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Flanking seq TSD SLTR

R N A R N R

ACCAATATTGCTCAT GAGAGACAGGACAAGCTGGATTTCCTAGGCTGACTAAGAATCCCTAAGCCTAGCTGGGAAGGTGACCACATCCACCTTTAAACATGGGGCTTGCAACTTAGCTCACA-CCGACCAACCAGGTAATAAAGAGAGC
ACCAATATTGCTCAT GAGAGACAGGACAAGCTGGATTTCCTAGGCTGACTAAGAATCCCTAAGCCTAGCTGGGAAGGTGACCACATCCACCTTTAAACATGGGGCTTGCAACTTAGCTCACA-CCGACCAACCAGGTAATARAGAGAGC
ACCAATATTGCTCAT GAGAGACAGGACAAGCTGGATTTCCTAGGCTGACTAAGAATCCCTAAGCCTAGCTGGGAAGGTGACCACATCCACCTTTAAACATGGGGCTTGCAACTTAGCTCACA-CCGACCAACCAGGTAATAAAGAGAGC
ACCAATATTGCTCAT GAGAGACAGGACAAGCTGGATTTCCTAGGCTGACTAAGAATCCCTAAGCCTAGCTGGGAAGGTGACCACATCCACCTTTAAACATGGGGCTTGCAACTTAGCTCACA-CCGACCAACCAGGTAATAAAGAGAGC

ACCAATATTGCTCAT GAGAGACAGGACAAGCTGGATTTCCTAGGCTGACTAAGAATCCCTAAGCCTAGCTGGGAAGGTGACCACATCCACCTTTAAACATGGGGCTTGCAACTTAGCTCACA-CCGACCAACCAGGTAATARAGAGAGC

khkkkhhkkkkhkhkhhhhkhkhhkhhhhhkhhhhhhhhkhhhhhhhhhhhhhhhhhkhdhd dhkk dhhhkhkhhdhd dhkdkd % % *hkkhdhddhhhdhhhhhdhdhdhdhhhrhdd

'TCACTARRATGCTARTTAGGCARARACAGGAGGTARAGARATAGCCRATCATCTATCGCCTGAGAGCACAGCGGGAGGGACARTGATCGGGATATARACCCAGGCATTCGAGCCGGCAACGGCTACCCTCTTTGGGTCCCCTCCCTTTGTATGEG
TCACTAAAATGCTAATTAGGCAAAAACAGGAGGTARAGAAATAGCCAATCATCTATTGCCTGAGAGTACAGTGAGGGGGACAATGATCGGGATATAAACCCAGGCC
TCACTAAAATGCTAATTAGGCAAAAACAGGAGGTARAGAAATAGCCAATCACCTATTGCCTGAGAGCACAGTGAGGGGGACAATGATCGGGATATAAACCCAGGCCTTCARGCTGGCAATGGCTACCCTCTTTGGGTCCCCTCCCTTTGTATGGEE
TCACTAAAATGCTAATTAGGCAAAAACAGGAGGTAAAGAAATAGCCAATCACCTATTGCCTGAGAGCACAGTGAGGGGGACAATGATCGGGATATAAACCCAGGCCTTCAAGCTGGCAATGGCTACCCTCTTTGGGTCCCCTCCCTTTGTATGGG
TCACTAAAATGCTAATTAGGCAAAAACAGGAGGTARAGAAATAGCCAATCACCTATTGCCTGAGAGCACAGTGAGGGGGACAATGATCGGGATATAAACCCAGGCCTTCAAGCTGGCAATGGCTACCCTCTTTGGGTCCCCTCCCTTTGTATGGG
TCACTAARATGCTAATTAGGCAAAAACAGGAGGTARAGAAATAGCCAATCACCTATTGCCTGAGAGCACAGTGAGGGGGACAATGATCGGGATATAAACCCAGGCCTTCARGCTGGCAATGGCTACCCTCTTTGGGTCCCCTCCCTTTGTATGGE

AGCTCTGTTTTCGCTCTATTAAATCTTGCAACTGCGCTCTCTTCTGGTGCATGTTTGTTATGGCTTGGCTCAAGCTGAGCTTTCGCTCACTGTCCACCACTGCTGTTTGCCACCACCGCAGACCCGCTGCTGACTTCCATCCCTTCGGATCCGGC
AGCTCTGTTTTCGCTCTATTAARATCTTGCAACTGCGCTCTCTTCTGGTGCATGTTTGTTATGGCTTGGCTCAAGCTGAGCTTTCGCTCACTGTCCACCACTGCTGTTTGCCACCACCGCAGACCCGCTGCTGACTTCCATCCCTTCGGATCCGGC
AGCTCTGTTTTCGCTCTATTAAATCTTGCAACTGCGCTCTCTTCTGGTGCATGTTTGTTATGGCTTGGCTCAAGCTGAGCTTTCGCTCACTGTCCACCACTGCTGTTTGCCACCACCGCAGACCCGCTGCTGACTTCCATCCCTTCGGATCCGGC
AGCTCTGTTTTCGCTCTATTAAATCTTGCAACTGCGCTCTCTTCTGGTGCATGTTTGTTATGGCTTGGCTCAAGCTGAGCTTTCGCTCACTGTCCACCACTGCTGTTTGCCACCACCGCAGACCCGCTGCTGACTTCCATCCCTTCGGATCCGGC

AGGGTGTCCTCTGTGCTCCTGATCTAGCAAGGCACGCATTGCTGCTCCTGATCGGGCTAAAGTCTTGCCATTGTTCCTGCATGGCTAAGTGCCCAGATTTGTCCTAATTGAGCTGAACACTAGTCACTGGGTTCCATGGTTCTCTTCCGTGACCC
AGGGTGTCCTCTGTGCTCCTGATCTAGCAAGGCACGCATTGCTGCTCCTGATCGGGCTAAAGTCTTGCCATTGTTCCTGCATGGCTAAGTGCCCAGATTTGTCCTAATTGAGCTGAACACTAGTCACTGGGTTCCATGGTTCTCTTCCGTGACCC
AGGGTGTCCTCTGTGCTCCTGATCTAGCAAGGCACGCATTGCTGCTCCTGATCGGGCTAAAGTCTTGCCATTGTTCCTGCATGGCTAAGTGCCCAGATTTGTCCTAATTGAGCTGAACACTAGTCACTGGGTTCCATGGTTCTCTTCCGTGACCC
AGGGTGTCCTCTGTGCTCCTGATCTAGCAAGGCACGCATTGCTGCTCCTGATCGGGCTAAAGTCTTGCCATTGTTCCTGCATGGCTAAGTGCCCAGATTTGTCCTAATTGAGCTGAACACTAGTCACTGGGTTCCATGGTTCTCTTCCGTGACCC

ACGGCTTCTAATAGAGCTATAACACTCATCGCATGGTGCAAGATTCCATTCTTTGGAATCCGTGAGGCCA AGGCTTGCCACCATCTTGGAAGTGGCCTGCTG CCATCTTG
ACGGCTTCTAATAGAGCTATAACACTCATCGCATGGTGCAAGATTCCATTCTTTGGAATCCGTGAGGCCA AGGCTTGCCACCATCTTGGAAGTGGCCTGCTG CCATCTTG
ACGGCTTCTAATAGAGCTATAACACTCATCGCATGGTGCAAGATTCCATTCTTTGGAATCCGTGAGGCCA AGGCTTGCCACCATCTTGGAAGTGGCCTGCTG CCATCTTG
ACGGCTTCTAATAGAGCTATAACACTCATCGCATGGTGCAAGATTCCATTCTTTGGAATCCGTGAGGCCA AGGCTTGCCACCATCTTGGAAGTGGCCTGCTG CCATCTTG

(ECHCETETCCCHCERNCCANCECCECETENEH T T TTGGCGACCACGAAGGGACCTCCARAGCGGTGAGTAATATTGGACCACTTTCGCTTGCTATTCTGTCCTATCCTTCCTTAGAATTGGAGGARAATACCGGGCACCTGTCGGCCAGT - ————

GGAGCTCTGGGAGCAAGGAACCCCCGGTGACATTTTGGTAACCACGAAGAGATCTCCAAAGCAGTGAGTAATATTGGACCTCTTTCGCTTGCTATTCTGTCCTATCCTTCCTTAGAATTGGAGGAARATACCAGGCACCTGTCCGCAGGTTARAA
GGAGCTCTGGGAGCAAGGAACCCCCGGTGACATTTTGGTAACCACGAAGAGATCTCCAAAGCAGTGAGTAATATTGGACCTCTTTCGCTTGCTATTCTGTCCTATCCTTCCTTAGAATTGGAGGAAAATACCAGGCACCTGTCCGCAGGTTAARA
GGAGCTCTGGGAGCAAGGAACCCCCGGTGACATTTTGGTAACCACGAAGAGATCTCCAAAGCAGTGAGTAATATTGGACCTCTTTCGCTTGCTATTCTGTCCTATCCTTCCTTAGAATTGGAGGAAAATACCAGGCACCTGTCCGCAGGTTAAAA
GGAGCTCTGGGAGCAAGGAACCCCCGGTGACATTTTGGTAACCACGAAGAGATCTCCAAAGCAGTGAGTAATATTGGACCTCTTTCGCTTGCTATTCTGTCCTATCCTTCCTTAGAATTGGAGGAARATACCAGGCACCTGTCCGCAGGTTAAAA

TARA

ATGATTAGCGTGTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGTGGAGCTTGCAGTGAGCTGAGATCGCACCACTGCACTCCAGCCTGGGCAACAGAGTGAGACTCTGTCTCAAAAAAATATAAAATAAAATARAAATAARAATARA
ATGATTAGCGTGTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGTGGAGCTTGCAGTGAGCTGAGATCGCACCACTGCACTCCAGCCTGGGCAACAGAGTGAGACTCTGTCTCAAAAAAATATAAAATAAAATAAAAATAAAAATAAA
ATGATTAGCGTGTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGTGGAGCTTGCAGTGAGCTGAGATCGCACCACTGCACTCCAGCCTGGGCAACAGAGTGAGACTCTGTCTCAAAAAAATATAAAATAAAATAAAAATAAAAATAAA
ATGATTAGCGTGTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGTGGAGCTTGCAGTGAGCTGAGATCGCACCACTGCACTCCAGCCTGGGCAACAGAGTGAGACTCTGTCTCAAAAAAATATAAAATAAAATARAAATAAAAATARA

