F$U4+j+R$<,B$+ NO;O+ OP;I+
6-#,.)"'+"R+%9<&."<%4+<"'./%+ CM+8D=CM@+ `K+
Gh+&"%).)S$4+j+ NO;O+ `K+
K!7K+&"%).)S$4+j+ QD;E+ `K+
6KFMN=!G7+ O;DD+8M;PN=I;NH@+ `K+
<)G`K=%$\+#,T+#$,(+>"-'.4+<)BB)"'+ D;MP+8Q;IE=N;CM@+ Q;OI+8O;PN=D;OE@+
5,&&$(+#,.$+."+<)G`K4+j+ I;NC+8O;PE=D;II@+ P;CH+8Q;DM=CC;MM@+

V,B-$%+,#$+./$+<$(),'+8)'.$#\-,#.)B$+#,'*$@;+
GKi+#/$-<,.")(+,#./#).)%4+]!i+/$,B./9+>"'.#"B4+Ghi+#/$-<,.")(+R,>."#4+K!7Ki+,'.)k>).#-BB)',.$(+&#".$)'+,'.)A"(94+
6KFi+()%$,%$+,>.)S).9+%>"#$4+!G7i+!=#$,>.)S$+&#".$)';+
+ +
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!"##$%&%'()*+, =)<$%, !R?, -%()9)')$+/./, 23, (D%, *D%"&)(2.5, )*(D*.(./, M68P, AB8!, )'5, (D%, "!# $"%"&',
*%#$.4)(.2',/("5+,)(,(D*%%,1%'%(.4,$24.,42'().'.'1,4)'5.5)(%,<.2&)*;%*,&.678?,

!"#$%&'&()*+,)-& !"#$%&'&()*+,)-&
.,%&& /01 23412 56718 56718 2659#:5600;26<9= 5697
(%*%>% 908 2399/ 567<9 56717 568/#:5602;2625= 56//
?@,% 23587 235// 567/2 567<1 2625#:5684;26<4= 5624
A%,%$2 041 23282 567<4 567/4 5682#:5677;2650= 56<8
A%,%$< 084 43451 56718 567<8 2622#:5688;26<9= 56502
B+$$$ 239<5 253957 567<7 56758 2625#:2655;26<5= 56518
!'"$+ <79 05/ 5679< 56729 26<5#:5687;2695= 56588
CD+$E 2327< 2340/ 567<5 56481 2620#:265/;2611= 565580
"(!;!'F 1/7 <4/ 56712 567/1 5680#:5672;2611= 5600
(),,)*% 08/ 23010 567<9 567<9 5688#:5607;2621= 5682
G%*>H 718 <3</7 56758 567</ 5681#:560<;2654= 56<7
@(E@IJ?K ; ; ; ; ; ;
@(E@IJAL ; ; ; ; ; ;
@(E@IJK?;? ; ; ; ; ; ;
@(E@IJK?;M ; ; ; ; ; ;
@(E@IJMN ; ; ; ; ; ;
@(E@IJMK ; ; ; ; ; ;
@(E@IJ@<O< ; ; ; ; ; ;
..P <3/2/ 2/3</9 5691< 5692< 2650#:265<;2624= 56522
NH)+) 23<17 <3507 569/9 56959 2628#:2657;2611= 565529
N),'% 788 792 56/79 56/98 2657#:5681;26</= 5619
QR!!"< <319/ 93<9< 56995 56924 2621#:2654;26<<= 9656?;5/
..P1 89/ 13259 5691< 56920 2654#:5689;2620= 56<8

S'+%;%*%-H&@& ; 243411 9/3057 564<7 564<5 2650#:2659;2622= 1616?;50
.,%&& /01 23412 56<07 56<42 2621#:568/;2619= 5620
(%*%>% 908 2399/ 56<07 56<49 2625#:5689;26<8= 56<2
?@,% 23587 235// 56<01 56<41 2622#:5687;26<7= 5629
A%,%$2 041 23282 56<41 56<75 2652#:5604;26<5= 5608
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CD+$E 2327< 2340/ 56<42 56<92 2650#:5689;26<<= 56</
"(!;!'F 1/7 <4/ 56<09 56<40 262<#:5601;2692= 56/4
(),,)*% 08/ 23010 56<01 56<4< 262<#:5680;26<7= 5625
G%*>H 718 <3</7 56<94 56<99 2655#:5600;2629= 56894<
@(E@IJ?K 187 188 56<01 56<41 2622#:5604;26/<= 56/<
@(E@IJAL 151 <3552 56<4/ 56<92 2654#:5609;2611= 5645
@(E@IJK?;? 7/5 23227 56<74 56<49 2659#:5682;26<<= 569<
@(E@IJK?;M 9<< 84< 56154 56<71 26<5#:2655;26/1= 565//
@(E@IJMN 234/9 4350< 56<79 56<9< 2622#:2652;26<<= 565<1
@(E@IJMK 887 <321< 56<8< 56<77 2658#:5684;26<1= 56<5
@(E@IJ@<O< 00< 23041 56<7/ 56<42 2650#:5689;26<1= 56<1
..P <3/2/ 2/3</9 56507 56507 2655#:5685;262<= 2655
NH)+) 23<17 <3507 56508 56548 2611#:2658;264<= 5655/<
N),'% 788 792 56582 5650< 2624#:5600;2691= 5615
QR!!"< <319/ 93<9< 56581 5650/ 262/#:2655;26<8= 565/4
..P1 89/ 13259 5658/ 56508 2650#:5685;26<8= 56/1

