S8 Fig. Expression trajectories of MYRF and GATA4 in mouse developing diaphragm
and lung.
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Normalized microarray gene expression levels in mouse developing diaphragm and
developing lung were taken from Russell et al. 2012(Russell, Longoni et al. 2012) and
Beauchemin et al. 2016(Beauchemin, Wells et al. 2016), respectively. For the lung
expression data, we took the average of the three strains (C57BL/6J, A/J, and
C3H/Hel) and kept only data points in embryonic days.

In the figure above, grey areas represent 25-75% quantiles of gene expression level.
It is clear that the expression of MYRF and GATA4 show similar trajectories in
developing diaphragm and lung and both peak at E11.5.