AACGATTAGCGTGGCCGCCGGACTTAAGACTCAGGTGTGAGGCTATCTGGGGAAGGGCTTTCTAACAACCCCCAACCCTTCTGGGTTGGGAACGTTGGTCTGCCTGGAGCCAGCTTCCGCTTTCAATTTTCCTGGGGAAGCCGAGGGCCGACTAG
AACGATTAGCGTGGCCACCGGACTTAARACTCAGGTGTGAGGCTATCAGGGGAAGGGCTTTCTAACAATCCCCAACCC-————————, AGAAGGGTTCGTCTGCCTGGAGCCAGCTTTCACTTTCAATTTTCTTGGGGAAGCTGAGGTCTGACTAG
AACGATTAGCGTGGCCACCGGACTTAAAACTCAGGTGTGAGGCTATCAGGGGAAGGGCTTTCTAACAATCCCCAACCC—————————, AGAAGGGTTCGTCTGCCTGGAGCCAGCTTTCACTTTCAATTTTCTTGGGGAAGCTGAGGTCTGACTAG
AACGATTAGCGTGGCCACCGGACTTAAAACTCAGGTGTGAGGCTATCAGGGGAAGGGCTTTCTAACAATCCCCAACCC-———————~, AGAAGGGTTCGTCTGCCTGGAGCCAGCTTTCACTTTCAATTTTCTTGGGGAAGCTGAGGTCTGACTAG
AACGATTAGCGTGGCCACCGGACTTAAAACTCAGGTGTGAGGCTATCAGGGGAAGGGCTTTCTAACAATCCCCAACCC-————————, AGAAGGGTTCGTCTGCCTGGAGCCAGCTTTCACTTTCAATTTTCTTGGGGAAGCTGAGGTCTGACTAG

AGGCAGAAAGCTGTCGTCCCGAACTCCCGGCATTAGCCGGTTGAGATCATGGCGCAGCCAGAAGTCTCTACTCAACAGTCGCCCATGCGTGCGCCCCTACCTTTCCTTCTGACCCATACCTCCTGGGTCCCGACCACGACTTTCTTGAAAGTGTA

AGGCAGAAAGCTGTCCTCCCGAACTCCTGGCATTAGCCAGTTGAGATCATGGCACAGCTAGAAGTCTCTGCTCAACAGTCACCCATGCGTTCGCCCCTACCTTTCCTTCTGGCCCATACCTCCTGGGTCCCGACCACGACTTTCTTGARAGTGTA
AGGCAGAAAGCTGTCCTCCCGAACTCCTGGCATTAGCCAGTTGAGATCATGGCACAGCTAGAAGTCTCTGCTCAACAGTCACCCATGCGTTCGCCCCTACCTTTCCTTCTGGCCCATACCTCCTGGGTCCCGACCACGACTTTCTTGAAAGTGTA
AGGCAGAAAGCTGTCCTCCCGAACTCCTGGCATTAGCCAGTTGAGATCATGGCACAGCTAGAAGTCTCTGCTCAACAGTCACCCATGCGTTCGCCCCTACCTTTCCTTCTGGCCCATACCTCCTGGGTCCCGACCACGACTTTCTTGAAAGTGTA
AGGCAGAAAGCTGTCCTCCCGAACTCCTGGCATTAGCCAGTTGAGATCATGGCACAGCTAGAAGTCTCTGCTCAACAGTCACCCATGCGTTCGCCCCTACCTTTCCTTCTGGCCCATACCTCCTGGGTCCCGACCACGACTTTCTTGAAAGTGTA
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GCCCCARAATTCTCCTTACCTCTGAATCTACTTCCTCTGATCCCTGCCTCCTAGGTACTAATGGTTCAGACTTTCATTTCCTCTAGCAAGTTGTATCTCCAAAGGGATCTAAGGAAGCTCTACGCTGCGTCCTTAGGCACCTAGGCTATGAACCC

GCCCCAARATTCTCCTTACTTCTGAATCTACTTCCCCTGATCCCTACCTCCTAGGTACTAATGGTTCAGACTTTCATTTCATCTAGCAAGTTGTATCTCCAAAGGGATCTAAGGAAGCTCTATGCTGCATCCTTAGGCATCTAGGCTATARATCC
GCCCCARAATTCTCCTTACTTCTGAATCTACTTCCCCTGATCCCTACCTCCTAGGTACTAATGGTTCAGACTTTCATTTCATCTAGCAAGTTGTATCTCCAAAGGGATCTAAGGAAGCTCTATGCTGCATCCTTAGGCATCTAGGCTATARATCC
GCCCCAAAATTCTCCTTACTTCTGAATCTACTTCCCCTGATCCCTACCTCCTAGGTACTAATGGTTCAGACTTTCATTTCATCTAGCAAGTTGTATCTCCAAAGGGATCTAAGGAAGCTCTATGCTGCATCCTTAGGCATCTAGGCTATAAATCC
GCCCCAARATTCTCCTTACTTCTGAATCTACTTCCCCTGATCCCTACCTCCTAGGTACTAATGGTTCAGACTTTCATTTCATCTAGCAAGTTGTATCTCCAAAGGGATCTAAGGAAGCTCTATGCTGCATCCTTAGGCATCTAGGCTATARATCC

AGGGAGTCTTGTCCCTGGTGTCCCTCCCAATTTAGGCATACAGCTCTCGACATGGGCAGTTATGTGGGACCCGTTCCCCACCACCCTTGCCAGGGCCCCAAGTTTGTAAATGGCTAAGGGAAAAGA ----GAGACAGAGGAGAGAGAGAGAGACG

AGGGACTCTTATTCCTGATGTCCCTCCTGATTTAGGTATACAGCTCTCGACATGGGCAGTTATGTGGGACCCATTCCCTACCACCCTTGCCAGGGCCCCAAGCTTGT-AATGGCGGAGGAGAGAGAGCGCGAGACAGAGGAGAGAGCGTGAGATG
AGGGACTCTTATTCCTGATGTCCCTCCTGATTTAGGTATACAGCTCTCGACATGGGCAGTTATGTGGGACCCATTCCCTACCACCCTTGCCAGGGCCCCAAGCTTGT-AATGGCGGAGGAGAGAGAGCGCGAGACAGAGGAGAGAGCGTGAGATG
AGGGACTCTTATTCCTGATGTCCCTCCTGATTTAGGTATACAGCTCTCGACATGGGCAGTTATGTGGGACCCATTCCCTACCACCCTTGCCAGGGCCCCAAGCTTGT-AATGGCGGAGGAGAGAGAGCGCGAGACAGAGGAGAGAGCGTGAGATG
AGGGACTCTTATTCCTGATGTCCCTCCTGATTTAGGTATACAGCTCTCGACATGGGCAGTTATGTGGGACCCATTCCCTACCACCCTTGCCAGGGCCCCAAGCTTGT-AATGGCGGAGGAGAGAGAGCGCGAGACAGAGGAGAGAGCGTGAGATG

GAGGAGAGAGAGAGAGAGACAGAGAGGAGAGAGAGACAGGAGAGAGACAGAAGAGAGAGAGAGACAGAGAGGAGAG—-—-—~ AGAGAGAGTCAAAGAGAGAAAGAAAGAGAWAGA

GAG--GAGATAGAGCGAGATGGAGGAGAGAGAGTGACACGG-—-—-—~— AGGACAGAGAGTGAGATGGAGGAGAGAGAGACAAAGAGGGAGTCAAAGAGARARAGAAAGATATARATAGTAAAAAARAAAARACAAAARAACAAAAAAACAARAAR
GAG--GAGATAGAGCGAGATGGAGGAGAGAGAGTGACACGG-—-—-—— AGGACAGAGAGTGAGATGGAGGAGAGAGAGACAAAGAGGGAGTCAAAGAGAAAAAGAAAGATATARAATAGTAAAAAAAAAAAAACAAAAAAACAAAAAAACAAAAAA
GAG--GAGATAGAGCGAGATGGAGGAGAGAGAGTGACACGG—~——~—~—, AGGACAGAGAGTGAGATGGAGGAGAGAGAGACAAAGAGGGAGTCAAAGAGAAAAAGAAAGATATAAATAGT--AAAAAAAAAAACAAAAAAACAAAAAAACAAAAAA
GAG--GAGATAGAGCGAGATGGAGGAGAGAGAGTGACACGG-———-—— AGGACAGAGAGTGAGATGGAGGAGAGAGAGACAAAGAGGGAGTCAAAGAGAAAAAGAAAGATATARATAGT-AAAAAAAAAARACAAAARAACAAARAAAACAAAAAR

--AATAGTAAAGAARAAAACAGTGTGCCCTATTCCTTTAAAAGCCAGGGTAAATTTARAACCTATAATTGATAATTGAAGGTCTTCTCCGTGACCCTATAACACTCCAATACCACCTTGTTGTCAGTGTAAACAAGGGCGTAGCCCGARAGCACTG

CCAAAAARACAAAARAAAAAGTGTGCCCTATTCCTTTARAAAGCCAGGGTARATTTCARACCTATAATTGATAATTGAAGGTCTTCTCCATGACGCTATAATACTCCAATACTACT---TTGTCAGTGTAAACAAGGGAGTAGCCTGAAAACACGG
CCAAAARAACAAAAAAAAAAGTGTGCCCTATTCCTTTAAAAGCCAGGGTAAATTTCAAACCTATAATTGATAATTGAAGGTCTTCTCCATGACGCTATAATACTCCAATACTACT---TTGTCAGTGTAARAACAAGGGAGTAGCCTGAAAACACGG
CCAAAAAAACAAAAAAAAAAGTGTGCCCTATTCCTTTAAAAGCCAGGGTAAATTTCAAACCTATAATTGATAATTGAAGGTCTTCTCCATGACGCTATAATACTCCAATACTACT --~-TTGTCAGTGTAAACAAGGGAGTAGCCTGAAAACACGG
CCAAAAARACAAAARAAAAAAGTGTGCCCTATTCCTTTARAAAGCCAGGGTAAATTTCARAACCTATAATTGATAATTGAAGGTCTTCTCCATGACGCTATAATACTCCAATACTACT---TTGTCAGTGTAAACAAGGGAGTAGCCTGAAAACACGG

AGGCCACTGACAACCCGTAGCCTTCCTATCAAAAATCCTTAACCCAGTAACCCGCGGATGGCCCAAATGCATTCAGTCNGTAGCGGCAACTGCTTTGCTAACAGAAGAAAGTAGAAAAGTAACTTTTAGAGGARACCTCATTGTGAGCACACCTC

AGACCGCTGACAACCCATAGCTTTCCTATCAAAAATCCTTAACCCAGTAACCCGCGG————————~— AGGCATTCAATCTGTAGCAGCAACTGCTTTGCTAACAAAAGAAAGTAGAAAAGTAACTTTTAGAGGAAATGTCATTGTGAGCACACCTC
AGACCGCTGACAACCCATAGCTTTCCTATCAAAAATCCTTAACCCAGTAACCCGCGG-- —-AGGCATTCAATCTGTAGCAGCAACTGCTTTGCTAACAAAAGAAAGTAGAAAAGTAACTTTTAGAGGAAATGTCATTGTGAGCACACCTC
AGACCGCTGACAACCCATAGCTTTCCTATCAAAAATCCTTAACCCAGTAACCCGCGG-~ -AGGCATTCAATCTGTAGCAGCAACTGCTTTGCTAACAAAAGAAAGTAGAAAAGTAACTTTTAGAGGAAATGTCATTGTGAGCACACCTC
AGACCGCTGACAACCCATAGCTTTCCTATCAAAAATCCTTAACCCAGTAACCCGCGG————————~— AGGCATTCAATCTGTAGCAGCAACTGCTTTGCTAACAAAAGAAAGTAGAAAAGTAACTTTTAGAGGAAATGTCATTGTGAGCACACCTC