S'+%;%*%-H&@& ; <<3228 483141 56<22 56284 2658#:2659;262<= 1646?;50
.,%&& /01 23412 5627< 56249 262<#:5682;2617= 56<0
(%*%>% 908 2399/ 56272 56297 2627#:5684;26/<= 562<
?@,% 23587 235// 56281 56208 2659#:5608;26<1= 5697
A%,%$2 041 23282 56204 56297 26<7#:2651;2697= 565<7
A%,%$< 084 43451 56244 56241 265/#:5685;26<5= 564<
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!'"$+ <79 05/ 56240 56298 2650#:5602;26//= 5645
CD+$E 2327< 2340/ 56282 56207 2651#:5600;26<2= 5640
"(!;!'F 1/7 <4/ 5627/ 56275 568<#:5645;26/5= 5675
(),,)*% 08/ 23010 56271 56297 262<#:5684;2612= 562/
G%*>H 718 <3</7 56247 5629/ 2625#:568/;2615= 56<1
@(E@IJ?K 187 188 56200 56290 2629#:5609;2699= 5614
@(E@IJAL 151 <3552 56271 5624< 2621#:5607;26/9= 5614
@(E@IJK?;? 7/5 23227 56201 56201 2655#:560/;2620= 5689
@(E@IJK?;M 9<< 84< 56270 56278 265<#:5601;26<4= 5609
@(E@IJMN 234/9 4350< 56279 56295 26<5#:2650;2611= 565525
@(E@IJMK 887 <321< 56272 56245 2625#:568/;26<0= 56<1
@(E@IJ@<O< 00< 23041 5627/ 56244 2629#:5688;2619= 56572
..P <3/2/ 2/3</9 56/7< 56/4/ 2651#:5687;2625= 5611
NH)+) 23<17 <3507 56/98 56/9/ 265<#:5682;262/= 5671
N),'% 788 792 56//5 56/28 2658#:5689;26<4= 56<1
QR!!"< <319/ 93<9< 56/0/ 56/40 2654#:5688;262/= 562<
..P1 89/ 13259 56/71 56/40 265<#:568<;2621= 5644

S'+%;%*%-H&@& ; <<3228 483141 56<05 56<71 2657#:2659;2625= 1676?;57

8837983<597

,&94494025

TB"K

!'I-@$%+@)*

!"#$%&'(UV<238783584<<,&22508417

TB"K

!'I-@$%+@)*

!"#()*"U(153700379824

,&1/215/07

"--'-'#2#F,'WD'*$H R!#:89X(Q= +()E),+K+%Y'

TB"K

,&QC (E, Z)&@+@)* "--'-'
2U<

T'*' A)6#&DO['$+&

!'I-@$%+@)*

!"#,-.
!"#&%)'(UV
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6$.,)B%+"R+./$+%.-(9+>"/"#.%+T$#$+($%>#)A$(+)'+32,(,+$.+,B;+()*+,-+MHCI+8LWKF@+,'(+32,(,+$.+,B;,./#0#
1+/#2-!-*,MHCD+8#$&B)>,.)"'+%.-(9@;+F)'>$+,BB+./$+GK+>,%$%+"R+"'$+LWKF+>"/"#.+8!+l+IMO+)'+_3GGK@+T$#$+
,B%"+ )'>B-($(+ )'+ ./$+ #$&B)>,.)"'+ >"/"#.+ 8_3GGKM@4+T$+ #$<"S$(+ ./$+ R"#<$#+"'$+ )'+ ./$+<$.,=,',B9%)%;+F`7+
*$'".9&$+(,.,+"R+#%OICOHINE+T,%+'".+,S,)B,AB$+)'+./$+>"/"#.%+*$'".9&$(+-%)'*+./$+_<<-'"!/)&+&B,.R"#<;+
+

+ +
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!"#$%&'( )'"*# +,,-.$/'$0"#$123$004 )&5/"44&3 *"#$12 # *44-$ )&5/"44&3 *"#$123$002.",$
6.#7'&5&,$#'*3 8$*%7#29:-'&5$".; / 4<*. 7"*'2=&00*30$21$',"025"5*00"23$00

