
Supplemental Figure Legends 

Figure S1. Identification of tis11 and pan2 alleles. 

(A) Over-expressing a dominant-negative form of Mastermind (MamDN) in immature INPs partially 

suppressed the supernumerary neuroblast phenotype in numb hypomorphic brains. MamDN antagonizes 

the activation of Notch target genes. Bar graph is represented as mean ± standard deviation. P-value: ***  

<0.005. 

(B) Identification of the tis11 locus as a genetic modifier of the supernumerary neuroblast phenotype in  

brat hypomorphic brains.  

(C) Expression of pan2 mRNA in wild-type or pan2 homozygous mutant animals. pan2f00130 (pan2-/-) is a 

null allele.  

(D) Graphic illustration of the functional domains in Pan2. Asterisks correspond to the molecular lesions 

in enzymatically inactive Pan2D1039N,1041Q transgenic protein. UCH: ubiquitin C-terminal hydrolase. 

 

Figure S2. Brat likely recruits Tis11 to the BRE-ARE motif in the 3’UTRs of self- 

renewal gene transcripts. 

(A) The 3’UTRs of dpn and klu mRNA. High-affinity BREs: darker yellow. Lower-affinity BREs: lighter  

yellow. AREs: red.  

(B) B-boxes are required for Brat to bind Tis11. This is the reciprocal IP-WB analysis of the lysate shown 

in Fig. 2B. 

 

Figure S3. Conserved domains in Insb.  

Illustration showing conserved motifs (marked in red) in Insb among 12 Drosophila species. 

 

Figure S4. The Orange motif mediates Insb binding to Dpn.  

C-terminally truncated Insb lacking the Orange motif fails to bind to Dpn. The Orange motif alone is 

sufficient to facilitate Insb binding to Dpn.  
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