ACCAGTTCAGAATTATTCTAAGTCAAAAAAGCAAARAAGGTAGCTTACTAACTCAAAAATCTTAAAGTATGGGGCTATTCTGTTAGAAAAAGGTAATTTAACACCAACCACTGANAATTCCCTTAACCCAGCAGATTTCCTAACAGGGGATTTARA

ACCAGTTCAGAATTATTCTAAGTCAAAAAAGCAARAAAGTAGCTTACTAACTCAAAAATCTTAAAGTATGGGGCTATTCTGTTAGAAAAAGTTAATTTAACACCAACCACTGATAATTCCCCTAACCCAGCCAATTTCCTAACAGGGGATTTARA
ACCAGTTCAGAATTATTCTAAGTCAAAAAAGCAAAAAAGTAGCTTACTAACTCAAAAATCTTAAAGTATGGGGCTATTCTGTTAGAAAAAGTTAATTTAACACCAACCACTGATAATTCCCCTAACCCAGCCAATTTCCTAACAGGGGATTTAAA
ACCAGTTCAGAATTATTCTAAGTCAAAAAAGCAAAAAAGTAGCTTACTAACTCAAAAATCTTAAAGTATGGGGCTATTCTGTTAGAAAAAGTTAATTTAACACCAACCACTGATAATTCCCCTAACCCAGCCAATTTCCTAACAGGGGATTTAAA
ACCAGTTCAGAATTATTCTAAGTCAAAAAAGCAAAAAAGTAGCTTACTAACTCAAAAATCTTAAAGTATGGGGCTATTCTGTTAGAAAAAGTTAATTTAACACCAACCACTGATAATTCCCCTAACCCAGCCAATTTCCTAACAGGGGATTTARA

TCTTAATTACCATACAAAGGTCCGACCAGACCTAGGAGGAACTCCCTTCAGGACAGGACGATAGATGGTTCCTCCCAGGTGATTGAGGAAAAARACCACAATGGGTATTCAGTAATTGATAGGGAGACTCTTGTGGAAGCAGAGTTAGAAAAATT

TCTTAATTACCATACAAAGGCCTGACCAGACCTAGGAGGAACTCCCTTCAGGACAGGACTATAGATGGTCCCTCCCAGGTGACTGAGG-AAAARACCACAATGGGTATTCAGTAATTGATAGGGAGACTCTTGTGGAAGCAGAGTTAGAARAATT
TCTTAATTACCATACAAAGGCCTGACCAGACCTAGGAGGAACTCCCTTCAGGACAGGACTATAGATGGTCCCTCCCAGGTGACTGAGG-AAAAAACCACAATGGGTATTCAGTAATTGATAGGGAGACTCTTGTGGAAGCAGAGTTAGAAAAATT
TCTTAATTACCATACAAAGGCCTGACCAGACCTAGGAGGAACTCCCTTCAGGACAGGACTATAGATGGTCCCTCCCAGGTGACTGAGG-AAAAAACCACAATGGGTATTCAGTAATTGATAGGGAGACTCTTGTGGAAGCAGAGTTAGAAAAATT
TCTTAATTACCATACAAAGGCCTGACCAGACCTAGGAGGAACTCCCTTCAGGACAGGACTATAGATGGTCCCTCCCAGGTGACTGAGG-AAAAAACCACAATGGGTATTCAGTAATTGATAGGGAGACTCTTGTGGAAGCAGAGTTAGAAAAATT

GCCTAATAATTGGTCTCCTCAAACGTGCGAGCTGTTTGCACTCAGCCAAGCCTTAAAGTACTTACAGAATCAAAAGACTATCTCAATCCTGACTCAAAAGGTTACCTACACCCTCTCTGAAACGAATTTGCATAAGAACTGTTGTTTATGGGAAT

GCCTAATAATTGGTCTCCTCAAACGTGCAAGCTGTTTGCACTCAGCCAAGCCTTAAAGTACTTACAGAATCAAAAGACTATCTCAGTCCTGACTCAAAACCTTACTTACACCTTCTCTGAAACGAATTTGCATAAARACTGTTGTTTATGGGAAT
GCCTAATAATTGGTCTCCTCAAACGTGCAAGCTGTTTGCACTCAGCCAAGCCTTAAAGTACTTACAGAATCAAAAGACTATCTCAGTCCTGACTCAAAACCTTACTTACACCTTCTCTGAAACGAATTTGCATAAAAACTGTTGTTTATGGGAAT
GCCTAATAATTGGTCTCCTCAAACGTGCAAGCTGTTTGCACTCAGCCAAGCCTTAAAGTACTTACAGAATCAAAAGACTATCTCAGTCCTGACTCAAAACCTTACTTACACCTTCTCTGAAACGAATTTGCATAAAAACTGTTGTTTATGGGAAT
GCCTAATAATTGGTCTCCTCAAACGTGCAAGCTGTTTGCACTCAGCCAAGCCTTAAAGTACTTACAGAATCAAAAGACTATCTCAGTCCTGACTCAAAACCTTACTTACACCTTCTCTGAAACGAATTTGCATAAAAACTGTTGTTTATGGGAAT

GCATCTTGATGGGGCAGCTGGGTTGTTATGAAATACTCAGGAACCCAGCCCAGCTCTAGGACTCACCCCTGAGCGCAAAGGCAATGTTGGGCACGCTGGTAAAGGACCACTAGAATCCAGCAGCCCGGACCCCTTTCTTTGTGGTCAAGARAGGC

GCATCTTGATGGGGCAGGTGGGTTGTTATGARATACTCAGGAACCTAGCCTGGCTCTAGGACTCACCCCTGAGTGCAAAGGCGATGTTGGACATGCTGGTAAAGGAACACTAGAATCCAGTAGCCCAGACCCCTTTCTTTGTGGTCAAGAGAGGC
GCATCTTGATGGGGCAGGTGGGTTGTTATGAAATACTCAGGAACCTAGCCTGGCTCTAGGACTCACCCCTGAGTGCAAAGGCGATGTTGGACATGCTGGTAAAGGAACACTAGAATCCAGTAGCCCAGACCCCTTTCTTTGTGGTCAAGAGAGGC
GCATCTTGATGGGGCAGGTGGGTTGTTATGAAATACTCAGGAACCTAGCCTGGCTCTAGGACTCACCCCTGAGTGCAAAGGCGATGTTGGACATGCTGGTAAAGGAACACTAGAATCCAGTAGCCCAGACCCCTTTCTTTGTGGTCAAGAGAGGC
GCATCTTGATGGGGCAGGTGGGTTGTTATGAAATACTCAGGAACCTAGCCTGGCTCTAGGACTCACCCCTGAGTGCAAAGGCGATGTTGGACATGCTGGTAAAGGAACACTAGAATCCAGTAGCCCAGACCCCTTTCTTTGTGGTCAAGAGAGGC
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GGGAAAACAGGTGCAGGACTGCTACATCGGTGAGCGTAACTAATCCGATAAGCAGAGGTCCATGGGTGGTTACGCACCCTGGARAAGGAATAAGCATTAGGACCATAGAGGACGCTCTAGGACTAATGCTCATCGGAAAATGACTAGGGGTGCTGG

AGGAAAAGGTGTGCAGGACTGCTACATCGGTGAGCATATGTAATCCGATAAGCAGAGGTCCATAGGTGGTTATGCACCCTGGAAAGGAATAAGCATTAGGACTATAGAGGATGCTCTAGGACTAATGCTCATCGGAAAATGAGTAGGGGTGCTGG
AGGAARAGGTGTGCAGGACTGCTACATCGGTGAGCATATGTAATCCGATAAGCAGAGGTCCATAGGTGGTTATGCACCCTGGAAAGGAATAAGCATTAGGACTATAGAGGATGCTCTAGGACTAATGCTCATCGGARAATGAGTAGGGGTGCTGG
AGGAAAAGGTGTGCAGGACTGCTACATCGGTGAGCATATGTAATCCGATAAGCAGAGGTCCATAGGTGGTTATGCACCCTGGAAAGGAATAAGCATTCGGACTATAGAGGATGCTCTAGGACTAATGCTCATCGGAAAATGAGTAGGGGTGCTGG
AGGAAAAGGTGTGCAGGACTGCTACATCGGTGAGCATATGTAATCCGATAAGCAGAGGTCCATAGGTGGTTATGCACCCTGGAAAGGAATAAGCATTCGGACTATAGAGGATGCTCTAGGACTAATGCTCATCGGAAAATGAGTAGGGGTGCTGG

Gag
CATCCCTATGTTCTTTTTTCAGATGGGARACGTTCCCCCCARGGCARRARRCGCCCCTAAGATGTATTCTGGAGAATTGGGACCARTTTGACCCTCAGACGCTARGARRGARACGACT TATATTCTTCTGCAGTACCGCCTGGCCACGATATCCTC

CATCCCTATGTTCTTTTTTCAGATGGGAAGTGTT-CCCCCAAGGCAAAAATGCCCCTAAGATGTATTCTGGAGAATTGGGACCAATTTGACCCTCAGACTCTAAGAAAGAAATGACTTACATTCTTCTGCAGTACCGCCTGGCCATGATATCCTC
CATCCCTATGTTCTTTTTTCAGATGGGAAGTGTT-CCCCCAAGGCAAAAATGCCCCTAAGATGTATTCTGGAGAATTGGGACCAATTTGACCCTCAGACTCTAAGAAAGARATGACTTACATTCTTCTGCAGTACCGCCTGGCCATGATATCCTC
CATCCCTATGTTCTTTTTTCAGATGGGAAGTGTT-CCCCCAAGGCAAAAATGCCCCTAAGATGTATTCTGGAGAATTGGGACCAATTTGACCCTCAGACTCTAAGAAAGAAATGACTTACATTCTTCTGCAGTACCGCCTGGCCATGATATCCTC
CATCCCTATGTTCTTTTTTCAGATGGGAAGTGTT-CCCCCAAGGCAAAAATGCCCCTAAGATGTATTCTGGAGAATTGGGACCAATTTGACCCTCAGACTCTAAGAAAGAAATGACTTACATTCTTCTGCAGTACCGCCTGGCCATGATATCCTC

TTCAAGGGGGAGAAACCTGGCCTCCTGAGGGAAGTATAARATTATAACACCATCTTACAGCTAGACCTCTTTTGTAGAAAAGAAGGCAAATGGAGTGAATTGCCATATGTACARACTTTCTTTTCATTAAGAGACAACTCGCAATTATGTAGARAG
TTCAAGGGGGAGAAACCTGGCCTCCTGAGGGAAGTATAAATTATAACACCATCTTACAGCTAGACCTCTTTTGTAGAARAGAAGGCAAATGGAGTGAATTGCCATATGTACAAACTTTCTTTTCATTAAGAGACAACTCGCAATTATGTAGAAAG
TTCAAGGGGGAGAAACCTGGCCTCCTGAGGGAAGTATAAATTATAACACCATCTTACAGCTAGACCTCTTTTGTAGAAAAGAAGGCAAATGGAGTGAATTGCCATATGTACAAACTTTCTTTTCATTAAGAGACAACTCGCAATTATGTAGAAAG
TTCAAGGGGGAGAAACCTGGCCTCCTGAGGGAAGTATAAATTATAACACCATCTTACAGCTAGACCTCTTTTGTAGAAAAGAAGGCAAATGGAGTGAATTGCCATATGTACARACTTTCTTTTCATTAAGAGACAACTCGCAATTATGTAGARAAG

