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Supplemental Figures

Figure S1. Identification of the possible metabolites of albiflorin in gut
microbiota by LC/MS"-IT-TOF. The two possible metabolites of albiflorin were

identified as Alb-M1 and Alb-M2 by multistage mass spectrometry results.

Figure S2. The typical chromatograms of albiflorin and its metabolites in the gut

microbiota.



Figure $1

/

HO

0
HO
HO

OH

S \
| Albiflorin, MW 480.46
o (Plasma, feces)
o 0.0
HO HO
HO OH HO o
OH OH
Alb-M1, MW 326.16 Alb-M2, MW 298.26
(Gut bacteria) (Gut bacteria)
Multistage mass spectrometry results of albiflorin metabolites in gut bacteria
Fragments
1
ESI MS! m/z MS2 m/z
Alb-M1 + 327.1028 [M+H]* 205.0938
263.2375
Alb-M2 + 299.2635 [M+H]* 185.1589

Figure 82
(x1,000,000)

7.5

5.0

[1:481.1731 ( )
[1:299.2635 (100.00)
(
(

100.00

3:121.0304 (100.00

, )
{1:327.1028 (100.00)

Alb

25

Metabolites in the gut bacteria

BA

\

0.0

50 Time (min)