8$*%7#29>"5".$4$; / ="# 5'$"1*5&3(#$2&=2#7$2?'$"4#

@A+29:-'&5$".;
.$-#'&57*0 ?&.$

7-,".237&.1'&3(#$21$/1*==$'$.#*"#$1
4",50$

@A+29>"5".4$4$; / 4<*. 0*%7#2,$0".&3(#$
+,,-.$B600$'%( C7$-,"#&*12"'#7'*#*4 57"%&3(#$ 0-.% ?'&.37*"024,&&#72,-430$23$00

D(4#$,*320-5-42$'(#7$,"#&4-4 ,"4#23$00 *,,-.$ ,"4#23$00

E'"F$4G21*4$"4$
!HIJ/5&4*#*F$2!HIK/.$%"#*F$
30"44*3"02,&.&3( *,,-.$

!HIJ/5&4*#*F$2!HIK/.$%"#*F$230"44*3"0
,&.&3(

!'&7.G421*4$"4$ ,"4#23$00 *,,-.$ ,"4#23$00
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,$4$.37(,"024#$,23$002&=2#7$
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A$#"?&0*3 )(5$2O21*"?$#$429:-'&5$".; =*?'&?0"4#2&=20(,57"#*32F$44$0 ?'"*. D37M"..23$00

)(5$2O21*"?$#$429>"5".$4$;
,"4#23$00/24#*,-0"#$124",50$ =$#"0

7-,".2",.*&#*32,$,?'".$23$00/26,.*&.
4",50$

@&.$2,*.$'"021$.4*#( =*?'&?0"4#2&=20(,57"#*32F$44$0 4<*. <$'"#*.&3(#$
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$##.#!8+!6@A0!;26@A&!"!<'(*$!8+!6@A0!;2BCDED&!"!<'(*$!8+!BCDED!'+'(-989F!
!

!"#" $%&'()* +,,","'- +,,","'. /0"1 23!4+( 5"3!4+( &3!4+( 23"6$7 5"3"6$7 &3"6$7 23(89 5"3(89 &3(89 &3:;<=<

>*);? 05-@ABC.D $ > @E.?- @E@FF @E@-C AE?;G@. @E-H- @E@F- -EF;G@H @E-D- @E@HD DED;G@. FEC;G@-

=+* 05?DB?.HD + ! @E@C@ G@E@.F @E@BC AEF;G@- @ECDF @E@?- FEA;GAA G@E@.D @E@?? AEF;G@- AE.;G@-

/+=(. 05HAC?AD $ > @E-?@ G@E-@B @E@.- DEF;G@D @EB?C @E@FC DEC;GFF G@E..D @E@?@ BEC;G@A ?E-;G@-

!+$( 05.?.CH@@ + ! @E.AC G@E@?D @E@-D AEA;G@B @EH-- @E@F. BEF;G-CB G@E@A. @E@-C DE.;G@B DE-;G@.

<)**?I 05.C?.?--. > ! @EBB? G@E@HF @E@-C -EB;G@D G@E?H? @E@.C .E.;G-@@ @E-?A @E@F- FE-;G@D BE?;G@.

<6!+*- 05.@DB?C? ! + @EBAA G@E@?A @E@-C -E?;G@F G@E?.. @E@.D .E.;GC@ @E-@C @E@FB -ED;G@F -E.;G@-
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Supplementary Figure S1. The principal component analysis on  the expression 
profiles of mature miRNAs.
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Each circle represents the principal component 1 and 2 of the miRNA expression profile 
in each cell. The color of each circle indicates the tissue which the cell was collected 
from. GU; genitourinary, GI; gastrointestinal.
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Supplementary Figure S2. The effect of the tissue specificity index (TSI) threshold on the set of highly and specifically 
expressed miRNAs and on the statistics from MIGWAS.

(a) Blue circles are the median expression counts and their standard deviations (bars) of  highly and specifically expressed 
miRNAs by the TSI thresholds. Red circles are the median numbers of  miRNAs and their standard deviations (bars) with high 
and specific expression in each cell by the TSI thresholds. (b) The number of miRNAs included in a set of highly and specifically 
expressed miRNAs in more than 90% of 179 cells. (c)  The correlation plot of MIGWAS statistics by the TSI thresholds. Color 
intensity and the size of the circles are proportional to the correlation coefficients.
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miRDB
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Supplementary Figure S3. In vitro support of in silico miRNA-gene target 
prediction algorithms. 

The fraction of in silico predicted miRNA-gene target pairs supported by miRTarBase
(either reporter assay, western blot, microarray or next-generation sequencing) by the 
thresholds in percentile for each algorithm (a) and by the number of algorithms used (b). 
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Supplementary Figure S4. A histogram of the number of the overlapped miRNAs 
from  MIGWAS pipeline and the differential expression analysis by the 
permutation procedure.

Bars represent the distribution of the number of the overlapped miRNAs included both 
in MIGWAS candidate miRNAs for RA and the differential expression experiment of RA 
and HC samples in 5,000 permutation steps. The number shown above each bar is the 
number of permutation steps within each bin. The rightmost bin, with four overlapped 
miRNAs, was equal to the observed overlap in real data.