TGTGATTTATGCCCTACAGGAAGCCCTCAGAGTCTACCTCCCTACGCCAGCATCCCCCCAACTCCTTCTCCAACTATTAAGGA-CCCCCTTCAACCCAAATGGTCCARAA-GAGACAGACAAAGGGGTAAACAATGAACCAAAGAGTGGCAATAT
TGTGATTTATGCCCTACAGGAAGCCCTCAGAGTCTACCTCCCTACGCCAGCATCCCCCCAACTCCTTCTCCAACTATTAAGGA-CCCCCTTCAACCCAAATGGTCCAAAA-GAGACAGACAAAGGGGTAAACAATGAACCAAAGAGTGGCAATAT
TGTGATTTATGCCCTACAGGAAGCCCTCAGAGTCTACCTCCCTACGCCAGCATCCCCCCAACTCCTTCTCCAACTATTAAGGA-CCCCCTTCAACCCAAATGGTCCAAAA-GAGACAGACAAAGGGGTAAACAATGAACCAAAGAGTGGCAATAT
TGTGATTTATGCCCTACAGGAAGCCCTCAGAGTCTACCTCCCTACGCCAGCATCCCCCCAACTCCTTCTCCAACTATTAAGGA-CCCCCTTCAACCCAAATGGTCCAAAA-GAGACAGACAAAGGGGTAAACAATGAACCAAAGAGTGGCAATAT

TCCCCAATTATGCCGCCTCCAAGCAGTGGGAGGAGGAGAATTCGGCCCAGCCAGAGTGCGTGTACCTTTTTCTCTCTCAGACTTAAAGCAAATTARAATAGACCTCGGTAAATTCTCAGATAACCCTGATGGCTATATTGATGTTTTACAAGGGT
TCCCCAATTATGCCGCCTCCAAGCAGTGGGAGGAGGAGAATTCGGCCCAGCCAGAGTGCGTGTACCTTTTTCTCTCTCAGACTTAAAGCAAATTAAAATAGACCTCGGTARATTCTCAGATAACCCTGATGGCTATATTGATGTTTTACAAGGGT
TCCCCAATTATGCCGCCTCCAAGCAGTGGGAGGAGGAGAATTCGGCCCAGCCAGAGTGCGTGTACCTTTTTCTCTCTCAGACTTAAAGCAAATTAAAATAGACCTCGGTAAATTCTCAGATAACCCTGATGGCTATATTGATGTTTTACAAGGGT
TCCCCAATTATGCCGCCTCCAAGCAGTGGGAGGAGGAGAATTCGGCCCAGCCAGAGTGCGTGTACCTTTTTCTCTCTCAGACTTAAAGCAAATTARAATAGACCTCGGTAAATTCTCAGATAACCCTGATGGCTATATTGATGTTTTACAAGGGT

TAGGACAATGCTTTGATCTGACTTGGAGAGATATAATGTTACTGCTAAATCAGACACTAACCCCAAATGAARAAAGTGCCGTCATAACTGCAGCCCGAGAGTTTGGCAATCTCTTGTATCTCAGTCAGGTCAATGATAGGATGACAACAGAGGAA
TAGGACAATGCTTTGATCTGACTTGGAGAGATATAATGTTACTGCTAAATCAGACACTAACCCCAARATGAAAARAGTGCCGTCATAACTGCAGCCCGAGAGTTTGGCAATCTCTTGTATCTCAGTCAGGTCAATGATAGGATGACAACAGAGGAA
TAGGACAATGCTTTGATCTGACTTGGAGAGATATAATGTTACTGCTAAATCAGACACTAACCCCAAATGAAAAAAGTGCCGTCATAACTGCAGCCCGAGAGTTTGGCAATCTCTTGTATCTCAGTCAGGTCAATGATAGGATGACAACAGAGGAA
TAGGACAATGCTTTGATCTGACTTGGAGAGATATAATGTTACTGCTAAATCAGACACTAACCCCAAATGAAAAAAGTGCCGTCATAACTGCAGCCCGAGAGTTTGGCAATCTCTTGTATCTCAGTCAGGTCAATGATAGGATGACAACAGAGGAA

--AGAATGATTCCCCACAGGCCAGCAGGCAGTTCCCAGTGTAGACCCTCATTGAGACACAGAATCAGAACATGGAGATTGGTGCCGCAGACATTTGCCAACTTGCATGCTAGAAGGACTAAGGAAARATTAGGAAGAAGCCTATGAATTATTCAAT
—-AGAATGATTCCCCACAGGCCAGCAGGCAGTTCCCAGTGTAGACCCTCATTGAGACACAGAATCAGAACATGGAGATTGGTGCCGCAGACATTTGCCAACTTGCATGCTAGAAGGACTAAGGAAAATTAGGAAGAAGCCTATGAATTATTCAAT
--AGAATGATTCCCCACAGGCCAGCAGGCAGTTCCCAGTGTAGACCCTCATTGAGACACAGAATCAGAACATGGAGATTGGTGCCGCAGACATTTGCCAACTTGCATGCTAGAAGGACTAAGGAAAATTAGGAAGAAGCCTATGAATTATTCAAT
--AGAATGATTCCCCACAGGCCAGCAGGCAGTTCCCAGTGTAGACCCTCATTGAGACACAGAATCAGAACATGGAGATTGGTGCCGCAGACATTTGCCAACTTGCATGCTAGAAGGACTAAGGAAAATTAGGAAGAAGCCTATGAATTATTCAAT

GATGTCCACTATAACACAGGGAAAGGAAGAAAATCCTACTGCCTTTCTGGAGAGACTAAGGGAGGCATTGAGGAAGCATACCTCCCTGTCACCTGACTCTATTGAAGGCCAACCAATCTTARAGGATAAGTTTATCACTCAGTCAGCTGCAGACA
GATGTCCACTATAACACAGGGAARAGGAAGAAAATCCTACTGCCTTTCTGGAGAGACTAAGGGAGGCATTGAGGAAGCATACCTCCCTGTCACCTGACTCTATTGAAGGCCAACCAATCTTAARAGGATAAGTTTATCACTCAGTCAGCTGCAGACA
GATGTCCACTATAACACAGGGAAAGGAAGAAAATCCTACTGCCTTTCTGGAGAGACTAAGGGAGGCATTGAGGAAGCATACCTCCCTGTCACCTGACTCTATTGAAGGCCAACCAATCTTAAAGGATAAGTTTATCACTCAGTCAGCTGCAGACA
GATGTCCACTATAACACAGGGAAAGGAAGAAAATCCTACTGCCTTTCTGGAGAGACTAAGGGAGGCATTGAGGAAGCATACCTCCCTGTCACCTGACTCTATTGAAGGCCAACCAATCTTAAAGGATAAGTTTATCACTCAGTCAGCTGCAGACA

TTAGARRRARACTTCARRNGTCCGCCTTAGGCCCGCAGCARAACT TAGARACCCTATTGAACT TGCCARCCTCCGTTTTTTATANTACAGATCAGCAGCAGCAGGCCCANCCCGACARACCGCATTARAAARAAGGCCACCGCTTTAGTCATGGC

TTAGAAARAAACTTCAAAAGTCTGCCTTAGGCCCGGAGCGAAACTTAGAAACCCTGTTGAACTTGGCAACCTCAGTTTTTTATAATAGAGATCAGGAGGAGCAGGTAGAATGGGACAAACAGGATTTTAAARAAGGCCACCGCTTTACTCATGGC
TTAGAARAAAACTTCAAAAGTCTGCCTTAGGCCCGGAGCGAAACTTAGAAACCCTGTTGAACTTGGCAACCTCAGTTTTTTATAATAGAGATCAGGAGGAGCAGGTAGAATGGGACAAACAGGATTTTAAAAAAGGCCACCGCTTTACTCATGGC
TTAGAAAAAAACTTCAAAAGTCTGCCTTAGGCCCGGAGCGAAACTTAGAAACCCTGTTGAACTTGGCAACCTCAGTTTTTTATAATAGAGATCAGGAGGAGCAGGTAGAATGGGACAAACAGGATTTTAAAAAAGGCCACCGCTTTACTCATGGC
TTAGAAAAAAACTTCAAAAGTCTGCCTTAGGCCCGGAGCGAAACTTAGAAACCCTGTTGAACTTGGCAACCTCAGTTTTTTATAATAGAGATCAGGAGGAGCAGGTAGAATGGGACAAACAGGATTTTAAARAAGGCCACCGCTTTACTCATGGC
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CCTCAGGCAAGCGGACTTTGGAGGCTCTGGAAAAGGGARAGGCTGGGCAAATCGAATGCCTAATAGGGCTTGCTTCCAGTGCGGTCTACAAGGACACTTTAAAAAAGATTGTCCAAGTAGARATAAGCCGCCCCCTCGTCCATGCCCCTTATGTC

CCACAGGCAAGCGGACTTTGGAGGCTCTGGAAAAGGGARAAGCTGGGCAAATCGAATACCTAATAGGGCTTGCTTCCAGTGTGGTCTACAAGGACACTTTAARAAAGATTGTCCAAGTAGAAGTAAGCTGCCCCCTCTTCCATGCCCCTTATGTT
CCACAGGCAAGCGGACTTTGGAGGCTCTGGAAAAGGGAARAAGCTGGGCAAATCGAATACCTAATAGGGCTTGCTTCCAGTGTGGTCTACAAGGACACTTTAAAAAAGATTGTCCAAGTAGAAGTAAGCTGCCCCCTCTTCCATGCCCCTTATGTT
CCACAGGCAAGCGGACTTTGGAGGCTCTGGAAAAGGGAAAAGCTGGGCAAATCGAATACCTAATAGGGCTTGCTTCCAGTGTGGTCTACAAGGACACTTTAAAAAAGATTGTCCAAGTAGAAGTAAGCTGCCCCCTCTTCCATGCCCCTTATGTT
CCACAGGCAAGCGGACTTTGGAGGCTCTGGAAAAGGGAAAAGCTGGGCAAATCGAATACCTAATAGGGCTTGCTTCCAGTGTGGTCTACAAGGACACTTTAAAAAAGATTGTCCAAGTAGAAGTAAGCTGCCCCCTCTTCCATGCCCCTTATGTT

AAGGGAATCACTGGAAGGCCCACTGCCCCAGGGGACGAAGGTCCTCTGAGTCAGAAGCCACTAACCAGATGATCCAGCAGCAGGACTGAGGGTGCCCGGGGCAAGCGCCAGCCCATGCCATCACCCTCACAGAGCCCCGGGTATGCTTGACCATT

AAGGGAATCACTGGAAGGCCCACTGCCCCAGGGGATGAAGTTCCTTTGAGTCAGAAGTCACTAACCAGATGACCCAGCAGCAGGACTGAGGGTGTCTGGGGCAAGCACCAGCCCATGCCATCACCCTCACAGAGCCCCGGGTATGCTTGACCATC
AAGGGAATCACTGGAAGGCCCACTGCCCCAGGGGATGAAGTTCCTTTGAGTCAGAAGTCACTAACCAGATGACCCAGCAGCAGGACTGAGGGTGTCTGGGGCAAGCACCAGCCCATGCCATCACCCTCACAGAGCCCCGGGTATGCTTGACCATC
AAGGGAATCACTGGAAGGCCCACTGCCCCAGGGGATGAAGTTCCTTTGAGTCAGAAGTCACTAACCAGATGACCCAGCAGCAGGACTGAGGGTGTCTGGGGCAAGCACCAGCCCATGCCATCACCCTCACAGAGCCCCGGGTATGCTTGACCATC
AAGGGAATCACTGGAAGGCCCACTGCCCCAGGGGATGAAGTTCCTTTGAGTCAGAAGTCACTAACCAGATGACCCAGCAGCAGGACTGAGGGTGTCTGGGGCAAGCACCAGCCCATGCCATCACCCTCACAGAGCCCCGGGTATGCTTGACCATC

GAGGGCCAGGAGGTTAACTGTCTCCTGGACACTGGCGCGGCCTTCTCAGTCTTACTCTCCTGTCCCGGACAACTGTCCTCCAGATCTGTCACTATCCGAGGGGTCCTAGGACAGCCAGTCACTAGATACTTCTCCCAGCCACTAAGTTGTGACTG

AAGGGCCAGGAGGTTAACTGTCTCCTGGACACTGGTGCAGCCTTCTCAGTCTTACTCTCCTGTCCTGGACAACTGTCATCCAGATCTGTCACTATCCAAGGGGTGCTAGGACAGCCAGTCACTAGATACTTCTCCCAGCCACTAAGTCATGGCTG
AAGGGCCAGGAGGTTAACTGTCTCCTGGACACTGGTGCAGCCTTCTCAGTCTTACTCTCCTGTCCTGGACAACTGTCATCCAGATCTGTCACTATCCAAGGGGTGCTAGGACAGCCAGTCACTAGATACTTCTCCCAGCCACTAAGTCATGGCTG
AAGGGCCAGGAGGTTAACTGTCTCCTGGACACTGGTGCAGCCTTCTCAGTCTTACTCTCCTGTCCTGGACAACTGTCATCCAGATCTGTCACTATCCAAGGGGTGCTAGGACAGCCAGTCACTAGATACTTCTCCCAGCCACTAAGTCATGGCTG
AAGGGCCAGGAGGTTAACTGTCTCCTGGACACTGGTGCAGCCTTCTCAGTCTTACTCTCCTGTCCTGGACAACTGTCATCCAGATCTGTCACTATCCAAGGGGTGCTAGGACAGCCAGTCACTAGATACTTCTCCCAGCCACTAAGTCATGGCTG

Pol
GGGAACTTTACTCTTTTCACATGCTTTTCTAAT T TGECTCARNCECCCACTCCC T TG T TACCCACACACH T TC TG e AR CeACCCCECA T TA TACACC TCARCA TACCACARCCARCACCECTTTCTTCTCCCCTCETTCACCRRCCARTTE

GGGAACTTTACTTTTTTCATATGCTTTTCTAATTATGCCTGAAAGCCCCATTCCCTTGTTAGGGAGAGACATTCTAGCAAAAGCAGGGGCCGTTATATACCTGAACATAGGGGARAGAACACCCGTTTGTTGTCCCCTGCTTGAGGAAGGAATTA
GGGAACTTTACTTTTTTCATATGCTTTTCTAATTATGCCTGAAAGCCCCATTCCCTTGTTAGGGAGAGACATTCTAGCAAAAGCAGGGGCCGTTATACACCTGAACATAGGGGAAAGAACACCCGTTTGTTGTCCCCTGCTTGAGGAAGGAATTA
GGGAACTTTACTTTTTTCATATGCTTTTCTAATTATGCCTGAAAGCCCCATTCCCTTGTTAGGGAGAGACATTCTAGCAAAAGCAGGGGCCGTTATACACCTGAACATAGGGGAAAGAACACCCGTTTGTTGTCCCCTGCTTGAGGAAGGAATTA
GGGAACTTTACTTTTTTCATATGCTTTTCTAATTATGCCTGAAAGCCCCATTCCCTTGTTAGGGAGAGACATTCTAGCAAAAGCAGGGGCCGTTATACACCTGAACATAGGGGARAGAACACCCGTTTGTTGTCCCCTGCTTGAGGAAGGAATTA

ATCCTGAAGTCTGGGCAACAGAAGGACAATATGGATAAGCAARAGAATGCCCATCCTGTTCAAGTTAAACTAAAGGATGCCACCTCCTTTCCCTGCGAAATGCAGGACCCCCTTAGACCTGAGGCCCAACAAGGACTCCARAAGATTGTTAAGGAC
ATCCTGAAGTCTGGGCAACAGAAGGACAATATGGATAAGCAAAGAATGCCCATCCTGTTCAAGTTAAACTAAAGGATGCCACCTCCTTTCCCTGCGAAATGCAGGACCCCCTTAGACCTGAGGCCCAACAAGGACTCCAAAAGATTGTTAAGGAC
ATCCTGAAGTCTGGGCAACAGAAGGACAATATGGATAAGCAAAGAATGCCCATCCTGTTCAAGTTAAACTAAAGGATGCCACCTCCTTTCCCTGCGAAATGCAGGACCCCCTTAGACCTGAGGCCCAACAAGGACTCCAAAAGATTGTTAAGGAC
ATCCTGAAGTCTGGGCAACAGAAGGACAATATGGATAAGCAAAGAATGCCCATCCTGTTCAAGTTAAACTAAAGGATGCCACCTCCTTTCCCTGCGAAATGCAGGACCCCCTTAGACCTGAGGCCCAACAAGGACTCCAARAAGATTGTTAAGGAC

CTAAAAGCCCAAGGCCTAGCCTAGTARAACCATGCAATAGCCCCTGCAATACTCCAATTTTAGGAGTACAGAAACCCAATGGACAGTGGAGGTTAGTGCAAGATCTCAGGACTATCAATGAGGCTGTTATTCCTCTATACTCAGCTGTACCTAAC
CTAAAAGCCCAAGGCCTAGCCTAGTAAAACCATGCAATAGCCCCTGCAATACTCCAATTTTAGGAGTACAGAAACCCAATGGACAGTGGAGGTTAGTGCAAGATCTCAGGACTATCAATGAGGCTGTTATTCCTCTATACTCAGCTGTACCTAAC
CTAAAAGCCCAAGGCCTAGCCTAGTAAAACCATGCAATAGCCCCTGCAATACTCCAATTTTAGGAGTACAGAAACCCAATGGACAGTGGAGGTTAGTGCAAGATCTCAGGACTATCAATGAGGCTGTTATTCCTCTATACTCAGCTGTACCTAAC
CTAAAAGCCCAAGGCCTAGCCTAGTAARAACCATGCAATAGCCCCTGCAATACTCCAATTTTAGGAGTACAGAAACCCAATGGACAGTGGAGGTTAGTGCAAGATCTCAGGACTATCAATGAGGCTGTTATTCCTCTATACTCAGCTGTACCTAAC

CCTTATACTCTGCTTTCCCAAATACCAGAGGAAGCAGAGTGGTTTACAGTCCTGGACCTTCAGGATGCCTTTTTCTGCAACCCTATACATCCTGACTCTCAATTCTTGTTTGCCTTTGAAGATCCTTCAAACCCAATGTCTCAACTCACCTGGAC
CCTTATACTCTGCTTTCCCAAATACCAGAGGAAGCAGAGTGGTTTACAGTCCTGGACCTTCAGGATGCCTTTTTCTGCAACCCTATACATCCTGACTCTCAATTCTTGTTTGCCTTTGAAGATCCTTCAAACCCAATGTCTCAACTCACCTGGAC
CCTTATACTCTGCTTTCCCAAATACCAGAGGAAGCAGAGTGGTTTACAGTCCTGGACCTTCAGGATGCCTTTTTCTGCAACCCTATACATCCTGACTCTCAATTCTTGTTTGCCTTTGAAGATCCTTCAAACCCAATGTCTCAACTCACCTGGAC
CCTTATACTCTGCTTTCCCAAATACCAGAGGAAGCAGAGTGGTTTACAGTCCTGGACCTTCAGGATGCCTTTTTCTGCAACCCTATACATCCTGACTCTCAATTCTTGTTTGCCTTTGAAGATCCTTCAAACCCAATGTCTCAACTCACCTGGAC

TGTTTTACCCCAAGGGTTCAGGGATAGCCCCCATCTATTTGGCCAGACATTAGCCCAAGACTTGAGCCGATTCTCATACTTGGACACTCTTGTCCTTCGGTACGTGGATGATTTACTTTTAGCCGCCCATTCAGAAACCTTGTGCCATCAAGCCA
TGTTTTACCCCAAGGGTTCAGGGATAGCCCCCATCTATTTGGCCAGACATTAGCCCAAGACTTGAGCCGATTCTCATACTTGGACACTCTTGTCCTTCGGTACGTGGATGATTTACTTTTAGCCGCCCATTCAGAAACCTTGTGCCATCAAGCCA
TGTTTTACCCCAAGGGTTCAGGGATAGCCCCCATCTATTTGGCCAGACATTAGCCCAAGACTTGAGCCGATTCTCATACTTGGACACTCTTGTCCTTCGGTACGTGGATGATTTACTTTTAGCCGCCCATTCAGAAACCTTGTGCCATCAAGCCA
TGTTTTACCCCAAGGGTTCAGGGATAGCCCCCATCTATTTGGCCAGACATTAGCCCAAGACTTGAGCCGATTCTCATACTTGGACACTCTTGTCCTTCGGTACGTGGATGATTTACTTTTAGCCGCCCATTCAGAAACCTTGTGCCATCAAGCCA

CCCAAGTGCTCTTARATTTCCTTGCTACCTGTGGCTACAGGGTTTCCAAACCAAAGGCTCAGCTCAGCTCATAGCAGGTTARATCCTTAGGGCTAAAAT
CCCAAGTGCTCTTAARATTTCCTTGCTACCTGTGGCTACAGGGTTTCCAAACCAAAGGCTCAGCTCAGCTCATAGCAGGTTAAATCCTTAGGGCTAAAAT
CCCAAGTGCTCTTAAATTTCCTTGCTACCTGTGGCTACAGGGTTTCCAAACCAAAGGCTCAGCTCAGCTCATAGCAGGTTAAATCCTTAGGGCTAAAAT
CCCAAGTGCTCTTAAATTTCCTTGCTACCTGTGGCTACAGGGTTTCCAAACCAAAGGCTCAGCTCAGCTCATAGCAGGTTAAATCCTTAGGGCTAAAAT
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AC013759.6_36174-44171

GTTTCCTCCCCTCAGGATGGCTAGCCACCGAAGAAGGAAAAATACTTTTGCCTGCAGCTAACCAATGGAAATTACTTAAAACCCTTCACCAAACCTTTCACTTAGGCATTGATAGCACCCATCAGATGGCCAAATCATTATTTACTGGACCAGGC
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Consensus_HERV-W CTTTTCAAAACTATCAAGCAGATAGTCAGGGCCTGTGAAGTGTGCCAAAGAAATAATCCCCTGCCTTATCGCCAAGCTCCTTCAGGAGAACAAAGAACAGGCCATTACCCAGGAGAAGACTGGCAACTAGATTTTACCCACATGCCCAAATCTCA
chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W GGGATTTCAGTATCTACTACTCTCECTACATACTTTCACTGCTTGECCACACCCCTTCCCCTCTAGCACACARANGCCCCANCACCTARTARAGGCACTAGTTCATCARATANT TCCCAGAT TCCGACTTCCCCCACCETTACACACTGACAATG

chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W GECCCGETTTCANGECCCCACTARCCCAGGOAGTATCCCAGCCCTTACCTATACARTATCACTTACACTGCGCCTCEACCCCACANTCCTCAGGGARGGTCCACARAATCARTCARNCACTCARNCCACATC TARARARCCTANCCCAGGRRACC

chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W CACCTCGCATCGECTGETCTCTTCECTATAGCCTTACTANGARTCCCARACTCTCCCCARNANGCAGGACTTAGCCCATACCARATCCTCTATGGACCGCCCTTCCTARCCARTCACCTTGTGCTTGACCCACACACCECCARCTTAGTTGCACH

chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W CATCACCTCCTTAGCCARATATCARCANGTTCT TARANCAT TACACCCARCCTCTCCCCCAGAGCACGCARACGAACTATTCCACCCTCGTCACATGCTAT TACTCARGTCCCTTCCCTCTANT TCCCCATCCCTACATACATCCTGGGARGGAC

chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W CCTACCCAGTCATTTTATCTACCCCARCCGCGGT TARAGTGGCTGGAGTGGAGTCTTGGATACATCACACTCGAGTCARACCCTGGATACTGCCARAGGAACCCCARARTCCAGGAGACARCGCTAGCTATTCCTGTGARCCTCTAGAGGATCTG
chrl8_50449131-50449934

AC241669.2_12558-20556 ACAATGCTAGCTATTCCTGTCAACCTCTAGAGGATCTG
AC203657.2_c41170-33172 ACAATGCTAGCTATTCCTGTCAACCTCTAGAGGATCTG
AC241258.1_c31008-23012 ACAATGCTAGCTATTCCTGTCAACCTCTAGAGGATCTG
AC013759.6_36174-44171 ACAATGCTAGCTATTCCTGTCAACCTCTAGAGGATCTG

Env
Consensus_HERV-W CGCCTGCTCTTCARGCGACAACCGTGAGGAAAGTAACTAARATCGTAAATCCCONTGGECCTCCCTTATCATATT TTTCTCTTTACTGTTCTCTTACCCCCTTTCACTCTCACTGCACCCCCTCCATGCCGCTGTACNACCAGTAGCTCCCCTTR

chrl8_50449131-50449934
AC241669.2_12558-20556 TGCCTGCTCTTCAAATGAAAACCATGAGGAAAGTAACTAAAATTGTAAATCCCCATGGCCCTCCCTTATCATATTTTTCTCTTTACTGTTCTCTTACTCCCTTTCACTCTCATTGCACCCCCTCAATGCCACTGTATGACCAGTAGCTCCCCTTA
AC203657.2_c41170-33172 TGCCTGCTCTTCAAATGAAAACCATGAGGAAAGTAACTAAAATTGTAAATCCCCATGGCCCTCCCTTATCATATTTTTCTCTTTACTGTTCTCTTACCCCCTTTCACTCTCATTGCACCCCCTCAATGCCACTGTATGACCAGTAGCTCCCCTTA
AC241258.1_c31008-23012 TGCCTGCTCTTCAAATGAAAACCATGAGGAAAGTAACTAAAATTGTAAATCCCCATGGCCCTCCCTTATCATATTTTTCTCTTTACTGTTCTCTTACCCCCTTTCACTCTCATTGCACCCCCTCAATGCCACTGTATGACCAGTAGCTCCCCTTA
AC013759.6_36174-44171 TGCCTGCTCTTCAAATGAAAACCATGAGGAAAGTAACTAAAATTGTAAATCCCCATGGCCCTCCCTTATCATATTTTTCTCTTTACTGTTCTCTTACCCCCTTTCACTCTCATTGCACCCCCTCAATGCCACTGTATGACCAGTAGCTCCCCTTA

Consensus_HERV-W CCARGAGCTTCTATCGAGAATCCCECTTCCCCOARNTATTGATCCCCCATCCTATACCACTT T TC TANGCGARACCCCACCTTCACCGCCCACACCCATATGCCCCCCARCTCCTATARCTCTGCCACTCTTTICCATCCATCCARATACTCATT
chrl8_50449131-50449934
AC241669.2_12558-20556 CCAAGAGTTTCTATGGAGAATGCAGCTTCCTGGAAATATTGATGCCCCATTGTATAGGAGTTTATCTAAGGGAACGCCCACTTTCACTGCCCACA-CCATATGCCCAGTAACTGCTATAACTCTGCCACTCCTTGTATACATGCAAATACTCATT
AC203657.2_C41170—33172 CCAAGAGTTTCTATGGAGAATGCAGCTTCCTGGAAATATTGATGCCCCATTGTATAGGAGTTTATCTAAGGGAACGCCCACTTTCACTGCCCACA-CCATATGCCCAGTAACTGCTATAACTCTGCCACTCCTTGTATACATGCAAATACTCATT
AC241258.1_c31008-23012 CCAAGAGTTTCTATGGAGAATGCAGCTTCCTGGAAATATTGATGCCCCATTGTATAGGAGTTTATCTAAGGGAACGCCCACTTTCACTGCCCACA-CCATATGCCCAGTAACTGCTATAACTCTGCCACTCCTTGTATACATGCAAATACTCATT
AC013759.6_36174-44171 CCAAGAGTTTCTATGGAGAATGCAGCTTCCTGGAAATATTGATGCCCCATTGTATAGGAGTTTATCTAAGGGAACGCCCACTTTCACTGCCCACA-CCATATGCCCAGTAACTGCTATAACTCTGCCACTCCTTGTATACATGCAAATACTCATT

Consensus_HERV-W BTTGGACACGCARAATCAT TAATCCTACT TG TCCTCGAGCACTTGCACCCAC T TC TG T TGGACTTACTTCACCCATACTCCTATCTCTCATGGGCGTGCACT TCAACATCACCCANGACARRANCATCTARNCCARCTARTCTCCCARCTGACC
chrl8_50449131-50449934
AC241669.2_12558-20556 ATTGGACAGGGAAAATGATTAATCCTAGCTGTCCTGCAGGAATTGGAGCCACTGTCTATTGGACTTACTTTACCCATACCGGTATGTCTGATGGGGGTGGAGTTCAAGATCAGGCAAGAGAAAAACATGTAAAGGAAATAATCTCCCAACTGACC
AC203657.2_C41170—33172 ATTGGACAGGGAAAATGATTAATCCTAGTTGTCCTGCAGGAATTGGAGCCACTGTCTATTGGACTTACTTTACCCATACCGGTATGTCTGATGGGGGTGGAGTTCAAGATCAGGCAAGAGAAAAACATGTAAAGGAAATAATCTCCCAACTGACC
AC241258.1_c31008-23012 ATTGGACAGGGAAAATGATTAATCCTAGTTGTCCTGCAGGAATTGGAGCCACTGTCTATTGGACTTACTTTACCCATACCGGTATGTCTGATGGGGGTGGAGTTCAAGATCAGGCAAGAGAAAAACATGTAAAGGAAATAATCTCCCAACTGACC
AC013759.6_36174-44171 ATTGGACAGGGAAAATGATTAATCCTAGTTGTCCTGCAGGAATTGGAGCCACTGTCTATTGGACTTACTTTACCCATACCGGTATGTCTGATGGGGGTGGAGTTCAAGATCAGGCAAGAGAAAAACATGTAAAGGAAATAATCTCCCAACTGACC
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Consensus_HERV-W
chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W
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AC203657.2_c41170-33172
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AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W
chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W
chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W
chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W
chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W
chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

Consensus_HERV-W
chrl8_50449131-50449934
AC241669.2_12558-20556
AC203657.2_c41170-33172
AC241258.1_c31008-23012
AC013759.6_36174-44171

CGGGTACATAGCACCCCTAGCCCCTACAAAGGACTAGATCTCTCAAAACTACATGAAACCCTCCGTACCCATACTCGCCTGGTAAGCCTATTTAATACCACCCTCACTGGGCTCCATGAGGTCTCGGCCCAAAACCCTACTAACTGTTGGATGTG

TGGGTACATAGCACCCCTAGCCCCTACAAAGGACTAGATCTCTCARAACTATATGAAACCCTCTGTACCCATACTCGCCTGGTAAGCCCATTTAATACCACCCTCACTGGGCTCCATGAGGTCTCGGTCCARAACCCTACTAACTGTTGGATGTG
TGGGTACATAGCACCCCTAGCCCCTACAAAGGACTAGATCTCTCAAAACTATATGAAACCCTCTGTACCCATACTCGCCTGGTAAGCCCATTTAATACCACCCTCACTGGGCTCCATGAGGTCTCGGCCCAAAACCCTACTAACTGTTGGATGTG
TGGGTACATAGCACCCCTAGCCCCTACAAAGGACTAGATCTCTCAAAACTATATGAAACCCTCTGTACCCATACTCGCCTGGTAAGCCCATTTAATACCACCCTCACTGGGCTCCATGAGGTCTCGGCCCAAAACCCTACTAACTGTTGGATGTG
TGGGTACATAGCACCCCTAGCCCCTACAAAGGACTAGATCTCTCAAAACTATATGAAACCCTCTGTACCCATACTCGCCTGGTAAGCCCATTTAATACCACCCTCACTGGGCTCCATGAGGTCTCGGCCCARAACCCTACTAACTGTTGGATGTG

CCTCCCCCTACACTTCAGGGCATACATTTCAATCCCTGTACCTGAACAATGGAACAACTTCAGCACAGARATAAACACCACTCCTGTTTTAGTAGGACCTCTTGTTTCCAATCTGGAAATAACCCATACCTCAARACCTCACCTGTGTAAAATTTA
CCTCCCCCTACACTTCAGGGCATACATTTCAATCCCTGTACCTGAACAATGGAACAACTTCAGCACAGAAATARACACCACTCCTGTTTTAGTAGGACCTCTTGTTTCCAATCTGGAAATAACCCATACCTCAAACCTCACCTGTGTAAAATTTA
CCTCCCCCTACACTTCAGGGCATACATTTCAATCCCTGTACCTGAACAATGGAACAACTTCAGCACAGAAATAAACACCACTCCTGTTTTAGTAGGACCTCTTGTTTCCAATCTGGAAATAACCCATACCTCAAACCTCACCTGTGTAAAATTTA
CCTCCCCCTACACTTCAGGGCATACATTTCAATCCCTGTACCTGAACAATGGAACAACTTCAGCACAGAAATAAACACCACTCCTGTTTTAGTAGGACCTCTTGTTTCCAATCTGGAAATAACCCATACCTCARACCTCACCTGTGTAAAATTTA

GCAATACTATATACACAACCAACTCCCAATGCATCAGGTGGGTAACTCCTCCCACATGAATAGTTTGCCTACCCTCAGGAATATTTTTTGTCTGTGGTACCTCAGCGTATTGTTGTTTGAATGGCTCTTCAGAATCTATGTGCTTCCTCTCATTC
GCAATACTATATACACAACCAACTCCCAATGCATCAGGTGGGTAACTCCTCCCACATGAATAGTTTGCCTACCCTCAGGAATATTTTTTGTCTGTGGTACCTCAGCGTATTGTTGTTTGAATGGCTCTTCAGAATCTATGTGCTTCCTCTCATTC
GCAATACTATATACACAACCAACTCCCAATGCATCAGGTGGGCAACTCCTCCCACATGAATAGTTTGCCTACCCTCAGGAATATTTTTTGTCTGTGGTACCTCAGCGTATTGTTGTTTGAATGGCTCTTCAGAATCTATGTGCTTCCTCTCATTC
GCAATACTATATACACAACCAACTCCCAATGCATCAGGTGGGCAACTCCTCCCACATGAATAGTTTGCCTACCCTCAGGAATATTTTTTGTCTGTGGTACCTCAGCGTATTGTTGTTTGAATGGCTCTTCAGAATCTATGTGCTTCCTCTCATTC

TTAGTGCCCCCTATGACCATCTACACTGAACAAGAATTATACAATCATGTTGTACCTAAGCCCCACAACAAAAGAGTACCCATTCTTCCTTTTGTTATCGGAACAGGAGTGCTAGGTGGATGAGGTACTGGCATTGGTGATATCACAACCTCTAC
TTAGTGCCCCCTATGACCATCTACACTGAACAAGAATTATACAATCATGTTGTACCTAAGCCCCACAACAARAAGAGTACCCATTCTTCCTTTTGTTATCGGAACAGGAGTGCTAGGTGGATGAGGTACTGGCATTGGTGATATCACAACCTCTAC
TTAGTGCCCCCTATGACCATCTACACTGAACAAGAATTATACAATCATGTTGTACCTAAGCCCCACAACAAAAGAGTACCCATTCTTCCTTTTGTTATCGGAACAGGAGTGCTAGGTGGATGAGGTACTGGCATTGGTGATATCACAACCTCTAC
TTAGTGCCCCCTATGACCATCTACACTGAACAAGAATTATACAATCATGTTGTACCTAAGCCCCACAACAAAAGAGTACCCATTCTTCCTTTTGTTATCGGAACAGGAGTGCTAGGTGGATGAGGTACTGGCATTGGTGATATCACAACCTCTAC

TCAGTTCTACTACAARACTATCTCAAGAACTAAATGGTGACATGGAACGGGTCGCCGACTCCCTGGTCACCTTGCAAGATCAACTTAACTCCCTAGCATCAGTAGTCCTTCAAAATTGAAGAGCTTTAGACTTGCTAACCACCAAAAGAGAGGGAA
TCAGTTCTACTACAAACTATCTCAAGAACTAAATGGTGACATGGAACGGGTCGCCGACTCCCTGGTCACCTTGCAAGATCAACTTAACTCCCTAGCATCAGTAGTCCTTCAAAATTGAAGAGCTTTAGACTTGCTAACCACCAAAAGAGAGGGAA
TCAGTTCTACTACAAACTATCTCAAGAACTAAATGGTGACATGGAACGGGTCGCCGACTCCCTGGTCACCTTGCAAGATCAACTTAACTCCCTAGCATCAGTAGTCCTTCAAAATTGAAGAGCTTTAGACTTGCTAACCACCAAAAGAGAGGGAA
TCAGTTCTACTACAAACTATCTCAAGAACTAAATGGTGACATGGAACGGGTCGCCGACTCCCTGGTCACCTTGCAAGATCAACTTAACTCCCTAGCATCAGTAGTCCTTCAAAATTGAAGAGCTTTAGACTTGCTAACCACCAAAAGAGAGGGAA

CCTGTTTATTTTTAGGGGAAGAATGCTGTTATTATGTTAATCAATCCGGAATCATCACCGAGAAAGTT----AAATTCAAGATCAAATACAATGTAGAGCAGAGGAGCTTCARAACACTGGACCCTGGGGCCTCCTCAGCCAATGGATGCCCTGG
CCTGTTTATTTTTAGGGGAAGAATGCTGTTATTATGTTAATCAATCCGGAATCATCACCGAGAAAGTT----AAATTCAAGATCAAATACAATGTAGAGCAGAGGAGCTTCAAAACACTGGACCCTGGGGCCTCCTCAGCCAATGGATGCCCTGG
CCTGTTTATTTTTAGGGGAAGAATGCTGTTATTATGTTAATCAATCCGGAATCATCACCGAGAAAGTT-~---AAATTCAAGATCAAATACAATGTAGAGCAGAGGAGCTTCAAAACACTGGACCCTGGGGCCTCCTCAGCCAATGGATGCCCTGG
CCTGTTTATTTTTAGGGGAAGAATGCTGTTATTATGTTAATCAATCCGGAATCATCACCGAGAAAGTT----AAATTCAAGATCAAATACAATGTAGAGCAGAGGAGCTTCARAAACACTGGACCCTGGGGCCTCCTCAGCCAATGGATGCCCTGG

ATTCTCCCCTTCTTAGGACCTCTAGCAGCTATAATATTGCTACTCCTCTTTGGACCCTGTATCTTTAACCTCCTTGTTAAGTTTGTCTCTTCCAGAATTGAAGGTGTARAGCTACAAATCATTCTTCAAATGGAGCCCCAGATGCAGTCCATGAC
ATTCTCCCCTTCTTAGGACCTCTAGCAGCTATAATATTGCTACTCCTCTTTGGACCCTGTATCTTTAACCTCCTTGTTAAGTTTGTCTCTTCCAGAATTGAAGGTGTAAAGCTACAAATCATTCTTCAAATGGAGCCCCAGATGCAGTCCATGAC
ATTCTCCCCTTCTTAGGACCTCTAGCAGCTATAATATTGCTACTCCTCTTTGGACCCTGTATCTTTAACCTCCTTGTTAAGTTTGTCTCTTCCAGAATTGAAGGTGTAAAGCTACAAATCATTCTTCAAATGGAGCCCCAGATGCAGTCCATGAC
ATTCTCCCCTTCTTAGGACCTCTAGCAGCTATAATATTGCTACTCCTCTTTGGACCCTGTATCTTTAACCTCCTTGTTAAGTTTGTCTCTTCCAGAATTGAAGGTGTARAGCTACAAATCATTCTTCAAATGGAGCCCCAGATGCAGTCCATGAC

TRRGATCTACCGCGGACCCCTGGACCGGCCTGCTAGCCCATGCTCCGATGTTAATGACATCCARGGCACCCCTCCCGAGGARRTCTCARCTGCACGACCCCTACTACGCCCCARTTCAGCAGGARGOAGTTAGAGCGGTCGTCGGCCAACCTCCC

TARAATCTACCGTGGACCCCTGGACCAGCCTGCTAGCCCATGCTCCAATGTTAATGACATCARAGGCACCCCTCCCAAGGARATCTCAACTGCACAACCCCTACTACACCCCAATTCAGCAGGAAGCAGTTAGAGCAGTTGTCAGCCAACCTCCC
TAAAATCTACCGTGGACCCCTGGACCAGCCTGCTAGCCCATGCTCCAATGTTAATGACATCARAGGCACCCCTCCCAAGGAAATCTCAACTGCACAACCCCTACTACACCCCAATTCAGCAGGAAGCAGTTAGAGCAGTTGTCAGCCAACCTCCC
TAAAATCTACCGTGGACCCCTGGACCAGCCTGCTAGCCCATGCTCCAATGTTAATGACATCAAAGGCACCCCTCCCAAGGAAATCTCAACTGCACAACCCCTACTACACCCCAATTCAGCAGGAAGCAGTTAGAGCAGTTGTCAGCCAACCTCCC
TAAAATCTACCGTGGACCCCTGGACCAGCCTGCTAGCCCATGCTCCAATGTTAATGACATCARAGGCACCCCTCCCAAGGARATCTCAACTGCACAACCCCTACTACACCCCAATTCAGCAGGAAGCAGTTAGAGCAGTTGTCAGCCAACCTCCC

3LTR
CAACAGCACTTGEGTTTTCCTGTTGAGAGGGGCEACTCACACACACCACTAGCTCGATTTCCTACCCCCACTANGARTCCCTARGCCTACCTCCGRACCTCACCCCTTCCACC T T TARACACCCCCCTTCCARCT TAGCTCACACCCCACCARTE.

CAACAGCACTTGGGTTTTCCTGTTGAGAGGGGGGACTGAGAGACAGGACTAGCTGGATTTCCTAGGCCAACTAAGAATCCCTAAGCCTAGCTGGGAAGGTGACCGCATCCACCTTTAAACATGGGGCTTGCAACTTAGCTCACA-CCGGCCAACC
CAACAGCACTTGGGTTTTCCTGTTGAGAGGGGGGACTGAGAGACAGGACTAGCTGGATTTCCTAGGCCAACTAAGAATCCCTAAGCCTAGCTGGGAAGGTGACCGCATCCACCTTTAAACATGGGGCTTGCAACTTAGCTCACA-CCGGCCAACC
CAACAGCACTTGGGTTTTCCTGTTGAGAGGGGGGACTGAGAGACAGGACTAGCTGGATTTCCTAGGCCAACTAAGAATCCCTAAGCCTAGCTGGGAAGGTGACCGCATCCACCTTTAAACATGGGGCTTGCAACTTAGCTCACA-CCGGCCAACC
CAACAGCACTTGGGTTTTCCTGTTGAGAGGGGGGACTGAGAGACAGGACTAGCTGGATTTCCTAGGCCAACTAAGAATCCCTAAGCCTAGCTGGGAAGGTGACCGCATCCACCTTTAAACATGGGGCTTGCAACTTAGCTCACA-CCGGCCAACC
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kkk kkkk kkkk kkkkkkkkkkhkkhkkhkkokhok
Consensus_HERV-W AGGTAGTAAAGAGAGCTCACTAAAATGCTAATTAGGCAAAAACAGGAGGTAAAGAAATAGCCAATCATCTATCGCCTGAGAGCACAGCGGGAGGGACAATGATCGGGATATAAACCCAGGCATTCGAGCCGGCAACGGCTACCCTCTTTGGGTCC 9680
chrl8_50449131-50449934 TTCAAGCCGGCAATGGCTACCCTCTTTGGGTCC 293
AC241669.2_12558-20556 AGGTAATAAAGAGAGCTCACTAAAATGCTAATCAGGCAAAAACAGCAGGTAAAAAAATAGCCAATCATCTTTCGCCTGAGACCACAGTGGGCGGGACAATGATCAGGATATAAACCCAGGCATTCAAGCCAGCAATGGCTACCCTCTTTGGGTCC 7488
AC203657.2_c41170-33172 AGGTAATAAAGAGAGCTCACTAAAATGCTAATCAGGCAAAAACAGCAGGTAAAAAAATAGCCAATCATCTTTCGCCTGAGACCACAGTGGGCGGGACAATGATCAGGATATAAACCCAGGCATTCAAGCCAGCAATGGCTACCCTCTTTGGGTCC 7488
AC241258.1_c31008-23012 AGGTAATAAAGAGAGCTCACTAAAATGCTAATCAGGCAAAAACAGCAGGTAAAAAAATAGCCAATCATCTTTCGCCTGAGACCACAGTGGGCGGGACAATGATCAGGATATAAACCCAGGCATTCAAGCCAGCAATGGCTACCCTCTTTGGGTCC 7486
AC013759.6_36174-44171 AGGTAATAAAGAGAGCTCACTAAAATGCTAATCAGGCAAAAACAGCAGGTAAAAAAATAGCCAATCATCTTTCGCCTGAGACCACAGTGGGCGGGACAATGATCAGGATATAAACCCAGGCATTCAAGCCAGCAATGGCTACCCTCTTTGGGTCC 7487

hhkkhhkhkhdhhkhhddhhdhhddhhdhhdddrd dhdddhddddrdddrhdddrdddrhdsx dhkkkhkhkhkhhhkk * khkhkhkkhkdk kk khkkhkkk dhkkhhkhkhkdhhhkdh * dhhkhkdh dhkdhkhdhkhhdhhdhkhhdhh dhhhkd hhdkhhdkhkhk dkhkhk Ahkhkhkhkhkhkhkhkk
Consensus_HERV-W CCTCCCTTTCTATCECACCTCTGTTTTCACTCTAT TARATCTTCCARCTGCR - - CTCTTCTGETCCCTCTTICTTACGOCTCG- - - - - AGCTGAGCTTTCCCTCACCGTCCACCACTGCTCTTTCCCGCCCTCGCAGACCCGCCGCTGACTTCCR 9828
chrl8_50449131-50449934 CCTCCCTTTGTATGGGAGCTCTGTTTTCGCTCTATTAAATCTTGCAACTGCGCTCTCTTCTGGTGCATGTTTGCTATGGCTCGGCTCTAGCTGAGCTTTTGTTCACTGTCCACCACTGCTGTTTGCTGCCGCCGCAGACCTGCCACTGACTTCCA 448
AC241669.2_12558-20556 CCTCCCTTTGTATGGGAGCTCTGTTTTCGCTCTATTAAATCTTGCAACTGCGCTCTCTTCTGGTGCATGTTTGCTATGGCTCGGCTCTAGCTGAGCTTTTGTTCACTGTCCACCACTGCTGTTTGCTGCCGCCGCAGACCTGCCACTGACTTCCA 7643
AC203657.2_C41170—33172 CCTCCCTTTGTATGGGAGCTCTGTTTTCGCTCTATTAAATCTTGCAACTGCGCTCTCTTCTGGTGCATGTTTGCTATGGCTCGGCTCTAGCTGAGCTTTTGTTCACTGTCCACCACTGCTGTTTGCTGCCGCCGCAGACCTGCCACTGACTTCCA 7643
AC241258.1_c31008-23012 CCTCCCTTTGTATGGGAGCTCTGTTTTCGCTCTATTAAATCTTGCAACTGCGCTCTCTTCTGGTGCATGTTTGCTATGGCTCGGCTCTAGCTGAGCTTTTGTTCACTGTCCACCACTGCTGTTTGCTGCCGCCGCAGACCTGCCACTGACTTCCA 7641
AC013759.6_36174-44171 CCTCCCTTTGTATGGGAGCTCTGTTTTCGCTCTATTAAATCTTGCAACTGCGCTCTCTTCTGGTGCATGTTTGCTATGGCTCGGCTCTAGCTGAGCTTTTGTTCACTGTCCACCACTGCTGTTTGCTGCCGCCGCAGACCTGCCACTGACTTCCA 7642

khkkkhkkh hhkkkkhk hhkkkkhkhhhhhhkk dhhhhkhkhk dhhhhkhhhhdhdhd dhkkdh dhkhkhhdhdhd dhhkdh dhkhkdk dhddhhdhd dhdhhhhhddhhhhdhddd dhkhkhddhhkdrd khkkkk hhkkkkhkhk khkkkkhhhhkhkkhkhkhhhhhkhkhkhkhdhdkdx *kk *
Consensus_HERV-W 'TCCCTCCGGATCCGGCAGGGTGTCCGCTGTGCTCCTGATCCAGCGAGGCGCCCATTGCCGCTCCCGATCGGGCTARRGGCTTGCCATTGTTCCTGCACGGCTAAGTGCCTGGGTTCGTCCTAATCGAGCTGARCACTAGTCACTGGGTTCCACGG 9983
chr18_50449131-50449934 TCCCTTCGGATTCGGCAGGGTGTCCTCTGTGCCCCTGATCCAGCARGGCACCCATTGCTGCTCCTGATCGGGCTARAGTCTTGCCATTGTTCCTGCATGGCTAAGTGCCCAGGTTCGTCCTARTTGAGCTGAACACTAGTCACTGGGTT-CACAG 602
AC241669.2_12558-20556 TCCCTTCGGATTCGGCAGGGTGTCCTCTGTGCCCCTGATCCAGCAAGGCACCCATTGCTGCTCCTGATCAGGCTAANGTCTTGCCATTGTTCCTGCATGGCTAAGTGCCCAGGTTCATCCTAATTGAGCTGAACACTAGTCACTGGGTT-CACAG 7797
AC203657.2_c41170-33172 TCCCTTCGGATTCGGCAGGGTGTCCTCTGTGCCCCTGATCCAGCAAGGCACCCATTGCTGCTCCTGATCAGGCTAANGTCTTGCCATTGTTCCTGCATGGCTAAGTGCCCAGGTTCATCCTAATTGAGCTGAACACTAGTCACTGGGTT-CACAG 7797
AC241258.1_c31008-23012 TCCCTTCGGATTCGGCAGGGTGTCCTCTGTGCCCCTGATCCAGCAAGGCACCCATTGCTGCTCCTGATCAGGCTAANGTCTTGCCATTGTTCCTGCATGGCTAAGTGCCCAGGTTCATCCTAATTGAGCTGAACACTAGTCACTGGGTT-CACAG 7795
AC013759.6_36174-44171 TCCCTTCGGATTCGGCAGGGTGTCCTCTGTGCCCCTGATCCAGCAAGGCACCCATTGCTGCTCCTGATCAGGCTAANGTCTTGCCATTGTTCCTGCATGGCTAAGTGCCCAGGTTCATCCTAATTGAGCTGARCACTAGTCACTGGGTT-CACAG 7796

A R R L

Consensus_HERV-W TTCTCTTCCGTGACCCACCCCTTCTARTACACCTATARCACTCACCGCATCCCCCARCATTCCATTCCTTCGARTCCGTGACCCCARCANCCCCAGGTCAGAGAACACGAGCCTTCCCACCATCTTGGARGTGGCCCGCCCCCATTTIGGARGEG 10138
chrl8_50449131-50449934 TTCTTTTCCGTGACCCATGGCTTCTAATAGAGCTATAACACTCACTGCATGGCCCAAGATTCCATTCCTTGGAATCCATGAGGCCAAGAACCCCAGGTCAGAGAACATGAGGCTTGCCACCATTTTGGAAGTGGCCTGCCG-—~~~=—======= 743
AC241669.2_12558-20556 TTCTCTTCCGTGACCCATGGCTTCTAATAGAGCTATAACACTCACTGCATGGCCCAAGATTCCATTCCTTGGAATCCATGAGGCCAAGAACCCCAGGTCAGAGAACACGAGGCTTGCCACCATTTTGGAAGTGGCCTGCCG-—~~———==mnuums 7938
AC203657.2_C41170—33172 TTCTCTTCCGTGACCCATGGCTTCTAATAGAGCTATAACACTCACTGCATGGCCCAAGATTCCATTCCTTGGAATCCATGAGGCCAAGAACCCCAGGTCAGAGAACACGAGGCTTGCCACCATTTTGGAAGTGGCCTGCCG—— 7938
AC241258.1_c31008-23012 TTCTCTTCCGTGACCCATGGCTTCTAATAGAGCTATAACACTCACTGCATGGCCCAAGATTCCATTCCTTGGAATCCATGAGGCCAAGAACCCCAGGTCAGAGAACACGAGGCTTGCCACCATTTTGGAAGTGGCCTGCTG-~ 7936
AC013759.6_36174-44171 TTCTCTTCCGTGACCCATGGCTTCTAATAGAGCTATAACACTCACTGCATGGCCCAAGATTCCATTCCTTGGAATCCATGAGGCCAAGAACCCCAGGTCAGAGAACACGAGGCTTGCCACCATTTTGGAAGTGGCCTGCTG-—~~—~—==—==== 7937

TSD Flanking seq

kkkkkkhkhkhhkhhhhhhhhhhhhhhhd hhhkkhhhhhrdd

Consensus_HERV-W
chrl8_50449131-50449934 ---———-- CCATCTTGGGAGCTCTGGGAGCAAGGACTCCCCCGGTAAC
AC241669.2_12558-20556 -- —--CCATCTTGGGAGCTCTGGGAGCAAGGACTCCCCCGGTAAC
AC203657.2_c41170-33172 -- —--CCATCTTGGGAGCTCTGGGAGCAAGGACTCCCCCGGTAAC
AC241258.1_c31008-23012 -- —--CCATCTTGGGAGCTCTGGGAGCAAGGACTCCCCCGGTAAC
AC013759.6_36174-44171 —-—-————- CCATCTTGGGAGCTCTGGGAGCAAGGACTCCCCCGGTAAC.

10186
ATCATCTCTCATCTG 804
ATCATCTCTCATCTG 7999
ATCATCTCTCATCTG 7999
ATCATCTCTCATCTG 7997
ATCATCTCTCATCTG 7998

Additional file 5. Alignment of HERV-W consensus with 18g21.1 W2 solo LTR and provirus. The target site duplications (TSD) are marked in red. The 5' and 3'LTRs are
highlighted in pink, and open reading frames for gag, pol and env genes are highlighted in green, light red and orange respectively. The HERV-W consensus sequence is from
Repbase (LTR17 and HERV17).
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Additional file 5. Alignment of HERV-W consensus with 18q21.1_W2 solo LTR and provirus. The target site duplications (TSD) are marked in red. The 5' and 3'LTRs are 
highlighted in pink, and open reading frames for gag, pol and env genes are highlighted in green, light red and orange respectively. The HERV-W consensus sequence is from Repbase (LTR17 and HERV17). 




